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BAX-RESPONSIVE GENES FOR DRUG TARGET IDENTIHCATION IN YEAST AND FUNGI 
Field of the invention 

5 The present invention relates to the identification of genes and proteins encoded thereof from 
yeast and fungi whose expression Is modulated upon programmed cell death and which genes, 
proteins or functional fragments and equivalents thereof may be used as selective targets for 
drugs to treat infections caused by or associated with yeast and fungi or for the treatment of 
proliferative disorders or for the prevention of apoptosis in certain diseases. 

10 

Background to the invention 

Invasive fungal infections (e.g. Candida spp., Aspergillus spp.. Fusarium spp., Zygomycetes 
spp.) (Walsh, 1992) have emerged during the past two decades as important pathogens 
causing formidable morbidity and mortality in an increasingly diverse and progressively 

15 expanding population of immunocompromised patients. Those with the acquired immune 
deficiency syndrome (AIDS) constitute the most rapidly growing group of patients at risk for life- 
threatening mycosis. But fungal infections have also increased in frequency In several 
populations of other susceptible hosts, including very-low-birth-weight infants, cancer patients 
receiving chemotherapy, organ transplant redpients, burn patients and surgical patients with 

20 complications. 

These fungal infections are not limited to humans and other mammals, but are also important in 
plants where they can cause diseases or cause the production of unwanted compounds (e.g. 
Fusarium spp.. Aspergillus spp., Botritis spp., Cladosporium spp.). 

Although recent advances In antifungal chemotherapy have had an impact on these mycoses. 
25 expanding populations of Immunocompromised patients will require newer approaches to 
antifungal therapy. The discovery of novel antifungal agents is thus an essential element of any 
new antifungal therapy. 

Classical approaches for identifying antifungal compounds have relied almost exclusively on 
inhibition of fungal or yeast growth as an endpoint Libraries of natural products, semi-synthetic, 

30 or synthetic chemicals are screened for their ability to kill or arrest growth of the target pathogen 
or a related nonpathogenic model organism. These tests are cumbersome and provide no 
information about a compound's mechanism of action. The promising lead compounds that 
emerge from such screens must then be tested for possible host-toxicity and detailed 
mechanism of action studies must subsequently be conducted to identify the affected molecular 

35 target. 
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Cells from multicellular organisms can commit suicide In response to specific signals or injury by 
an intrinsic program of cell death. Apoptosis is a form of programmed cell death which leads to 
elimination of unnecessary or damaged cells. Cells that are either unwanted or potentially 
hamnful to the organism undergo the apoptotic process and show events like cell shrinkage, 
5 chromatin condensation, cytoplasmic condensation, digestion of nuclear DNA, loss of 
mitochondrial membrane potential, plasma membrane biebbing and phagocytosis of the cell 
debris (Schwartz, ef a/. 1993). The Bcl-2 family of proteins is centrally involved in the control of 
the programmed ceil death process (PCD). Proteins of this group belong either to the inhibitors 
of cell death (Bcl-2, Bd-XJ or to the group of proteins promoting apoptosis (Bax, Bak) (Oltvai 

10 and Korsmeyer 1994; Knudson and Korsmeyer 1997; Reed ef a/. 1998). The ability of the Bcl-2 
family of proteins to regulate life and death of a cell is conserved across evolution. Rhding of 
homologues of PCD regulatory genes in plants and animals suggests the possibility that some 
functions involved in this process may originally have evolved in unicellular organisms, before a 
divergent development between the plant and the animal kingdom had happened (Apte ef a/. 

15 1995). 

Expression of the pro-apoptotic human or mouse Bax protein in Saccharomyces cerevisiae did 
induce cell death in this budding yeast (Sato et al. 1994; Greenhalf ef a/. 1996; Zha ef a/. 1996). 
It was initially described as a process that resembled autophagy with dissolution of the internal 
organelles and vacuolisation. The apoptotic features characteristic for multicellular eucaryotic 

20 cells like morphological changes in nuclear shape and chromatin condensation, were not 
obsen^ed in this yeast (Zha et al. 1996). It was therefore suggested that Bax-induced cell death 
in S. cerevisiae is due to the toxicity of the Bax protein itself, mediated by a hypothetical pore- 
formation without any involvement of a death program (Muchmore etal. 1996). 
Bax expression in the fission yeast Schizosaoc^aromyoes pombe did in contrast show some of 

25 the typical apoptotic (Ganges like DNA fragmentation, chromatin condensation, dissolution of 
the nuclear envelope and cytosolic vacuolisation, suggesting the presence of the evolutionary 
conserved PCD pathway in this unicellular eucaryote (Ink ef a/. 1 997; Jurgensmeier ef al, 1 997). 
Since it is very unlikely that species dependent differences in the toxicity of the Bax protein are 
the reason for this observed difference between the two yeasts, a bona fide cell death pathway 

30 may well be present in 5. cerevisiae. 

Recent findings of a yeast mutant in the cell division cycle gene CDC48 show a number of 
morphological and molecular features that are considered typical indicators of apoptosis 
mari<ers in metazoan cells: exposure of phosphatidylserine on the outer leaflet of the 
cytoplasmic membrane, DNA breakage as well as chromatin condensation and fragmentation, 

35 supporting the existence of a basic PCD machinery in this unicellular yeast. This theory was 
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supported by the analysis of a wild type yeast cell expressing the human Bax protein. 
Comprehensive tests for morphological matkers of apoptosis did show a series of changes, 
identical to morphological markers defining apoptosis (Ugr, Madeo et al. 1998). Recent findings 
from the same group (Madeo et a/., 1999) implicate oxygen stress as a general regulator of 
5 apoptosis in yeast but the actual mechanism of Bax lethality in 5. oerevisiae remains unclear. 
It is an aim of the present invention to provide new bax sequences for expression in yeast and 
fungi and tools for identifying yeast and Candida functions in the pathways leading to 
programmed cell death. 

It is an aim of the present invention to provide nucleic acids as well as polypeptides which 
10 represent potential molecular targets for the identification of new compounds which can be used 

in alleviating diseases or conditions associated with yeast or fungal infections. 

It is a further aim of the present invention to provide uses of these nucleic acid and polypeptide 

molecules for treating diseases associated with yeast or fungi or for the preparation of (a) 

medicament(s) for treating said diseases. 
15 It is also an aim of the invention to provide pharmaceutical compositions and vaccines 

comprising these nucleic acids or polypeptides. 

It is also an aim of the present invention to provide vectors comprising these nucleic acids, as 
well as host cells transfected or transformed with said vectors. 

It is also an aim of the invention to provide antibodies against these polypeptides, which can be 
20 used as such, or in a composition as a medicament for treating diseases associated with yeast 
and fungi. 

It is another aim of the invention to provide methods to selectively identify compounds or 
polypeptides capable of inhibiting or activating expression of the polypeptides of the invention or 
capable of selectively modulating expression or functionality of such polypeptides. The nucleic 
25 acid and polypeptide molecules alternatively can be incorporated into an assay or kit to identify 
these compounds or polypeptides. 

It is also an aim of the invention to provide methods for preventing infection with yeast or fungi. 
It is a further aim of the invention to provide human homologues for the nucleic acids and 
polypeptides of the invention for use in treating proliferative disorders, such as cancer, or for the 
30 prevention of apoptosis in certain diseases, or for the preparation of a medicament for treating 
such disorders or diseases. 

All the aims of the present invention have been met by the embodiments as set out below. 
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Summary of the invention 

Since it has been discovered that the mammalian tax gene triggers apoptotic changes In yeast 
(Ligr et a/., 1998), this can be an indication that the molecular pathways eventually leading to 
programmed cell death may also be partially present in yeast cells and other unicellular 
5 eukaryotes. Identification of genes involved in this process could be important for the 
development of new antifungal therapeutics. 

The present inventors overexpressed the Bax protein in the pathogenic yeast Candida albicans 
and found that this leads to a similar phenotype. However these results could only be received 
after having oonstmcted a new synthetic BAX gene which could be adequately expressed in this 

1 0 pathogenic organism. 

Furthemiore, the present inventors identified a range of specific nucleic acids which are 
involved in the molecular pathways eventually leading to programmed cell death. The present 
inventors were able to identify via macro anray screening a range of genes involved in a 
pathway eventually leading to programmed cell death in the yeast Saocharomyces cerevisiae, 

15 Genes which were differentially expressed (analysed using the Pathways™ software) at 
different time points after Bax expression are envisaged as candidate genes In the present 
invention. 

Additionally, the invention also relates to Candida spp. homologues of the S. cerevisiae 
candidate genes and their uses in stimulating or preventing cell death in yeast and fungi, 
20 especially pathogenic yeast and fungi are herewith envisaged. 

Furthemiore, also part of the Invention are the human homologues of these apoptosis- 
associated S. cerevisiae nucleic adds and polypeptides and their potential use in treating 
proliferative disorders In human and other mammals. 

25 Detailed description of the invention 

The present invention relates to the use of a nucleic acid molecule encoding a polypeptide 
which is Involved in a pathway eventually leading to programmed cell death of yeast or fungi 
and which nucleic add sequence is selected from: 

(a) a nucleic add encoding a protein having an amino acid sequence as represented in any of 
30 SEQ ID NOs 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40. 42, 44. 46. 48. 50. 52, 54, 56. 58, 

60, 62, 64, 66. 68. 70, 72, 74, 76, 78, 80. 82, 84, 86, 88, 90, 92. 94, 96. 98. 100, 102. 104. 

106, 108, 110. 112. 114, 116. 118, 120. 122, 124. 126. 128. 130. 132. 134. 136. 138. 140. 

142, 144. 146. 148. 150. 152. 154. 156. 158. 160. 162. 164. 166, 168. 170. 172. 174. 176. 

178. 180. 182. 184. 186. 188. 190, 192, 194. 196. 198. 200. 202. 204. 206. 208. 210. 212. 
35 214. 216, 218. 220, 222, 224, 226, 228, 230, 232, 234. 236. 238. 240. 242. 244. 246. 248. 
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250. 252. 254, 256. 258, 260. 262, 26*. 266. 268. 270, 272. 274, 276. 278, 280. 282. 284. 
286. 288. 290. 292. 294. 296. 298. 290. 292. 294. 296. 298, 300, 302, 304, 306, 308, 310, 
312. 314. 316, 318. 320. 322. 324. 326. 328. 330, 332, 324, 326. 328. 340. 342. 344. 346. 
348. 350. 352, 354, 356, 358. 360. 362. 364, 366. 368. 370. 372. 374. 376, 378. 380, 382, 
5 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408. 410, 412, 414, 416. 418, 
420. 422, 424. 426. 428. 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 
456. 458, 460, 462. 464, 466, 468, 470. 472, 474, 476, 478. 480, 482. 484. 486. 488. 490. 
492. 494, 496. 498. 500. 502. 504, 506. 508, 510, 512, 514, 516, 518, 520. 522. 524. 526. 
528, 530. 532. 534. 536. 538, 540. 542. 544. 546. 548, 550, 552. 554, 556. 558. 560. 562. 
10 564. 566. 568. 560. 562. 564. 566. 568. 570. 572. 574, 576. 578. 580. 582. 584. 586, 588. 
590, 592, 594, 596. 598. 600. 602. 604. 606. 608. 610. 612. 614. 616. 618. 620. 622. 624. 
626. 628, 630, 632. 634. 636. 638. 640. 642. 644. 646. 648. 650. 652. 654, 656. 658. 660, 
662, 664, 666. 668. 670. 672. 674. 688. 692. 694. 696. 698. 700. 702. 704, 706. 708, 710. 
712. 714. 716. 718. 720. 722. 724. 726. 728. 730 and 732, or encoding a functional 
1 5 equivalent, derivative or biopreoursor of said protein. 

(b) a nucleic acid encoding a protein having an amino acid sequence which is more than 70% 
similar, preferably more than 75% or 80% similar, more preferably more than 85%, 90% or 
95% similar and most preferably more than 97% similar to any of the amino acid sequences 
as represented by any of SEQ ID NOs 18. 20. 22, 24. 26. 28. 30. 32. 34. 36. 38. 40. 42, 44, 
20 46. 48. 50, 52, 54. 56. 58. 60, 62. 64, 66. 68. 70. 72. 74. 76. 78. 80, 82. 84. 86. 88. 90. 92. 

94. 96. 98, 100. 102. 104. 106. 108. 110. 112. 114. 116. 118. 120. 122. 124. 126. 128. 130. 
132. 134. 136. 138. 140. 142. 144. 146. 148. 150. 152. 154. 156. 158. 160. 162, 164, 166, 
168. 170. 172. 174, 176, 178, 180, 182, 184. 186. 188, 190, 192, 194, 196, 198. 200. 202. 
204. 206. 208. 210. 212. 214. 216. 218. 220. 222. 224. 226. 228. 230. 232. 234. 236. 238. 
25 240. 242. 244. 246. 248. 250. 252. 254. 256. 258. 260. 262. 264. 266. 268. 270. 272. 274. 

276. 278. 280. 282. 284. 286, 288, 290, 292, 294, 296. 298. 290. 292. 294. 296. 298. 300. 
302. 304. 306. 308. 310. 312. 314. 316. 318. 320. 322. 324. 326, 328, 330, 332. 324. 326. 
328. 340. 342. 344. 346. 348. 350. 352. 354. 356, 358, 360. 362. 364. 366. 368. 370. 372. 
374. 376. 378. 380. 382. 384. 386. 388. 390, 392. 394. 396. 398. 400. 402. 404. 406. 408. 
30 410, 412, 414. 416. 418. 420, 422, 424, 426, 428, 430, 432, 434, 436, 438. 440. 442, 444, 
446. 448, 450, 452, 454. 456. 458. 460. 462. 464, 466. 468. 470. 472. 474. 476. 478. 480. 
482. 484. 486. 488. 490. 492. 494, 496, 498. 500. 502. 504. 506. 508. 510. 512. 514. 516, 
518. 520, 522, 524. 526. 528. 530. 532. 534. 536. 538. 540. 542. 544, 546, 548. 550. 552, 
554. 556. 558. 560. 562. 564. 566. 568. 560. 562. 564. 566. 568. 570, 572. 574. 576. 578. 
35 580. 582. 584. 586. 588. 590. 592. 594. 596. 598. 600. 602. 604. 606. 608. 610. 612. 614. 
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616. 618, 620. 622. 624. 626. 628, 630. 632. 634, 636. 638. 640. 642, 644. 646, 648. 650. 
652. 654, 656. 658, 660. 662. 664. 666. 668, 670, 672, 674, 688. 692. 694. 696, 698, 700. 
702, 704. 706. 708. 710. 712. 714. 716, 718. 720, 722, 724. 726. 728, 730 and 732, 

(c) a nucleic acid encoding a protein having an amino acid sequence which is more than 70% 
5 identical, preferably more than 75% or 80% identical, more preferably more than 85%, 90% 

or 95% identical and most preferably more than 97% identical to any of the amino acid 

sequences as represented by any of SEQ ID NOs 18. 20, 22, 24, 26, 28. 30. 32, 34. 36. 38. 

40, 42, 44. 46. 48. 50, 52. 54, 56, 58, 60. 62. 64, 66, 68. 70. 72, 74. 76. 78, 80. 82, 64. 86. 

88, 90. 92. 94. 96. 98, 100. 102. 104. 106. 108. 110, 112. 114, 116, 118, 120. 122, 124, 126. 
10 128. 130. 132, 134. 136. 138. 140. 142. 144. 146. 148. 150. 152. 154. 156, 158. 160. 162, 

164, 166, 168. 170. 172. 174. 176. 178, 180, 182, 184, 186, 188. 190, 192, 194, 196, 198, 

200, 202, 204, 206. 208. 210. 212. 214. 216. 218. 220. 222. 224. 226. 228. 230. 232. 234. 

236. 238. 240. 242. 244. 246. 248. 250. 252, 254. 256. 258. 260. 262. 264. 266, 268. 270. 

272. 274. 276, 278, 280. 282. 284. 286. 288. 290. 292. 294. 296. 298. 290, 292. 294. 296. 
15 298. 300. 302. 304. 306. 308. 310. 312. 314, 316. 318. 320. 322. 324. 326. 328. 330, 332. 

324. 326. 328, 340. 342. 344. 346. 348. 350. 352. 354. 356, 358. 360. 362, 364. 366. 368. 

370. 372. 374. 376. 378. 380. 382. 384. 386. 388. 390. 392. 394. 396. 398. 400, 402. 404. 

406. 408. 410. 412. 414. 416. 418. 420. 422. 424. 426. 428. 430. 432. 434, 436. 438. 440. 

442. 444. 446. 448. 450. 452, 454, 456. 458, 460. 462. 464. 466. 468. 470. 472. 474, 476, 
20 478, 480. 482, 484, 486, 488, 490. 492. 494, 496, 498, 500, 502. 504. 506. 508. 510. 512. 

514. 516, 518, 520. 522. 524. 526. 528, 530. 532. 534, 536, 538. 540. 542. 544. 546. 548. 

550. 552. 554. 556, 558. 560. 562, 564, 566, 568. 560, 562, 564, 566. 568. 570. 572. 574. 

576. 578, 580. 582, 584. 586. 588. 590, 592, 594, 596, 598, 600. 602, 604. 606. 608. 610. 

612. 614. 616. 618, 620. 622. 624. 626. 628. 630, 632, 634, 636. 638. 640. 642. 644. 646. 
25 648. 650. 652. 654. 656. 658. 660. 662, 664, 666. 668, 670. 672. 674, 688. 692. 694. 696. 

698. 700, 702. 704. 706, 708, 710, 712, 714, 716, 718, 720, 722, 724. 726. 728. 730 and 

732. 

(d) a nucleic acid comprising a sequence as represented in any of SEQ ID NOs 17, 19, 21, 23, 
25. 27. 29. 31. 33. 35, 37, 39, 41, 43, 45. 47, 49. 51, 53, 55, 57, 59. 61. 63. 65, 67. 69, 71, 

30 73. 75. 77. 79. 81, 83, 85. 87. 89. 91. 93. 95. 97, 99, 101. 103. 105. 107. 109. 111. 113. 115. 

117. 119. 121. 123. 125. 127. 129. 131, 133, 135, 137, 139, 141. 143. 145. 147. 149. 151. 

153. 155. 157. 159. 161. 163. 165. 167. 169. 171. 173. 175. 177, 179, 181, 183, 185, 187, 

189, 191, 193, 195, 197. 199. 201, 203. 205. 207. 209. 211. 213. 215. 217, 219, 221, 223. 

225, 227, 229, 231. 233. 235. 237. 239. 241. 243. 245. 247. 249. 251. 253. 255. 257. 259. 
35 261 . 263. 265. 267. 269. 271 . 273. 275. 277. 279. 281 . 283. 285. 287. 289. 291 . 293. 295. 
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297. 299. 301, 303. 305. 307. 309. 311, 313. 315. 317, 319. 32l! 323. 325, 327. 329. 3i31 . 
333. 335, 337. 339. 341. 343. 345. 347. 349. 351. 353. 355. 357, 359, 361. 363, 365. 367, 
369, 371, 373. 375. 377. 379. 381. 383. 385, 387. 389, 391. 393. 395. 397. 399, 401, 403, 
405. 407, 409, 411, 413, 415, 417, 419, 421, 423, 425. 427. 429, 431, 433. 435, 437. 439. 
5 441 . 443. 445. 447. 449. 451 , 453, 455, 457. 459. 461 . 463. 465. 467. 469, 471 . 473. 475. 
477. 479. 481, 483, 485. 487. 489. 491. 493, 495, 497, 499, 501, 503, 505, 507. 509, 511, 
513, 515, 517. 519. 521, 523. 525, 527. 529. 531. 533, 535. 537, 539, 541, 543. 545, 547, 
549. 551. 553, 555. 557. 559. 561, 563, 565, 567. 569, 571. 573. 575, 577, 579, 581, 583, 
585. 587, 589, 591, 593. 595. 597. 599. 601. 603, 605, 607. 609, 611. 613, 615. 617, 619, 

10 621 , 623, 625, 627, 629, 631 . 633, 635. 637, 639. 641 , 643. 645, 647. 649, 651 . 653, 655, 
657, 659, 661, 663, 665, 667. 669, 671. 673, 687. 691, 693, 695, 697, 699. 701, 703. 705, 
707, 709. 711, 713. 715, 717, 719. 721, 723. 725, 727, 729 and 731, 
(e) a nucleic acid which Is more than 70% identical, preferably more than 75 or 80% identical, 
more preferably more than 85%, or 90% or 95% Identical and most preferably more than 

15 97% identical to any of the nucleic acid sequences as represented by any of SEQ ID NOs 
17. 19, 21. 23. 25, 27, 29. 31, 33. 35. 37, 39, 41. 43. 45, 47. 49. 51. 53. 55. 57, 59. 61. 63, 
65, 67, 69, 71, 73, 75. 77. 79. 81, 83, 85. 87. 89. 91. 93. 95, 97, 99, 101, 103. 105, 107, 109, 
111, 113. 115, 117, 119, 121, 123, 125, 127, 129, 131. 133, 135, 137, 139, 141. 143. 145, 
147. 149. 151. 153. 155, 157, 159, 161, 163, 165, 167, 169, 171, 173. 175, 177. 179, 181, 

20 183. 185. 187. 189. 191. 193. 195. 197. 199. 201. 203, 205. 207. 209, 211, 213, 215, 217. 

219. 221, 223. 225. 227. 229, 231, 233, 235. 237, 239, 241. 243, 245, 247. 249, 251, 253, 
255. 257, 259, 261. 263. 265. 267, 269. 271. 273. 275. 277. 279. 281. 283. 285. 287. 289, 
291. 293. 295. 297, 299. 301. 303, 305. 307. 309. 311. 313. 315. 317. 319. 321. 323. 325, 
327. 329. 331. 333. 335. 337. 339. 341. 343. 345, 347, 349, 351, 353, 355, 357. 359. 361. 

25 363, 365, 367, 369, 371 , 373. 375. 377, 379. 381 . 383. 385, 387. 389. 391 . 393, 395, 397, 
399, 401, 403, 405, 407. 409, 411, 413, 415. 417, 419. 421, 423, 425, 427, 429, 431, 433, 
435, 437. 439. 441. 443, 445, 447. 449. 451. 453, 455, 457, 459, 461, 463. 465. 467. 469. 
471. 473, 475, 477, 479, 481. 483. 485, 487, 489, 491, 493, 495, 497, 499. 501. 503, 505, 
507. 509. 511. 513, 515. 517. 519, 521. 523. 525, 527, 529. 531. 533, 535. 537, 539. 541, 

30 543. 545. 547, 549, 551 , 553, 555, 557. 559. 561 . 563, 565, 567, 569, 571 , 573. 575, 577. 

579, 581. 583, 585, 587, 589. 591, 593. 595. 597. 599, 601. 603, 605. 607, 609. 611, 613, 
615. 617. 619, 621, 623, 625. 627, 629. 631. 633. 635, 637, 639, 641, 643, 645, 647, 649. 
651, 653, 655. 657, 659, 661, 663, 665. 667. 669. 671, 673. 687, 691. 693, 695, 697. 699. 
701. 703. 705. 707. 709. 711. 713. 715. 717. 719. 721, 723. 725. 727. 729 and 731. 
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(f ) a nucleic acid encoding a functional fragment of any of the nucleic acids as spedfied in a) to 
e); and 

(g) the complement of any of the nucleic acids as specified in a) to f), 

for the preparation of a medicament for treating diseases associated with yeast or fungi. 

5 Sequence similarity searches were perfomned using the BLAST software package version 2. 
Identity and similarity percentages were calculated using BLOSUM62 as a scoring matrix. 
As known in the art, "similarity' between two polypeptides is determined by comparing the 
amino acid sequence and its conserved amino acid substitutes of one polypeptide to the 
sequence of a second polypeptide, lyfloreover, also known in the art is "Identity" which means 

10 the degree of sequence relatedness between two polypeptide or two polynucleotide sequences 
as determined by the identity of the match between two strings of such sequences. Both identity 
and similarity can be readily calculated. While there exist a number of methods to measure 
identity and similarity between two polynucleotide or polypeptide sequences, the terms "identity** 
and "similarity' are well known to skilled artisans (Carillo and Upton, 1988). Methods commonly 

15 employed to determine Identity or similarity between two sequences include, but are not limited 
to. those disclosed in "Guide to Huge Computers (Bishop, 1994) and Carillo and Lipton (1988). 
Preferred methods to determine identity are designed to give the largest match between the two 
sequences tested. Methods to detennine identity and similarity are codified in computer 
programs. Prefen-ed computer program methods to detennine identity and similarity between 

20 two sequences include, but are not limited to, GCG program package (Devereux ef a/., 1984), 
BLASTP, BLASTN and FASTA (Altschul ef a/, 1990). 

The expression 'Yunctional fragment of a nudeic acid" as used herein means the minimal 
nucleic acid which is necessary to enoode a functional protein (or polypeptide). For instance, in 
situations where a nucleic acid is provided oomprising at the 5' end and at the 3' end more 
25 nucleotides than the actual open reading frame, the invention also relates to fragments of the 
nucleic acid which are smaller but which still oontain the workable open reading frame. Also 
meant are parts of the open reading frame encoding a polypeptide having the same properties 
as the polypeptide encoded by the complete open reading frame. 

The expression "a pathway eventually leading to programmed cell death" refers to a sequence 
30 of steps ultimately leading to cell death and which can be triggered at various steps in this 
pathway by various agents, such as Bax, Bak, CE04, hydrogen peroxide, diamide and farnesol. 
The nucleic acid sequences to be used according to this aspect of the invention from 
Saccharomyces cerevisiae are defined in SEQ ID NOs 17, 19. 21. 23, 25, 27, 29. 31. 33, 35, 
37. 39. 41. 43. 45, 47, 49, 51, 53, 55, 57, 59, 61. 63, 65. 67. 69, 71 , 73, 75. 77. 79, 81, 83. 85. 
35 87, 89, 91, 93, 95, 97, 99. 101, 103, 105, 107, 109, 111, 113, 115. 117, 119. 121. 123, 125. 
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127. 129. 131. 133. 135. 137. 139. 141. 143. 145. 147. 149. 151. 153. 155. 157. 159. 161. 163, 

165. 167. 169, 171. 173. 175. 177, 179. 181. 183. 185. 187. 189, 191. 193, 195. 197, 199, 201. 

203, 205. 207. 209. 211, 213, 215, 217. 219. 221. 223. 225. 227, 229. 231. 233. 235. 237, 239. 

241. 243, 245, 247. 249, 251, 253, 255, 257, 259, 261. 263, 265, 267, 269, 271, 273, 275, 277, 
5 279, 281 , 283, 285, 287, 289, 291 , 293. 295, 297. 299. 301 . 303, 305, 307. 309. 31 1 . 31 3. 31 5. 

317. 319, 321 . 323. 325. 327. 329. 331 . 333, 335. 337, 339. 341 . 343. 345. 347. 349. 351 . 353, 

355. 357, 359. 361, 363. 365, 367. 369, 371, 373. 375. 377, 379, 381, 383. 385. 387. 389, 391. 

393. 395, 691. 693, 695, 697. 699, 701, 703. 705, 707, 709, 711, 713 and 715; from Candida 

albicans are defined in SEQ ID NOs 397, 399, 401, 403. 405, 407, 409, 411, 413, 415, 417, 
10 41 9. 421 , 423. 425. 427. 429, 431 , 433, 435, 437, 439, 441 , 443, 445. 447. 449, 451 , 453. 455. 

457, 459. 461 . 463, 465, 467, 469, 471 , 473. 475. 477, 479. 481 . 483, 485, 487. 489, 491 , 493, 

495, 497, 499. 501, 503, 505. 507, 509. 511, 513. 515, 517, 519. 521. 523. 525. 527. 529. 531. 

533. 535. 637, 539. 541. 543, 545, 547, 549, 551, 553. 555. 557, 559, 561. 563. 565, 567. 569. 

571, 573. 575. 577. 579. 581, 583, 585. 587, 589, 591, 593. 595. 597, 599. 601. 603. 605. 607. 
1 5 609, 61 1 , 61 3. 61 5. 61 7. 61 9. 621 . 623, 625, 627, 629, 631 , 633, 635, 637, 639. 641 . 643. 645. 

647. 649. 651. 653. 655. 657. 659. 661. 663. 665. 667. 669. 671. 673. 687. 718, 720. 722. 724. 

726. 728. 730 and 732. • 

The yeast or fungi according to the invention may be. but are not restricted to. pathogenic yeast 
or fungi. As such, yeast or fungi may cause infections in healthy individuals as well as in 

20 immunocompromised patients. 

The expression treating diseases associated with yeast and fungi" not only refers to diseases 
or infections caused by said organisms but also refers to allergic reactions caused by said 
organisms, such as the so-called ^professional cfiseases" in, for instance, bakery and brewery 
and that are caused by yeast or fungi which are commonly known as "non-pathogenic". Some 

25 examples of specific diseases associated with yeast or fungi are further exemplified. 

The invention further relates to the use of nudeic add sequence homologues of SEQ ID NOs 
17. 19. 21. 23. 25. 27. 29. 31. 33. 35. 37. 39. 41. 43, 45, 47, 49, 51. 53. 55. 57. 59. 61. 63, 65. 
67, 69. 71. 73. 75. 77, 79, 81. 83. 85, 87, 89, 91. 93, 95. 97, 99, 101, 103. 105, 107, 109. Ill, 
113, 115. 117. 119, 121. 123, 125, 127. 129. 131, 133. 135. 137. 139, 141. 143. 145. 147. 149, 

30 151. 153. 155. 157, 159. 161. 163. 165. 167. 169. 171, 173. 175, 177, 179. 181, 183. 185. 187. 
189. 191, 193. 195, 197. 199. 201. 203, 205. 207. 209. 211. 213, 215, 217. 219, 221, 223, 225, 
227, 229. 231. 233. 235. 237. 239. 241. 243. 245. 247. 249. 251. 253. 255. 257, 259. 261, 263, 
265, 267. 269. 271. 273. 275. 277, 279. 281, 283, 285. 287, 289, 291, 293. 295, 297. 299, 301, 
303. 305. 307. 309. 311. 313. 315. 317. 319, 321, 323, 325, 327. 329, 331. 333. 335. 337. 339. 

35 341 , 343, 345, 347, 349, 351 , 353. 355. 357. 359. 361 . 363. 365, 367, 369, 371 , 373, 375, 377, 
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379, 381. 383. 385. 387. 389, 391. 393. 395, 397, 399, 401. 403. 405. 407, 409, 411. 413. 415. 
417, 419. 421. 423. 425. 427. 429, 431. 433. 435, 437. 439. 441. 443. 445. 447. 449, 451, 453. 
455, 457, 459. 461. 463, 465, 467, 469, 471. 473, 475, 477. 479, 481, 483, 485, 487, 489, 491, 
493. 495. 497. 499, 501, 503, 505, 507, 509, 511, 513, 515. 517, 519, 521, 523, 525, 527. 529, 
5 531 , 533. 535, 537, 539, 541 , 543, 545. 547, 549, 551 , 553, 555. 557. 559. 561 , 563, 565. 567, 
569, 571. 573. 575, 577, 579, 581, 583, 585, 587, 589. 591. 593. 595, 597. 599. 601, 603, 605. 
607, 609, 611, 613, 615, 617, 619, 621, 623, 625, 627. 629, 631, 633. 635. 637, 639, 641, 643. 
645. 647. 649. 651 . 653. 655. 657, 659, 661 , 663, 665, 667. 669. 671 . 673. 687. 691 , 693, 695. 
697. 699. 701. 703. 705, 707, 709, 711. 713. 715. 717, 719, 721, 723, 725, 727, 729 and 731 
10 but isolated from other yeast and fungi strains which are aiso involved in a pathway eventually 
leading to programmed cell death. According to a more specific embodiment, these nucleic acid 
sequences are derived from Aspergillus fumigatus. 

In a more specific embodiment the invention relates to a nucleic acid encoding a polypeptide 
which is involved in a pathway eventually leading to programmed cell death of yeast or fungi 
15 selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in any of 
SEQ ID NOs 398, 400. 402, 404, 406. 408, 410. 412. 414. 416. 418, 420. 422. 424, 426. 
428. 430, 432. 434. 436. 438. 440, 442. 444, 446. 448. 450. 452, 454. 456. 458. 460. 462. 
464. 466, 468, 470. 472. 474, 476, 478. 480, 482. 484. 486. 488. 490. 492. 494, 496, 498. 

20 500. 502. 504. 506, 508. 510. 512. 514, 516, 518. 520. 522. 524, 526, 528, 530, 532. 534. 

536. 538. 540. 542, 544, 546. 548. 550, 552, 554, 556, 558. 560, 562, 564, 566, 568. 560. 

562. 564. 566, 568, 570, 572, 574, 576, 578. 580, 582, 584, 586, 588, 590, 592, 594, 596, 

598, 600, 602, 604, 606, 608, 610, 612, 614, 616. 618, 620, 622, 624, 626, 628, 630, 632. 

634, 636. 638. 640. 642, 644. 646, 648. 650. 652. 654, 656, 658, 660, 662, 664, 666, 668. 
25 670. 672. 674. 688, 718, 720, 722, 724, 726, 728, 730 and 732, or encoding a functional 

equivalent, derivative or bioprecursor of said protein; 

(b) a nucleic add encoding a protein having an amino add sequence which is more than 70% 
similar, preferably more than 75% or 80% sirnilar, more preferably more than 85%. 90% or 
95% similar and most preferably more than 97% similar to any of the amino acid sequences 

30 as represented by any of SEQ ID NOs 398. 400, 402, 404, 406, 408. 410, 412, 414, 416, 
418, 420, 422, 424, 426, 428, 430. 432. 434, 436. 438, 440, 442, 444, 446, 448, 450, 452, 
454, 456, 458, 460, 462, 464, 466, 468. 470. 472, 474, 476, 478, 480, 482, 484, 486, 488, 
490, 492, 494, 496, 498, 500, 502, 504, 506, 508. 510, 512, 514, 516, 518. 520, 522, 524, 
526. 528, 530, 532, 534, 536, 538, 540, 542, 544, 546, 548, 550, 552. 554. 556. 558, 560. 

35 562. 564. 566, 568, 560, 562, 564, 566, 568, 570, 572, 574, 576, 578, 580, 582, 584, 586, 
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588, 590, 592, 594. 596, 598, 600, 602, 604. 606, 608, 610. 612, 614, 616. 618, 620, 622, 
624, 626. 628, 630. 632. 634, 636, 638, 640. 642. 644. 646. 648, 650, 652, 654. 656, 658. 
660, 662, 664, 666, 668, 670, 672, 674. 688. 718. 720. 722. 724, 726. 728, 730 and 732, 

(c) a nucleic add encoding a protein having an amino add sequence which is more than 70% 
5 identical, preferably more than 75% or 60% identical, more preferably more than 85%, 90% 

or 95% identical and most preferably more than 97% identical to any of the amino acid 
sequences as represented by any of SEQ ID NOs 398, 400, 402, 404, 406, 408. 410. 412. 
414. 416, 418, 420. 422, 424, 426. 428. 430. 432. 434, 436. 438, 440, 442, 444. 446, 448, 
450, 452, 454, 456. 458. 460, 462, 464, 466, 468. 470, 472. 474, 476, 478, 480. 482, 484. 
10 486, 488, 490. 492, 494, 496. 498. 500, 502. 504, 506. 508. 510, 512, 514. 516, 518, 520. 

522, 524. 526. 528. 530. 532, 534, 536, 538. 540. 542. 544. 546, 548. 550, 552. 554. 556, 
558. 560. 562. 564. 566. 568. 560. 562, 564. 566, 568, 570. 572. 574. 576. 578. 580. 582. 

584. 586. 588. 590, 592. 594, 596. 598, 600, 602. 604. 606. 608, 610. 612. 614. 616. 618. 

620. 622. 624, 626. 628. 630. 632. 634, 636. 638, 640. 642. 644. 646, 648. 650. 652. 654. , 
15 656, 658. 660. 662, 664, 666, 668, 670. 672. 674. 688, 718. 720. 722. 724, 726, 728, 730 

and 732. 

(d) a nucleic acid comprising a sequence as represented in any of SEQ ID 397, 399. 401 , 403, 
405. 407. 409. 411, 413. 415. 417. 419, 421, 423, 425. 427. 429, 431, 433, 435. 437. 439. 
441, 443. 445. 447. 449, 451. 453. 455, 457, 459. 461, 463. 465, 467. 469, 471. 473, 475, 

20 477. 479, 481 , 483, 485, 487, 489, 491 , 493. 495. 497. 499. 501 , 503. 505. 507, 509. 51 1 . 
513, 515. 517, 519. 521, 523, 525, 527. 529. 531. 533. 535. 537, 539, 541, 543, 545, 547, 
549, 551, 553, 555, 557, 559, 561, 563, 565, 567, 569, 571, 573, 575, 577, 579, 581, 583, 

585, 587, 589, 591, 593, 595, 597. 599. 601, 603. 605, 607, 609, 611. 613, 615, 617, 619. 

621, 623. 625, 627. 629, 631, 633, 635, 637, 639. 641, 643, 645, 647, 649, 651, 653, 655, 
25 657, 659. 661, 663, 665, 667, 669, 671, 673, 687. 717, 719, 721, 723. 725, 727. 729 and 

731; 

(e) a nucleic add which is more than 70% identical, preferably more than 75% or 80% identical, 
more preferably more than 85%, 90% or 95% identical and most preferably more than 97% 
identical to any of the nucleic acid sequences as represented by any of SEQ ID NO 397. 

30 399, 401. 403. 405, 407, 409, 411, 413, 415, 417, 419. 421, 423, 425, 427. 429, 431. 433. 

435. 437. 439. 441, 443, 445, 447, 449. 451, 453. 455, 457, 459, 461. 463. 465, 467, 469. 

471. 473. 475. 477, 479. 481. 483. 485, 487, 489, 491, 493, 495. 497. 499, 501, 503, 505, 

507. 509. 511. 513. 515, 517, 519. 521. 523. 525. 527. 529. 531. 533. 535. 537. 539. 541. 

543. 545. 547, 549. 551. 553. 555, 557. 559, 561, 563, 565, 567. 569. 571. 573. 575. 577. 
35 579. 581 . 583, 585, 587, 589, 591 , 593, 595, 597. 599, 601 , 603. 605, 607, 609, 61 1 , 61 3. 
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615, 617, 619. 621. 623, 625, 627, 629, 631. 633. 635. 637. 639. 641. 643. 645. 647, 649. 
651, 653, 655, 657, 659, 661. 663, 665, 667. 669. 671, 673, 687, 717. 719. 721, 723. 725. 
727. 729 and 731. 

(f) a nucleic add encoding a functional fragment of any of the nucleic add sequences as 
5 specified in a) to e), and. 

(g) the complement of any of the nudeic adds as specified in a) to f). 

In a prefered embodiment the invention r^tes to nudeic acids from Candida albicans, as 
represented by the SEQ ID NOs 397, 399. 401. 403, 405, 407, 409, 411, 413, 415. 417, 419, 
421 , 423, 425, 427, 429, 431 , 433, 435, 437, 439. 441 , 443, 445, 447, 449, 451 , 453, 455. 457, 

10 459. 461 , 463, 465. 467. 469, 471 , 473, 475, 477. 479, 481 , 483, 485. 487, 489, 491 , 493, 495, 
497. 499. 501, 503, 505, 507, 509, 511, 513, 515, 517, 519, 521. 523, 525. 527, 529, 531, 533. 
535. 537. 539, 541, 543, 545, 547. 549, 551, 553, 555, 557, 559, 561, 563, 565, 567, 569, 571, 
573. 575. 577. 579, 581, 583, 585. 587. 589, 591, 593, 595, 597, 599, 601. 603, 605, 607, 609, 
611. 613. 615, 617. 619, 621, 623, 625, 627, 629, 631, 633, 635, 637, 639, 641, 643, 645, 647, 

15 649. 651 . 653. 655, 657, 659, 661 . 663, 665, 667, 669. 671 , 673, 687, 71 7, 71 9, 721 , 723, 725, 
727. 729 and 731. 

In an even more preferred embodiment the invention relates to an isolated nucleic add from 
mammal or human origin which nudeic acid corresponds to a mammal or human homologue of 
at least one of the sequences represented in SEQ ID NOs 17, 1 9, 21 , 23, 25, 27, 29. 31 , 33, 35, 

20 37, 39, 41 , 43. 45, 47, 49. 51 , 53, 55, 57. 59. 61 , 63, 65, 67, 69, 71 , 73. 75, 77. 79, 81 , 83, 85, 
87, 89, 91, 93, 95, 97, 99, 101, 103. 105, 107, 109. 111. 113, 115, 117, 119, 121, 123, 125. 
127, 129, 131, 133, 135, 137, 139, 141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 161, 163, 
165, 167, 169. 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191. 193. 195, 197, 199, 201, 
203, 205. 207. 209, 211. 213, 215, 217, 219, 221. 223, 225, 227, 229. 231, 233, 235, 237. 239, 

25 241, 243, 245, 247, 249. 251. 253. 255, 257, 259, 261. 263. 265. 267. 269, 271 , 273, 275. 277, 
279, 281, 283, 285, 287. 289. 291, 293, 295, 297, 299. 301, 303. 305. 307, 309. 311, 313. 315, 
317. 319. 321, 323, 325, 327, 329. 331, 333, 335, 337. 339, 341, 343. 345, 347, 349, 351, 353, 
355, 357, 359, 361, 363. 365, 367, 369, 371, 373. 375, 377, 379, 381. 383, 385, 387, 389, 391, 
393, 395, 397, 399, 401, 403. 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429. 

30 431 , 433, 435, 437, 439, 441 . 443, 445, 447, 449. 451 , 453, 455, 457, 459, 461 , 463. 465, 467, 
469, 471, 473, 475, 477, 479, 481, 483, 485, 487, 489, 491, 493, 495, 497, 499, 501, 503. 505, 
507. 509. 511. 513, 515, 517, 519, 521, 523, 525, 527, 529, 531. 533, 535. 537. 539. 541. 543. 
545. 547, 549. 551, 553, 555, 557. 559, 561, 563, 565, 567, 569, 571, 573. 575, 577. 579. 581. 
583, 585, 587, 589. 591. 593. 595, 597. 599, 601, 603. 605, 607. 609, 611, 613. 615. 617, 619. 

35 621 , 623, 625. 627, 629. 631 , 633. 635, 637. 639. 641 . 643. 645, 647. 649, 651 , 653, 655, 657, 
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659. 661, 663. 665, 667, 669, 671. 673, 687. 691, 693, 695, 697. 6^^^^^ 
711, 713, 715, 717. 719, 721, 723, 725, 727, 729 and 731. 

Therefore, acxjording to a further preferred ernbodimeht, the invention relates to an isolated 
nudeio acid from mammal or human origin which nucleic acid sequence is selected from: 
5 (a) a nucleic acid encoding a protein having an amino acid sequence as represented in any of 

SEQ ID NOs 676. 678, 680. 682, 684 and 686, or encoding a functional equivalent, 

derivative or bioprecursor of said protein; 

(b) a nucleic acid encoding a protein having an amino acid sequence which is more than 70% 
similar, preferably more than 75% or 80% similar, more preferably more than 85%. 90% or 

1 0 95% similar and most preferably more than 97% similar to any of the amino acid sequences 
as represented by any of SEQ ID NOs 676, 678, 680, 682. 684 and 686; 

(c) a nucleic acid encoding a protein having an amino add sequence which is more than 70% 
identical, preferably more than 75% or 60% identical, more preferably more than 85%, 90% 
or 95% identical and most preferably more than 97% identical to any of the amino acid 

1 5 sequences as represented by any of SEQ ID NOs 676, 678, 680, 682, 684 and 686; 

(d) a nucleic acid comprising a sequence as represented in any of SEQ ID NOs 675, 677, 679, 
681, 683 and 685; 

(e) a nucleic acid which is more than 70% identical, preferably more than 75 or 60% identical, 
more preferably more than 85%, or 90% or 95% identical and most preferably more than 

20 97% identical to any of the nucleic acid sequences as represented by any of SEQ ID NOs 
675, 677. 679, 681 , 683 and 685; 

(f) a nucleic acid encoding a functional fragment of any of the nucleic acids as specified in a) to 
e); and 

(g) the complement of any of the nucleic acids as specified in a) to f). 

25 for the preparation of a medicament for treating diseases associated with yeast or fungi. 

The invention also relates to the use of said nucleic acids for treating and/or preventing and/or 
alleviating proliferative disorders or for the prevention of apoptosis in certain disorders or 

diseases. 

The expression "proliferative disorders" or "proliferative diseases" refers to an abnormality within 
30 a patient or animal such as cancer. Normal cells start to proliferate due to a change in the 
coding or non-coding sequence of the DNA resulting in a swollen or distended tissue. Mutation 
may arise without obvious cause. An abnormal benign or malignant mass of tissue is formed 
that is not inflammatory. Cells of pre-existent tissue start to divide unexpectedly and resulting 
cell mass possesses no physiologic function. 
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The expression "apoptosis" or "apoptosis-related diseases" includes diseases such as 
autoimmunity diseases, ischemia, diseases related with viral infections or neurodegenerations. 
It should be clear that the invention also relates to all nudeic acids aooording to the invention 
and which are specifically described above, and which can be DNA, cDNA, genomic DNA, 
5 synthetic DNA. or RNA wherein T is replaced by U. A nucleic acid according to the invention 
may also comprise any modified nucleotide known in the art. 

The term "nucleic acid sequence" also indudes the complementary sequence to any single 
stranded sequence given. 

Aooording to the invention, these sequences and their homologues in other yeast and fungi or in 
10 human or other mammals as well as the polypeptides which they encode represent novel 
molecular targets which can be incorporated into an assay to selectively identify compounds 
capable of inhibiting or activating expression of such polypeptides. Furthermore, the invention 
also relates to the potential use of said sequences In alleviating diseases or conditions 
associated with yeast or fungi infections, such as diseases caused by Candida spp., Aspergillus 
15 spp.. Micraspomm spp.. Trichophyton spp., Fusarium spp.. Zygomycetes spp.. Botritis spp., 
Cladosporium spp., Malassezta spp., Epidermophyton floooosum^ Blastomyces dewnatitidis, 
Coccidioides immitis. Histoplasma capsulatum, Paraoooddioldes brB^iliensis, Cryptoooocus 
neofomians, and Sporothrix s<^enokii, such as, but not limited to: 

- Candidiasis, caused by C. albicans and other members of the genus Candida, which are 
20 primary or secondary mycotic infections, also named candidosis, moniliasis and thrush; 

- Aspergilliosis, caused by members of the genus Aspergillus, form a spectrum of diseases; 

- Histoplasmosis, caused by Histoplasma oapsulatum, which is a pulmonary disease always 
seen in HIV positive or other immunocompromised individuals; 

- Paraoocddioidomyoosis, caused by Paraoooddioides brasiliensis, which is a granulomatous 
25 disease that originates as a pulmonary disease; 

- Blastomycosis, caused by Blastomyces demnatiSdis, which may be a benign and self-limiting 
infection or a chronic granulomatous and suppurative mycosis, also named Chicago disease 
or Gilchrist's disease; 

- Coccidioidomycosis, caused by Cooddioides imminitis. and which is a respiratory infection 
30 that typically resolves rapidly, but the mycosis can become acute, chronic, severe or fatal; 

also named San Joaquin Valley fever or Valley fever; 

- Cryptococcosis, caused by Cryptoooocus neofomtans. which is a chronic, subacute to acute 
pulmonary, systemic or meningitic disease, also named Torulosis; 
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- Sporotrichosis, caused by Sporothrix schenMi, whidi is a chronic infection characterized by 
nodular lesions of cutaneous or subcutaneous tissues and adjacent lymphatics that 
suppurate, ulcerate and drain. 
Some of the pathways leading to apoptosis are conserved between mammalian cells and yeast 

5 or fungi. Therefore the invention also relates to the potential use of homologous sequences 
from human or mammalian origin for preventing} and/or alleviating diseases or conditions where 
apoptosis or non-apoptosis of cells is impaired, for Instance in proliferative disorders. In this 
respect also cancer can be seen as a proliferative disorder. Furthermore, targets which are part 
of such a conserved pathway may be used to stimulate or inhibit the apoptosis in mammalian 

1 0 cells. E.g. stimulation of apoptosis is desirable in the treatment of tumor cellsAissues. 

Human homologues according to the invention can be obtained by selective hybridisation of the 
yeast and Candida nucleic acid molecules of the invention against human genome or cDNA 
libraries according to methods well known In the art (Sambrook et a/., 1989). Human 
polypeptide homologues are obtained from the corresponding human nucleic acid homologous 

1 5 nucleotide sequences. 

The present invention further relates to a nucleic acid capable of selectively hybridising to at 
least one of the nucleic acid molecules according to the invention, or the complement thereof. 
The term "selectively hybridising" or "specifically hybridising" means hybridising under 
conditions wherein sequences can be detected which are homologues of the sequences of the 

20 invention, but which are for instance derived from heterologous cells or organisms, and wherein 
said sequences do not hybridize with known sequences. In a preferred embodiment, 
mammalian homologues can be detected. It is well known to the person skilled in the art which 
methods for hybridisation can be used and which conditions are necessary for selectively or 
specifically hybridising. Preferably, hybridization under high stringency conditions can be 

25 applied (Sambrook et al., 1 989J. 

As such, the present invention also relates to the use of the nucleic acid sequences of the 
invention for detecting homologues in heterologous organisms including but not limited to 
mammalian organisms. 

The invention also relates to an isolated nucleic acid comprising a human homologue of at least 
30 one of the yeast or Candida nucleic acids described eariier. The invention also relates to a 
polypeptide encodable by said human homologue of said nucleic acid. 
In a further embodiment the invention also relates to an expression vector comprising a human 
homologue of at least one of the yeast or Candida nucleic acids described herein. Said 
expression vector according can be an expression vector wherein said nucleic acid sequence is 
35 operably linked to one or more control sequences allowing the expression in prokaryotic and/or 



wo 02/064766 PCT/EP01/1S398 

16 

eukaryotic host cells. According to a further embodiment, the expression vector comprises an 
inducible promoter and/or a reporter molecule. 

The invention also relates to a host cell transfomted, transfected or infected with any of the 
above described vectors. 

5 According to a preferred embodiment, the Invention relates to an antisense version of any of the 
nucleic acids of the invention and described above. 

The present Invention more particularly relates to an antisense molecule comprising a nucleic 
add capable of selectively hybridising to at least one of the nucleic acids of the invention. In an 
interesting embodiment the invention relates to a nucleic acid capable of selectively hybridising 
10 to a human homologue of at least one yeast or Candida nucleic acid described herein. 

Polynucleotides according to the invention may be inserted into vectors in an antisense 
orientation in order to provide for the production of antisense RNA. Antisense RNA or other 
antisense nucleic acids may also be produced by synthetic means. 

The present invention also advantageously provides nucleic acid molecules of at least 
15 approximately 10 contiguous nucleotides of a nucleic acid according to the invention and 
preferably from 10 to 50 nucleotides. These sequences may, advantageously be used as 
probes or primers to initiate replication, or the like. Such nucleic acid sequences may be 
produced according to techniques well Known in the art, such as by recombinant or synthetic 
means. The probes will hybridise specifically with any of the nucleic acid molecules of the 
20 invention. The primers will specifically amplify any of the nucleic acid molecules of the Invention. 
The probes or primers according to the invention may also be used in diagnostic kits or the like 
for detecting the presence of a nucleic add according to the invention. These tests generally 
comprise contacting the probe with the sample under hybridising conditions and detecting the 
presence of any duplex or triplex formation between the probe and any nucleic acid in the 
25 sample. 

According to the present invention these probes may be anchored to a solid support. Preferably, 
they are present on an an-ay so that multiple probes can simultaneously hybridize to a single 
biological sample. The probes can be spotted onto the array or synthesized in situ on the array. 
(Lockhart ef a/.. 1996). A single array can contain more than 100, 500 or even 1,000 different 
30 probes in discrete locations. Such arrays can be used to screen for compounds interacting with 
said probes. 

Advantageously, the nucleic acid sequences, according to the invention may be produced using 
recombinant or synthetic means, such as for example using PGR cloning mechanisms which 
generally involve making a pair of primers, whidi may be from approximately 10 to 50 
35 nucleotides to a region of the gene which is desired to be cloned, bringing the primers into 
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contact with mRNA, cDNA, or genomic DNA from the yeast or fungal cell, perfomiing a 
polymerase chain reaction under conditions which bring at)out amplification of the desired 
region, Isolating the amplified region or fragment and recovering the amplified DNA. Generally, 
such techniques as defined herein are well known in the art, such as described in Sambrook et 
5 a/. (1989). These techniques can be used to clone homologues of the nucleic acid sequences of 
the invention in other organisms. 

The nucleic acids or oligonucleotides according to the invention may carry a revealing label. 
Suitable \abe\s include radioisotopes such as ^P, or ^S, enzyme labels or other protein 
labels such as biotin or fluorescent markers. Such labels may be added to the nucleic acids or 

10 oligonucleotides of the invention and may be detected using techniques known in the art. 

According to another embodiment of the invention, the nucleic acid sequences according to the 
invention as defined above may, advantageously, be included in a suitable vector, preferably an 
expression vector which may be transfomied, transfected or infected into a host cell. In such an 
expression vector the nucleic acid is operably linked to one or more control sequences allowing 

15 the expresssison in host cells, such as a suitable promotor, or the like, to ensure expression of 
the proteins according to the invention in a suitable prokaryotic or eukaryotic host cell. Said 
promoter may be either constitutive, inducible or cell- or tissue- or organ-specific. The 
expression vector may advantageously be a plasmid, cosmid, virus or other suitable vector 
which is known to those skilled In the art. The expression vector and the host cell defined herein 

20 also fomn part of the present invention. Said host cell can be from bacterial, yeast, fungal, 
insect, mammal or human origin, or any other host Wherein said vector can be introduced by at 
least one of the methods known in the art. However, pretended host oells are lower eukaryotic 
cells such as a yeast cell or a fungal cell. Yeast and fungal cells are particulariy advantageous 
because they provide the necessary post-translational modifications to the expressed proteins 

25 of the invention, similar to those of the natural proteiris from which they are derived. These 
modifications confer optimal confomnation of said proteins, which v^en isolated may 
advantageously be used in kits, methods or the like. 

In a further embodiment, the expression vector may further comprise an inducible promoter, 
and/or further a reporter molecule. 
30 The invention further relates to any one of the nucleic acids as defined above for use as a 
medicament. 

Nucleotide sequences according to the invention are particulariy advantageous for providing 
selective therapeutic targets for treating yeast or fungi-associated infections. For example, an 
antisense nucleic acid capable of binding to the nucleic acid sequences according to the 
35 invention may be used to selectively inhibit expression of the corresponding polypeptides, 
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leading to impaired growth or death of yeast and fungi with reductions of associated illnesses or 
diseases. 

Also envisaged in the present invention are promoter or other control sequences that are 
comprised within the nucleic acids of the invention, said nudeic add control sequences can also 
5 serve as a target for the identification of compounds or proteins which interfere with ttie control 
of expression of downstream encoded polypeptides. 

Furthermore, also ttie human homologues of the yeast and Candida nudeic acids may be useful 
in diseases where apoptosis of cells plays a substantial role, botti in situations where apoptosis 
of (particular) cells is wanted or unwanted. 
10 The invention thus also relates to the use of any of the nucleic acids of the invention or to a 
human homologue thereof for treating proliferative disorders or for the prevention of apoptosis 
in certain disorders or diseases. As described above, ttie invention also relates to Oie use of 
antisense molecules of the nudeic acids of the invention or to an antisense of any of the human 
homologues for treating proliferative disorders or for the prevention of apoptosis in certain 
1 5 disorders or diseases. 

Said nucleic acids, human homologues and antisense molecules can also be used for the 
preparation of a medicament for treating or preventing the above-mentioned diseases. 
According to yet another embodiment, the invention relates to at least one polypeptide 
encodable by a nucleic acid of the invention. 
20 The invention also relates to the use of a polypeptide which is involved in a pathway eventually 
leading to programmed cell death of yeast or fungi, said polypeptide being selected from: 
(a) a protein having an amino add sequence as represented in any of SEQ ID NOs 18, 20, 22, 
24. 26, 28. 30, 32, 34. 36, 38, 40, 42, 44, 46. 48, 50, 52, 54, 56, 58, 60, 62, 64, 66. 68. 70, 
72, 74, 76, 78, 80. 82, 84, 86, 88, 90. 92. 94. 96. 98, 100. 102. 104, 106. 108. 110, 112. 
25 114, 116, 118. 120. 122, 124, 126, 128, 130, 132, 134, 136, 138. 140, 142, 144, 146. 148, 

150. 152, 154, 156, 158. 160, 162. 164, 166, 168, 170. 172, 174, 176, 178, 180, 182, 184, 
186, 188, 190. 192. 194. 196, 198. 200, 202, 204, 206. 208. 210. 212, 214. 216. 218, 220, 
222, 224. 226. 228. 230, 232. 234. 236. 238, 240. 242, 244, 246, 248, 250, 252, 254, 256, 
258, 260. 262. 264, 266, 268, 270, 272, 274. 276, 278, 280. 282, 284. 286, 288, 290, 292, 
30 294, 296, 298, 290, 292. 294, 296, 298, 300, 302, 304, 306. 308, 310, 312, 314, 316, 318, 

320, 322. 324, 326, 328, 330, 332. 324, 326, 328, 340. 342. 344. 346. 348. 350, 352. 354. 
356. 358. 360. 362. 364. 366. 368, 370, 372. 374, 376, 378, 380, 382, 384. 386. 388, 390. 
392, 394, 396, 398, 400, 402, 404, 406, 408, 410. 412. 414, 416, 418, 420. 422. 424, 426, 
428, 430, 432, 434, 436, 438. 440, 442, 444, 446, 448, 450. 452. 454. 456. 458. 460. 462. 
35 464. 466. 468. 470. 472. 474. 476. 478, 480, 482. 484, 486, 488, 490, 492, 494, 496. 498, 
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500. 502, 504. 506. 508, 510, 512, 514, 516. 518, 520. 522, 524. 526, 528. 530. 532. 534. 
536. 538. 540, 542, 544. 546. 548. 550, 552, 554, 556. 558. 560. 562. 564. 566, 568, 560, 
562. 564, 566, 568. 570. 572. 574, 576. 578. 580. 582. 584. 586. 588. 590. 592. 594. 596. 
598, 600, 602, 604, 606. 608. 610, 612, 614. 616. 618, 620, 622. 624, 626, 628, 630, 632, 
5 634, 636. 638, 640. 642. 644. 646. 648. 650. 652. 654. 656. 658. 660. 662. 664. 666. 668. 
670. 672. 674. 688. 692, 694, 696, 698, 700. 702, 704, 706. 708. 710, 712, 714, 716. 718. 
720, 722, 724, 726, 728, 730 and 732. or encoding a functional equivalent, derivative or 
bioprecxirsor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% Gimiiar, preferably more 
10 than 75% or 80% similar, more preferably more than 85%, 90% or 95% similar and most 

preferably more than 97% similar to any of the amino acid sequences as represented by any 
of SEQ ID NOs 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42. 44, 46, 48. 50. 52, 54. 56. 
58. 60, 62. 64, 66, 68, 70, 72. 74, 76, 78, 80, 82, 84, 86. 88, 90. 92, 94, 96, 98, 100, 102, 
104, 106, 108, 110. 112. 114. 116, 118, 120, 122, 124, 126. 128. 130, 132, 134, 136. 138, 

15 140, 142. 144. 146. 148, 150. 152, 154. 156. 158, 160, 162, 164. 166, 168, 170, 172, 174. 

176, 178, 180. 182, 184, 186. 188. 190, 192, 194. 196, 198. 200. 202, 204, 206, 208, 210, 
212, 214. 216, 218, 220. 222. 224, 226, 228, 230, 232, 234, 236. 238, 240, 242, 244, 246, 
248, 250, 252, 254. 256, 258, 260, 262, 264, 266. 268. 270. 272. 274. 276, 278, 280, 282. 
284, 286, 288, 290, 292, 294, 296, 298, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 

20 310, 312. 314. 316, 318, 320. 322, 324, 326. 328. 330. 332. 324, 326. 328, 340, 342, 344, 
346, 348. 350. 352, 354, 356, 358, 360, 362, 364. 366. 368. 370. 372. 374. 376. 378, 380, 
382, 384, 386, 388, 390, 392, 394, 396. 398. 400. 402. 404, 406, 408. 410. 412, 414, 416, 
418, 420. 422. 424. 426. 428. 430. 432. 434. 436. 438. 440. 442. 444. 446. 448. 450. 452. 
454, 456, 458, 460. 462. 464. 466, 468, 470. 472. 474. 476. 478, 480. 482. 484. 486. 488. 

25 490, 492. 494. 496. 498. 500. 502. 504, 506. 508. 510. 512. 514. 516. 518. 520. 522. 524. 
526. 528. 530. 532. 534. 536. 538. 540. 542. 544. 546, 548, 550, 552. 554, 556, 558. 560. 
562, 564, 566, 568, 560, 562. 564. 566. 568. 570. 572. 574. 576. 578. 580. 582. 584. 586. 
588. 590, 592, 594, 596. 598. 600. 602, 604, 606, 608. 610, 612. 614. 616. 618, 620, 622, 
624. 626. 628. 630. 632. 634. 636. 638, 640, 642, 644. 646. 648. 650. 652, 654, 656. 658, 

30 660, 662. 664. 666. 668. 670, 672. 674, 688, 692, 694, 696, 698, 700. 702. 704, 706. 708. 
710. 712, 714, 716, 718, 720, 722, 724, 726, 728, 730 and 732. 

(c) a protein having an amino acid sequence whic^ is more than 70% identical, preferably more 
than 75% or 80% identical, more preferably more than 85%, 90% or 95% identical and most 
preferably more than 97% identical to any of the amino acid sequences as represented by 

35 any of SEQ ID NOs 1 8, 20, 22, 24, 26. 28. 30. 32. 34. 36. 38, 40, 42, 44, 46, 48. 50, 52, 54, 
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56, 58. 60. 62. 64. 66, 68, 70. 72. 74, 76. 78. 80. 82. 84. 86. 88. 90. 92. 94, 96, 98, 100, 102. 

104, 106, 108, 110. 112, 114, 116. 118. 120, 122. 124. 126. 128. 130. 132, 134. 136, 138, 

140, 142. 144, 146. 148. 150, 152. 154. 156. 158. 160. 162. 164. 166. 168. 170. 172. 174. 

176. 178, 180, 182. 184, 186. 188. 190. 192. 194, 196, 198. 200, 202. 204, 206, 208, 210, 
5 212, 214, 216. 218. 220. 222. 224, 226. 228. 230. 232, 234. 236. 238. 240. 242. 244. 246. 

248, 250, 252, 254. 256, 258. 260. 262, 264, 266, 268. 270. 272. 274. 276, 278, 280, 282. 

284, 286. 288, 290. 292. 294. 296. 298, 290, 292. 294, 296, 298, 300, 302. 304. 306. 308. 

310. 312. 314, 316. 318, 320. 322. 324. 326. 328. 330. 332. 324. 326. 328, 340. 342, 344. 

346. 348. 350. 352, 354. 356. 358. 360. 362. 364, 366, 368. 370. 372, 374, 376, 378. 380. 
10 382. 384. 386. 388, 390, 392. 394. 396, 398, 400, 402, 404. 406. 408, 410, 412, 414, 416, 

418, 420, 422. 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 

454, 456, 458. 460, 462, 464, 466. 468, 470. 472, 474, 476, 478. 480, 482, 484, 486, 488, 

490. 492, 494. 496, 498, 500, 502, 504, 506. 508, 510. 512. 514. 516, 518, 520, 522. 524. 

526. 528. 530. 532. 534, 536, 538. 540, 542. 544, 546, 548. 550, 552, 554, 556, 558, 560. 
15 562. 564, 566. 568, 560, 562, 564. 566, 568. 570, 572, 574. 576, 578, 580. 582, 584. 586. 

588. 590, 592. 594, 596. 598. 600. 602, 604, 606. 608. 610. 612, 614, 616, 618. 620. 622. 

624, 626, 628. 630, 632. 634, 636, 638, 640. 642. 644, 646. 648, 650, 652. 654, 656. 658. 

660. 662. 664, 666, 668, 670, 672, 674, 688. 692. 694. 696, 698, 700, 702, 704, 706, 708, 

710. 712, 714, 716, 718, 720, 722, 724. 726. 728. 730 and 732, and, 
20 (d) a functional fragment of any of said proteins as defined in a) to c), 

for the preparation of a medicament for treating diseases associated with yeast or fungi. 
The tern "functional fragmenf of a protein means a truncated version of the original protein or 
polypeptide referred to. The truncated protein sequence can vary widely in length; the minimum 
size being a sequence of sufficient size to provide a sequence with at least a comparable 
25 function and/or atidvity of the original sequence referred to, while the maximum size is not 
critical. In some applications, the maximum size usually is not substantially greater than that 
required to provide the desired activity and/orfunction(s) of the original sequence. A functional 
fragment can also relate to a subunit with similar function as said protein. Typically, the 
truncated amino acid sequence will range from about 5 to about 60 amino acids in length. More 
30 typically, however, the sequence will be a maximum of about 50 amino acids in length, 
preferably a maximum of about 60 amino acids. It Is usually desirable to select sequences of at 
least about 10. 12 or 15 amino acids. 

Functional fragments include those comprising an epitope which is specific or unique for the 
proteins aax>rding to the invention. Epitopes may be determined using, for example, peptide 
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scanning techniques as described in Geysen ot a/. (1986). Prefen-ed functional fragments have 
a length of at least, for example. 5. 10. 25. 50. 75, 100. 125. 150. 175 or 200 amino acids. 
The polypeptides to t>e used according to the invention from Saa^ammyces cerevisiae, are 
represented by SEQ ID NOs 18. 20. 22. 24. 26. 28, 30. 32, 34. 36, 38, 40. 42. 44. 46, 48, 50. 

5 52. 54. 56. 58. 60. 62. 64, 66. 68. 70. 72. 74. 76. 78, 80. 82, 84. 86. 88. 90. 92. 94. 96. 98. 1 00, 
102, 104. 106. 108. 110. 112, 114. 116. 118, 120. 122, 124. 126, 128, 130. 132. 134, 136. 138. 
140, 142, 144, 146, 148. 150. 152, 154, 156, 158, 160, 162, 164, 166. 168. 170. 172, 174, 176. 
178. 180. 182. 184, 186. 188. 190, 192, 194. 196. 198. 200. 202. 204. 206, 208, 210, 212, 214. 
216. 218. 220. 222. 224, 226, 228, 230, 232, 234, 236, 238, 240. 242. 244, 246, 248, 250, 252. 

1 0 254, 256, 258. 260. 262, 264, 266, 268. 270, 272. 274, 276* 278. 280, 282, 284, 286, 288. 290, 
292. 294, 296, 298. 290, 292, 294, 296, 298, 300, 302, 304, 306. 308, 310, 312, 314, 316, 318, 
320, 322, 324, 326, 328, 330, 332, 324, 326, 328, 340, 342, 344, 346, 348, 350, 352, 354, 356, 
358. 360. 362. 364. 366, 368, 370, 372, 374. 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 
396, 692, 694, 696, 698, 700, 702, 704, 706, 708, 710, 712, 714 and 716- Also according to the 

15 invention Is the use of the polypeptides from Candida albicans as represented by the SEQ ID 
NOs 398. 400, 402, 404. 406. 408. 410. 412. 414. 416. 418, 420. 422. 424. 426, 428, 430. 432, 
434, 436. 438, 440, 442. 444. 446. 448. 450. 452. 454. 456, 458, 460, 462, 464, 466. 468. 470, 
472, 474, 476, 478, 480, 482. 484. 486, 488, 490, 492, 494, 496. 498. 500, 502, 504, 506. 508, 
510, 512, 514, 516, 518, 520, 522, 524, 526. 528. 530. 532. 534, 536. 538, 540, 542, 544, 546. 

20 548, 550, 552. 554, 556, 558, 560, 562. 564. 566, 568, 560, 562, 564, 566, 568, 570, 572, 574. 
576. 578. 580. 582. 584, 586. 588, 590, 592. 594. 596, 598, 600, 602, 604, 606, 608. 610. 612. 
614. 616. 618, 620. 622. 624, 626, 628, 630. 632. 634, 636. 638, 640, 642, 644, 646, 648, 650. 
652, 654. 656. 658. 660. 662, 664, 666, 668, 670. 672, 674. 688. 718. 720. 722. 724, 726. 728. 
730 and 732, and the use of human polypeptides as represented by SEQ ID NOs 676. 678. 

25 680, 682, 684 and 686. 

Thus, according to a preferred embodiment, the present invention relates to an isolated 
polypeptide which is involved in a pathway for programmed cell death of yeast or fungi, for 
instance a Candida spp., selected from: 

(a) a polypeptide having an amino acid sequence as represented in any of SEQ ID NOs 

30 398. 400. 402, 404, 406. 408. 410, 412, 414, 416. 418. 420, 422, 424, 426, 428. 430. 

432. 434, 436, 438, 440, 442. 444. 446. 448. 450, 452. 454. 456. 458. 460, 462, 464. 
466. 468. 470. 472. 474, 476. 478, 480. 482. 484, 486, 488. 490. 492. 494. 496. 498, 
500, 502, 504. 506, 508, 510. 512. 514. 516, 518, 520. 522. 524. 526. 528. 530. 532. 
534. 536. 538. 540. 542. 544. 546. 548. 550. 552. 554. 556. 558. 560. 562. 564. 566. 

35 568. 560. 562, 564, 566, 568, 570. 572. 574. 576, 578. 580. 582. 584. 586. 588, 590. 
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592. 594, 596. 598, 600. 602. 604, 606. 608. 610. 612. 614. 616, 618. 620, 622, 624, 
626, 628, 630, 632, 634, 636, 638, 640, 642, 644, 646. 648, 650, 652, 654, 656, 658, 
660, 662. 664. 666. 668. 670. 672. 674, 688. 718. 720, 722, 724. 726. 728, 730 and 732, 
or encoding a func^'onal equivalent, derivative or bioprecursor of said protein; 
5 (b) a polypeptide having an amino acid sequence which Is more than 70% similar, preferably 
more than 75% or 80% similar, more preferably more than 85%, 90% or 95% similar and 
most preferably more than 97% similar to any of the amino acid sequences as 
represented by any of SEQ ID NOs 398, 400, 402. 404, 406. 408, 410, 412. 414. 416, 
418, 420, 422, 424, 426. 428, 430, 432. 434. 436, 438. 440. 442, 444, 446. 448. 450, 

10 452, 454. 456, 458. 460. 462, 464, 466, 468. 470. 472, 474. 476, 478, 480. 482, 484. 

486, 488, 490. 492, 494, 496, 498, 500, 502, 504, 506. 508, 510, 512, 514. 516. 518. 
520. 522, 524. 526. 528. 530, 532. 534, 536. 538. 540. 542. 544. 546, 548. 550, 552. 
554. 556, 558. 560. 562. 564, 566, 568, 560, 562, 564. 566, 568. 570, 572. 574. 576. 
578. 580. 582. 584. 586. 588. 590. 592, 594, 596. 598. 600, 602, 604, 606, 608. 610, 

15 612, 614. 616, 618, 620, 622, 624, 626, 628, 630, 632, 634, 636. 638, 640, 642. 644. 

646, 648, 650. 652, 654, 656, 658. 660, 662, 664, 666, 668. 670, 672, 674, 688, 718. 
720. 722, 724, 726, 728. 730 and 732. 

(c) a polypeptide having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% or 

20 95% identical and most preferably more than 97% identical to any of the amino acid 

sequences as represented by any of SEQ ID NOs 398, 400, 402. 404, 406, 408. 410, 
412, 414, 416, 418, 420, 422, 424, 426, 428, 430. 432, 434, 436, 438. 440. 442. 444. 
446. 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476. 478, 
480, 482, 484, 486. 488. 490. 492, 494. 496. 498. 500. 502, 504, 506, 508. 510, 512, 

25 514, 516, 518. 520, 522, 524, 526. 528. 530, 532. 534, 536, 538, 540, 542, 544, 546, 

548. 550. 552. 554. 556, 558, 560, 562, 564, 566, 568, 560, 562, 564, 566, 568. 570. 
572. 574, 576, 578, 580, 582, 584, 586, 588, 590, 592, 594, 596. 598. 600, 602, 604, 
606, 608, 610, 612, 614, 616, 618, 620, 622, 624, 626, 628. 630, 632, 634. 636, 638, 
640. 642, 644, 646, 648, 650, 652, 654, 656, 658, 660, 662, 684, 666, 668, 670, 672, 

30 674, 688, 71 8. 720, 722, 724, 726, 728, 730 and 732, and 

(d) a functional fragment of any of said polypeptides as defined in a) to c). 

According to a further preferred embodiment, the present invention relates to an isolated 
polypeptide which Is involved In a pathway for programmed cell death of mammalian cells 
selected from: 



wo 02/064766 PCT/EP01/1S398 

23 



(a) a polypeptide having an amino add sequence as represented in any of SEQ ID NOs 
676, 678. 680. 682, 684 and 686, or encoding a functional equivalent, derivative or 
bioprecursor of said protein; 

(b) a polypeptide having an amino acid sequence which is more than 70% similar, preferably 
5 more than 75% or 80% similar, more preferably more than 85%, 90% or 95% similar and 

most preferably more than 97% similar to any of the amino acid sequences as 
represented by any of SEQ ID NOs human 676, 678. 680, 682, 684 and 686; 

(c) a polypeptide having an amino add sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% or 

10 95% identical, and most preferably more than 97% identical to any of the amino acid 

sequences as represented by any of SEQ ID NOs 676, 678. 680, 682, 684 and 686; 
and, 

(d) a functional fragment of any of said polypeptides as defined in a) to c). 

The invention also relates to the polypeptides of the invention and described above for use as a 
15 medicament. 

Pharmaceutical or fungicidal compositions comprising at least one of the nucleic acids, 
antisense molecules, polypeptides of the invention optionally together with a pharmaceutically 
acceptable carrier, diluent or exclplent therefor, are also part of the invention. 
The polypeptides described above or the human or mammal homologues thereof can also be 

20 used for treating proliferative disorders or for the prevention of apoptosis in certain diseases. 
The invention f urthemiore relates to a pharmaceutical composition for use as a medicament for 
treating proliferative disorders or for the prevention of apoptosis in certain diseases comprising 
a nucleic acid molecule of the invention or a human homologue thereof, an antisense molecule 
to at least one of the nucleic acids of the invention or an antisense molecule to a mammalian 

25 homologue of said nucleic acid or a polypeptide of the invention or a human homologue thereof 
together with a phamnaoeutically acceptable carrier, diluent or exdpient therefor. 
The polypeptide or protein according to the invention may also include variants of any of the 
polypeptides of the invention as specified above having conservative amino add changes. 
The present invention also relates to a vaccine for Immunizing a mammal comprising at least 

30 one (recombinant) nucleic acid molecule or at least one (recombinant) polypeptide of the 
invention in a pharmaceutically acceptable cam'er. Preferred vaccines are those that can be 
used for immunization against infections caused by yeast and fungi. Other preferred vaccines 
can be used for immunizing mammals against proliferative disorders or for preventing apoptosis 
in certain diseases. 
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Pharmaceutically aooeptable carriers include any carrier that does not itself induce the 
production of antibodies harmful to the individual receiving the composition. Suitable carriers 
are typically large, slowly metabolizing macromclecules such as proteins, polysaodiarides, 
polylactic adds, polyglycolic acids, polymeric amino acids, amino acid oopolymers; and inactive 
5 vims partides. Such carriers are well l^nown to those of ordinary skill in the art 

A 'Vacdne" is an immunogenic composition capable of elidting protection against infedions 
caused by yeast or fungi, whether partial or complete. 

Said vacdne compositions may indude prophylactic as well as therapeutic vacdne 
compositions. When a vacdne is used for protecting individuals against certain infedions or 
10 diseases, it is called a prophylactic vaccine. A vaccine may also be useful for treatment of an 
individual, in which case it is called a therapeutic vaodne. 

The term therapeutic" refers to a composition capable of treating infections caused by yeast or 
fungi or capable of treating proliferative disorders. 

Also encompassed within the present invention are antibodies, monoclonal or polyclonal. 
15 capable of specifically binding to one or more epitopes of the polypeptides or proteins of the 

invention. The polypeptides of the invention are represented in SEQ ID NOs 18, 20, 22, 24, 26, 

28. 30, 32, 34, 36, 38, 40. 42. 44, 46, 48. 50, 52. 54. 56. 58. 60. 62. 64. 66, 68, 70, 72, 74, 76, 

78. 60, 82. 84. 86. 88. 90. 92, 94, 96, 98, 100, 102. 104, 106. 108, 110. 112. 114. 116, 118, 

120, 122. 124. 126. 128. 130. 132. 134. 136. 138. 140. 142. 144. 146. 148. 150. 152, 154. 156. 
20 158, 160, 162, 164. 166, 168, 170, 172, 174. 176. 178. 180. 182. 184, 186, 188, 190. 192, 194, 

196, 198, 200, 202. 204. 206. 208. 210. 212. 214. 216. 218. 220. 222. 224, 226, 228. 230. 232. 

234. 236. 238. 240. 242, 244. 246. 248. 250. 252. 254, 256, 258, 260, 262, 264, 266. 268. 270. 

272. 274. 276. 278. 280, 282, 284. 286. 288. 290, 292. 294. 296. 298. 290. 292. 294, 296. 298. 

300. 302. 304. 306. 308, 310. 312, 314, 316. 318, 320. 322. 324. 326. 328. 330, 332, 324, 326. 
25 328. 340. 342. 344. 346. 348. 350. 352. 354, 356. 358. 360, 362, 364, 366, 368, 370, 372. 374. 

376. 378. 380. 382. 384, 386, 388, 390. 392. 394, 396, 398. 400, 402. 404. 406, 408, 410. 412. 

414. 416. 418. 420. 422, 424. 426, 428. 430, 432. 434. 436. 438. 440, 442. 444. 446. 448, 450. 

452. 454, 456, 458. 460. 462. 464. 466. 468. 470. 472. 474. 476. 478. 480. 482. 484, 486, 488. 

490. 492. 494, 496, 498. 500, 502, 504, 506, 508. 510, 512. 514, 516. 518. 520. 522. 524. 526, 
30 528. 530. 532. 534. 536. 538. 540. 542. 544. 546. 548. 550. 552, 554. 556. 558. 560. 562. 564. 

566. 568. 560. 562. 564, 566. 568. 570. 572, 574, 576, 578. 580, 582. 584. 586, 588. 590. 592. 

594. 596. 598. 600. 602, 604. 606. 608. 610. 612. 614. 616. 618, 620. 622. 624. 626. 628. 630. 

632. 634. 636, 638. 640, 642. 644. 646. 648. 650. 652. 654. 656.'658, 660. 662. 664, 666, 668. 

670. 672. 674. 676. 678, 680, 682, 684. 686. 688, 692. 694. 696, 698, 700. 702. 704, 706, 708. 
35 710. 712. 714. 716. 718. 720, 722. 724. 726, 728. 730 and 732. 
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The term "specific binding" implies that there is substantially no cross-reaction of the antibody 
with other proteins. 

The antibodies according to the invention may be produced according to techniques which are 
known to those sicilled In the art. Monoclonal antibodies may be prepared using conventional 
5 hybridoma technology as described by Kohler and Milstein (1979). Polyclonal antibodies may 
also be prepared using conventional technology well known to those skilled In the art, and Which 
comprises inoculating a host animal, such as a mouse, witii a protein or epitope according to 
the invention and recovering the immune serum. The present invention also includes fragments 
of whole antibodies which maintain their binding activity, such as for example, Fv, F(ab') and 

1 0 F(ab')2 fragments as well as single chain antibodies. 

The antibodies of the invention are capable of specifically binding to at least one of the yeast or 
Candida polypeptides as defined earlier or to a human homologue thereof or to a specific 
epitope of said polypeptide or said human homologue. The invention also relates to the use of 
said antibodies in treating and/or preventing and/or alleviating proliferative disorders or for the 

15 prevention of apoptosis in certain diseases. Said antibodies may also be used for the 
preparation of a medicament for and^or preventing and/or alleviating proliferative disorders or 
for the prevention of apoptosis in certain diseases. 

Antibodies according to the invention may also be used in a method of detecting the presence 
of a polypeptide according to the invention, which method comprises reacting the antibody with 
20 a sample and identifying any protein bound to said antibody. A kit may also be provided for 
performing said method which comprises an antibody aooording to the invention and means for 
reacting the antibody with said sample. 

The antibodies according to the invention may be used as a medicament or may be comprised 
in a pharmaceutical composition. According to a more specific embodiment, ttie antibodies may 

25 be used in the preparation of a medicament for treating diseases associated VMth yeast and 
fungi where the yeast or fungus is chosen from, but not restricted to Candida spp., Aspergillus 
spp.. Microsporum spp.. Trichophyton spp., Fusarium spp., Zygomycetes spp., Botritis, spp., 
Cladosporium spp., Malassezia spp., Epiderwophyton floooosum, Blastomyces dermathidis, 
CoQCidioides imminitis, Histoplasma capsulatum, Paraooooldioides brasiliensis, Cryptococcus 

30 neoformans, and Sporothrix schenckii. 

The invention also relates to a method of preventing infection with yeast or fungi, comprising 
administering a composition containing at least one polypeptide of the invention to a mammal in 
effective amount to stimulate the production of protective antibody or protective T-cell response. 
According to another embodiment, the present invention provides a method of identifying 

35 compounds or polypeptides which selectively inhibit, induce or interfere with the 
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expression/production of the polypeptides encoded by the nucleotide sequences of the 
Invention, or oompounds which selectively Inhibit, activate or interfere with the functionality of 
polypeptides expressed from the nucleotide sequences according to the Invention, or which 
selectively inhibit, induce or Interfere with the metabolic pathways in which these polypeptides 
5 are involved. Compounds (or polypeptides) may cany agonistic or antagonistic properties. The 
compounds (and polypeptides) to be screened may be of extracellular, intracellular, biologic or 
chemical origin. 

Different alternative methods for identification of said oompounds or polypeptides fomi part of 
the present invention. 

10 According to a specific embodiment the invention relates to a method of Identifying compounds 
which selectively modulate expression or functionality of polypeptides involved in a pathway 
eventually leading to programmed cell death of yeast and fungi or in metabolic pathways in 
which said polypeptides are involved, which method comprises (a) contacting a compound to be 
tested with yeast or fungal cells transformed, transfected or infected with an expression vector 

15 comprising an antisense sequence of at least one of the nucleic acid sequences of the 
invention, which expression results In underexpression of said polypeptide, in addition to 
contacting one or more wild type cells with said compound, (b) monitoring the growth and/or 
death rate or activity of said transformed, transfected or infected cells compared to said wild 
type cells; wherein differential growth or activity of said transformed, transfected or Infected 

20 yeast or fungal cells is indicative of selective action of said compound on a polypeptide in the 
same or a parallel pathway, (c) alternatively monitoring the growth and/or death rate and/or 
activity of said transformed, transfected or infected cells compared to transfonned. transfected 
or infected cells which were not contacted the compound to be tested, wherein differential 
growth or activity of said mutated yeast or fungi cells is Indicative of selective action of said 

25 compound on a polypeptide In the same or a parallel pathway, (d) alternatively monitoring 
changes In morphologic and/or functional properties of components in said transfonned, 
transfected or infected cells caused by the addition of the compound to be tested, and (e) 
optionally identifying the compound . 

Alternative methods for identifying compounds which selectively modulate expression or 
30 functionality of polypeptides involved in a pathway eventually leading to programmed cell death 
of yeast or fungi or in metabolic pathways in which said compounds are involved, may comprise 
the use of any other method known in the art resulting In gene activation, gene Inactivation, 
gene modulation or gene silencing. 

Another alternative to the above described method comprises (a) contacting a compound to be 
35 tested with a genetically modified yeast or fungus in which modification results in the 
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overexpression or underexpresslon of at least one of the nucleic acids or the polypeptides of the 
invention, which overexpression or underexpression of said nucleic add or polypeptide 
prevents, delays or sensitizes for apoptosis of said genetically modified yeast or fungus, in 
addition to contacting wild type cells with said oompound,(b) monitoring the growth and/or death 

5 rate and/or activity of said genetically modified yeast or fungi cells compared to said wild type 
cells wherein differential growth or activity of said genetically modified yeast or fungi cells is 
indicative of selective action of said compound on a polypeptide in the same or a parallel 
pathway, (c) alternatively monitoring the growth and/or death rate and/or activity of said 
genetically modified cells compared to genetically modified cells which were not contacted with 

10 the compound to be tested, wherein differential growth or activity of said genetically modified 
yeast of fungi cells is indicative of selective action of said compound on a polypeptide in the 
same or a parallel pathway, (d) alternatively monitoring changes in morphologic and/or 
functional properties of components in said genetically modified cells caused by the addition of 
the compound to be tested, and, (e) optionally identifying the compound. 

15 The invention also relates to a method of Identifying compounds which selectively modulate 
expression of polypeptides which are involved in a pathway eventually leading to programmed 
cell death of yeast or fungi which method comprises (a) contacting host cells transfonned, 
transfected or irifeoted with an expression vector comprising a promoter sequence of a nudeic 
acid molecule of the invention joined in frame with a reporter gene and (b) monitoring increased 

20 or decreased expression of said reporter gene caused by the addition of the compound being 
tested. This enables to analyse the influence of the compound onto all/most aspects of 
transcriptional activation. Alternatively additional tests can routinely be perfomied to test the 
influence of the compound onto mRNA stability, translation and protein stability. All these 
aspects influence the concentration of corresponding proteins and consequently influence the 

25 effect of these on ttie metabolism of the cell. 

The invention further relates to a mettiod of identifying compounds or polypeptides which bind 
to or modulate the properties of polypeptides which are involved In a paUiway eventually leading 
to programmed cell death of yeast or fungi, which method comprises (a) contacting a compound 
or polypeptide to be tested with at least one of the polypeptides of the invention, (b) detecting 

30 the complex fomied between the compound or polypeptide to be tested and said polypeptide, 
(c) alternatively, examining the diminution/increase of complex formation between said 
polypeptide and a receptor/binding partner, caused by the addition of the compound or 
polypeptide being tested, (c) alternatively, examining the alteration in ttie functional activity of 
the polypeptide, caused by the addition of Oie compound or polypeptide being tested, and (d) 

35 optionally identifying the compound or polypeptide. 
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The Invention also relates to a method for identifying compounds interacting with a polypeptide 
involved in a pathway eventually leading to programmed cell death of yeast and fungi 
comprising the steps of (a) providing a two-hybrid screening system wherein a polypeptide of 
the invention and a protein interacting with said polypeptide or an interacting polypeptide 

5 obtainable by a method as described above, are expressed, (b) interacting said compound with 
the complex formed by the expressed proteins as defined in a), (c) detecting a second complex, 
wherein the presence of said second complex identifies a compound which specifically binds to 
one of said polypeptide or to said second complex, and optionally (d) identifying the compound. 
According to another embodiment the invention relates to a method for identifying compounds 

10 which selectively modulate expression of polypeptides which are involved in a pathway 
eventually leading to programmed cell death of yeast or fungi which method comprises: (a) 
contacting host cells transfomied, transfected or infected with an expression vector comprising 
a promoter sequence of a nucleic add of the invention joined in frame with a reporter gene, (b) 
monitoring increased or decreased expression of said reporter gene caused by the addition of 

1 5 the compound being tested, and, optionally (c) identifying the compound. 

Yet another embodiment of the Invention is a method for Identifying polypeptides involved in a 
pathway eventually leading to programmed cell death comprising the steps of: (a) providing a 
two hybrid system wherein a polypeptide encoded by a nucleic acid or by any of the vectors of 
the invention as a bait and a S. cerevisiae cDNA library as a prey are used, (b) detecting an 

20 interaction between said polypeptide and a S. oerBvisiae polypeptide encoded by said cDNA 
library, and, optionally (c) identifying said S. oe/aWs/ae polypeptide. 

The term "cells" as used in the above methods relates to any type of cells such as, but not 
limited to bacterial, yeast, fungal, plant or human ceils. 

Compounds found using this approach may additionally be tested on their efficiency in killing or 
25 inhibiting the growth of wild type cells in order to confimi their utility as medicament for treating 
wild type pathogenic strains/tumor cells. 

According to the invention, the term "mutation" includes point mutations, deletions, insertions, 
duplications or any modification in the nucleic acid encoding said polypeptide, or at a different 
location in the genome of said cells, influencing the expression of said nucleic acid or 
30 polypeptide. In case point mutations occur, the number of nucleotides will be identical compared 
to the original sequence; only a change in nucleotide sequence can be observed. This stands in 
contrast with the other listed mutations where the number of the nucleotides will be different 
from the number observed in the wild type sequence and consequently will also reflect in a 
change of the nucleotide sequence. 
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Changes in morphologic and/or functional properties of cell components whic^ can be 
monitored include for example morphological and molecular changes such as abnomial cell 
morphology, nuclear fragmentation, DNA breakage or dianges in the expression of certain 
enzymes such as caspases, as well as monitoring dianges in membrane potential or activity of 
5 mitochondria and release of cytochrome c from mitochondria. All these changes can be 
monitored on the Whole cell which is contacted to the compound to be tested. 
Detection of the complex formation can be performed using several approaches. Rrst, binding 
of a compound onto a polypeptide can be studied using classical binding tests: one of the 
binding partners, compound or polypeptide is labeled and interaction of both is measured. Most 

10 of these tests comprise following steps: incubating both binding partners in conditions where 
binding is allowed, separation of free label from bound label present in the complex formed 
between both partners, and measuring the number of labeled complexes fomied. Separation of 
free and bound label can be performed via filtration, oentrifugation or other means as known by 
the person skilled in the art. Other techniques allow visualisation of complex formation without 

15 the need of such a separating step. For example, test systems using SPA (sclncillation 
proximity assay) beads are based on the principle that radioactive can only be measured 
when present in scincillation fluid. SPA beads oontain scincillation fluid and can be coated with 
one of the binding partners. When this bead Is approached and binds the other binding partner 
which is radioactively labeled, a signal will be detected allowing the complex to be visualised. 

20 Binding of the radioactive compound onto the scincillation bead is needed in order to result in a 
detectable signal; non-bound radioactive partners that stay free into the solution will not result in 
a detectable signal. 

The protein or peptide fragments according to the Invention employed in such a method may be 
for example In solution or coated on suspended beads as described above. Alternatively, these 

25 can be affixed to a solid support, borne on a cell or phage surface or located intracellularly. 

When protein or peptide fragments are ooated on solid supports, they can be tested for their 
binding affinity for large numbers of compounds. These can be used in different kinds of high 
throughput screenings in order to identify compounds having suitable binding affinity to the 
polypeptides according to the invention. Platform technologies or technologies based on SPR 

30 (see below) can be applied. 

One may measure for example, the formation of complexes between the proteins of the 
invention and the compound being tested. Altematively, one may examine the diminution or 
increase of complex formation between the protein according to the invention and a 
receptor/binding partner caused by the compound being tested. 
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Proteins which interact with the polypeptide of the invention may be identified by investigating 
protein-protein interactions using the two-hybrid vector system first proposed by Chien et ah 
(1991). 

This technique is based on functional reoonstitution in vivo of a transcription factor which 
5 activates a reporter gene. More particularly the technique comprises providing an appropriate 
host cell with a ONA construct comprising a reporter gene under the control of a promoter 
regulated by a transcription factor having a DMA binding domain and an activating domain, 
expressing in the host cell a first hybrid DNA sequence encoding a first fusion of a fragment or 
all of a nucleic acid sequence according to the invention and either said DNA binding domain or 
10 said activating domain of the transcription factor, expressing in the host at least one second 
hybrid DNA sequence, such as a library or the like, encoding putative binding proteins to be 
investigated together with the DNA binding or ac^vating domain of the transcription factor which 
is not incorporated in the first fusion; detecting any binding of the proteins to be investigated 
with a protein according to the invention by detecting for the presence of any reporter gene 
1 5 product in the host cell; optionally isolating second hybrid DNA sequences encoding the binding 
protein. 

An example of such a technique utilizes the GAL4 protein in yeast. Gal4 is a transcriptional 
activator of galactose metabolism in yeast and has a separate domain for binding to activators 
upstream of the galactose metabolising genes as well as a protein-binding domain. Nucleotide 

20 vectors may be constructed, one of which comprises the nucleotide residues encoding the DNA 
binding domain of Gal4. These binding domain residues may be fused to a known protein 
encoding sequence, such as for example the nucleic acids according to the invention. The other 
vector comprises the residues encoding the protein-binding domain of Gal4. These residues are 
fused to residues encoding a test protein. Any interaction between polypeptides encoded by the 

25 nudeic acid according to the Invention and the protein to be tested leads to transcriptional 
activation of a reporter molecule in a GAL4 transcription deficient yeast cell into which the 
vectors have been transformed. Preferably, a reporter molecule such as B-galactosidase is 
activated upon restoration of transcription of the yeast galactose metabolism genes. 
Alternatively, other reporter proteins can be used sudi as EGFP (enhanced green fluorescent 

30 protein), or hEGFP. This latter has a decreased lifetime enabling the system to screen for 
compounds improving the interaction of studied binding partners. 

The two-hybrid approach was first developed for yeast, and is an ideal screening system when 
looking for compounds active in killing yeast or fungi. Indeed, proteins expressed in this system 
will most probably carry the correct modifications as found in the pathogenic yeast strains. In 
35 addition, compounds active in this test system allow to screen and select compounds which are 
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able to enter the ceil, this selection is not possible when using in vitro test systems. When 
compounds are needed to target mammalian cells, modification of the studied proteins can be 
different, changing the structure of corresponding proteins. Moreover working with yeast might 
blocic certain compounds to enter the cell, whi(^ are nomnally able to traverse the mammalian 
5 cell membrane. Consequently, working with mammalian two*hybrid system for this purpose will 
give already an immediate selection of the compounds that may enter mammalian cells. 
Alternative in vitro methods can be used to investigate protein - protein interactions. Protein 
interaction analysis in vitro can shed light on their role in the intact cell by providing valuable 
infomiation on specificity, affinity, and structure-function relation ship. Significant progress in this 

1 0 respect has become with the advent, in the last few years, of commercially available biosensor 
technology. This allows to study macromolecular Interactions in real-time, providing a wealth of 
high-quality data that can be used for kinetic analysis, affinity measurements, competition 
studies, etc. A major advantage of biosensor analysis is that there is no requirement for labeling 
one of the interacting components and then separating t)ound from free molecules- a fact that 

1 5 simplifies experimental procedures and provides more accurate measurements. The principle of 
surface plasmon resonance (SPR) is based on the detection of a change of the refractive index 
of the medium when a compound or protein binds to an immobilised partner molecule. For the 
SPR technology, one needs to load one of the interacting partners to the chip surface, followed 
by the superfusion of the second binding partner or more molecules. The second partner can be 

20 available as purified product, but alternatively a complex suspension containing this partner can 
also be used. Interaction of two or more compounds can be analysed, alternatively, compounds 
can be identified interfering or increasing this binding affinity towards each other. 
SPR is not restricted to protein-protein interactions; any macromolecule with a suitable size will 
change the refractive index of the medium in contact with the biosensor surface and therefore 

25 give a signal. Studies have been done with protein-DNA interactions, as well as protein-lipid 
interactions. Moreover intact viruses, and even cells, can also be injected over the biosensor 
surface, in order to analyse their binding to receptors, lectins, and so on. 
Alternatively. NMR is also an excellent tool for a detailed study of protein-protein or DNA-protein 
interactions. Isotope edited or isotope filtered experiments whereby one compound is 

30 isotopically labeled with ^^N or ^^C are an ideal way to study these complexes. This method 
does not allow high throughput analysis of compounds interfering or enhancing molecular 
interactions. Nevertheless, medium or low throughput systems can be used to confirm results 
obtained by the high throughout assays or in cases where none of the binding partners are 
labeled. Other techniques which can be used to study interactions are: overiay, ligand blotting. 
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band-shift, oo-immuno-precipitation, size exclusion chromatography and microcalorimetry (In. 
"Protein targeting Protoools" Ed. Clegg R-A. Humana Press, Totowa, New Yersey). 
Compounds modulating pathways leading to apoptosis may change the activity of the 
polypeptide of the invention. Tlierefore screening tests may be setup looking for altered protein 
5 activity of the polypeptide of the invention. Based on the amino add sequence a possible 
function of the polypeptide might be envisaged; activities can be confirmed and oon-esponding 
activity test can be started. 

Alternatively additional tests can be performed to test the influence of the compound onto 
protein stability, post-translational modification, precursor processing and protein translocation. 

10 All these aspects influence the concentration and/or activity of corresponding proteins and 
consequently influence the effect of these onto the metabolism of the cell. Also here, medium or 
low throughput systems can be used to confirm results obtained by the high throughout assays. 
In cases compounds need to be found to target tumor cells, screening assays will have to be 
used focused on the stimulation of the apoptotic pathway. This invention therefore also relates 

15 to /n vitro and in vivo model systems comprising tumor tissue or cells expressing the 
polypeptides according to the invention which can be used to screen for therapeutic agents, in 
vivo modelsystems allow to test for compound efficacity but also the toxicity of these 
compounds can be tested. The compounds identified using any of the methods described in the 
invention not only include compounds which exert their effect in promoting cell death of yeast 

20 and fungi, but also include compounds which prevent or delay cell death. The latter compounds 
can be used to prevent or delay apoptosis of endogenic yeast or fungi in humans and other 
mammals which may be caused by pathogens or toxic environmental oomponents. 
According to a preferred aspect of the invention, the yeast or fungi according to any of the 
methods described, are chosen from Candida spp., Aspergillus spp., (\1icrosporum spp., 

25 Trichophyton spp., Fusarium spp., Zygomycetes spp., Botritis, spp., Ciadosporium spp., 
Malassezia spp., Epldennophyton flocoosum, Blastomyces dennatitidls, Coocidioides imminitis, 
Histoplasma capsulatum, Paraoooddioides brasiliensis, Cryptoooocus neofonnans, and 
Sporottirix sciienckii. 

The invention also relates to a compound identified using any of the methods of the invention. 

30 Compounds identifiable or identified using a method according to the invention, may 
advantageously be used as a medicament The invention also relates to a method for treating 
diseases associated with yeast or fungi comprising admixing a compound obtainable by a 
method of the invention with a suitable pharmaceutically acceptable carrier. 
The invention furUier relates to a method for preparing pharmaceutical composition for treating 

35 diseases associated with yeast or fungi comprising admixing a compound as identified above 
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with a suitable pharmaoeutically aooeptable carrier. The invention also relates to said 
pharmaceutical composition. 

The compounds or pharmaoeutical compositions of the invention can be used for the 
preparation of a medicament to treat diseases or conditions associated with yeast and fungi 

5 infections, more preferably where the yeast or fungus is chosen from Candida spp„ Aspergillus 
spp., MIcrosporum spp., Trichophyton spp.. Fusarium spp., Zygomycetes spp., Botritis. spp., 
Cladosporium spp., Matassezia spp., Epidermophyton floccosum, Blastomyces dermatitidis, 
Cooddiofdes immlnftis, Histoplasma capsulatum, Paraoooddioldes braslliensis, Cryptococcus 
neoformans, and Sporothrix sohenckiL 

10 These compounds may also advantageously be included In a phamnaceutical composition 
together with a pharmaoeutically acceptable carrier, diluent or exoipient therefor. 
A medicament according to the invention not only relates to fungicidal and fungistatic 
compounds for treating humans or mammals but also relates to fungicides for treating plants. 
According to yet another embodiment, the invention relates to a genetically modified yeast or 

15 fungus in which modification results in the overexpression or underexpression of at least one of 
the nucleic acids or the polypeptides of the invention, which overexpression or underexpression 
of said nucleic acid or polypeptide prevents, delays or sensitizes for apoptosis of said 
genetically modified yeast or fungus! These genetically modified organisms may have a positive 
effect on the endogenic flora of humans and other mammals. The genetically modified yeast or 

20 fungi can be included in a phamnaceutical composition or can be used for the preparation of a 
medicament for prophylactic or therapeutic use. 

Also according to the invention is the use of a compound obtainable by a method of the 
invention, a pharmaceutical oomposltion or a geneticaliy modified organism as described above 
for the preparation of a medicament for modifying the endogenic flora of humans and other 
25 mammals. 

According to another embodiment, the invention relates to a genetically modified mammalian 
cell or non-human organism in which modification results in the overexpression or 
underexpression of at least one of the nucleic acids of the invention or a human homologue 
thereof or at least one of the polypeptides of the invention or a human homologue thereof. 
30 which overexpression or underexpression of said nucleic acid or polypeptide prevents or delays 
apoptosis of said genetically modified mammalian cell or in said genetically modified non-human 
organism. 

According to a preferred embodiment, the invention relates to a genetically modified mammalian 
cell or non-human organism as described above wherein said modification comprises the 
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expression of an antisense molecule to at least one of the nucleic acids of the Invention or an 
antisense molecule to a mammalian homologue of said nucleic acid. 

The Invention also relates to a method for identifying compounds for stimulating or inhibiting 
apoptosis comprising the use of at least one of the nudeic acid sequences of the invention or a 
5 human homologue thereof and/or at least one of the polypeptides of the invention or a human 
homologue thereof and/or a genetically modified mammalian cell or non-human organism as 
described In the invention. 

Some examples of preferred human homologues of yeast and/or Candida spp. sequences 
which can be used in the above methods are represented in SEQ ID NOs 675 to 686. 
10 The invention further relates to the compounds identifiable according to the above-described 
method and their use as a medicament. 

The invention further relates to a method for preparing a phamnaceutical composition for 
treating proliferative disorders or for preventing apoptosis in certain diseases comprising 
admixing a compound identifiable according to the above-described methods with a suitable 
1 5 phamiaceutically aooeptable carrier. 

The invention also relates to the use of compounds obtainable by the above described methods 
for the preparation of a medicament for treating proliferative disorders or for preventing 
apoptosis in certain disorders. 

Furthermore, the present inventors overexpressed the Bax protein in the pathogenic yeast 
20 Candida albicans and found that this leads to a similar phenotype. However these results could 
only be received after having constructed a new synthetic tax gene which could be adequately 
expressed in this pathogenic organism. 

Therefore, the present invention relates to an Isolated nucleic add representing a synthetic 
BAX-gene for expression in Candida spp. selected from the group of: 
25 a) a nucleic acid comprising a sequence as represented by SEQ ID NO 1 . 

b) a nucleic acid comprising a fragment of a sequence of SEQ ID NO 1 and encoding a 
functional fragment of the sequence represented by SEQ ID NO 2, 

c) a nucleic acid comprising a sequence as represented in any of SEQ ID NOs 3 to 1 0, 

d) a nucleic acid which is more than 75 % identical, preferably more than 80%. 85%. 90% 
30 or 95% identical, most preferably more than 97% identical to the nucleic acid as 

represented by SEQ ID NO 1, or to a nudeic acid according to the nucleic acid as 
defined in b) or c), and 

e) a nucleic acid as defined in any one of (a) to (i) inten-upted by intervening DNA 
sequences, 
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or a nucleic add representing the complement of any of said nucleic adds as defined in (a) 
to(d). 

The synthetic BAX gene shows 73.7% identity with the gene coding for Bax-a It should be dear 
that the present invention also relates to nudeic adds wherein other, also frequently used 
5 Candida spp. codons, are used instead of the choice made for the sequence represented In 
SEQIDN01. (Tables) 

It should be clear that all nudeic adds according to the invention and which are spedfically 
described above, can be DNA. cDNA, genomic DNA. synthetic DNA, or RNA wherein T is 
replaced by U. 

10 According to another embodiment of the invention, the nucleic acid sequences according to the 
Invention as defined above may, advantageously, be induded in a suitable vector, preferably an 
expression vector which may be transformed, transfected or infected into a host cell. In such an 
expression vector the nucleic add is operably linked to one or more control sequences allowing 
the expression in host cells, such as a suitable promoter, or the like, to ensure expression of the 

15 proteins according to the invention in a suitable prokaryotic or eukaryotic host cell. In this 
respect, a constitutive or an inducible promoter can be used. 

As described in the examples, the invention also relates to nucleic adds and constructs 
comprising the synthetic BAX, or parts thereof, as a fusion with a carrier gene, such as, but not 
restricted to the yeast GFPgene. It is not necessary to include the complete gene of the fusion 
20 partner in the expression construct, so the Invention relates to various fusion products which 
can result from the synthetic BAX gene and its fusion partner. 

The expression vectors comprising the synthetic oonstruct or fusion protein and the host cell 
defined herein also form part of the present invention. Said host cell can be from bacterial, 
yeast, fungal, Insect, mammal or human origin. An interesting host cell according to the 
25 invention is a Candida spp. cell. 

In another embodiment, the expression vector may further comprise an inducible promoter, 
and/or further a reporter molecule. 

The invention also relates to a vector as descrit>ed above for inducing programmed cell death in 
Candida spp. 

30 The Invention further also relates a genetically modified yeast or fungal cell as described above 
Wherein said modification results in the onset of at least one pathway eventually leading to 
programmed cell death. 

The invention also relates to a genetically modified Candida spp. cell wherein said modification 
results in the onset of at least one pathway eventually leading to programmed cell death 
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Aooording to a further embodiment, the invention relates to a method for identifying genes in 
Candida spp. which are differentially expressed in a pathway eventually leading to programmed 
cell death using a synthetic BAX gene, as described above, or a vector comprising said gene as 
described herein, or a genetically modified yeast or fungal cell as described above. 

5 In this respect different model systems are envisaged. It has been shown in the present 
invention that expression of the synthetic BAX gene as a fusion protein more rapidly kills the 
host cells than when expressed without a fusion partner. Accordingly there will be a difference 
in which Candida spp. genes will be differentially expressed in each system. The invention thus 
relates to methods for identifying genes in Candida spp. which are differentially expressed in a 

10 pathway eventually leading to programmed cell death, wherein in said methods the host cells 
will need a longer or shorter time period for stanring. Said time period is dependent on the 
expression construct or system used. 

The invention further relates to a method for obtaining and identifying Candida spp. sequences 
(genes or polypeptides) involved in a pathway eventually leading to programmed cell death 
1 5 comprising the steps of: 

a) providing a two hybrid system wherein a polypeptide encoded by a nucleic acid as 
described above or a vector as described above as a bait and a Candida spp. cDNA 
library as a prey are expressed, 

b) detecting an interaction between said polypeptide and a Candida spp. polypeptide 
20 encoded by said cDNA library, and, 

c) identifying said Candida spp. polypeptide. 

The invention also relates to a method for identifying Inhibitors (or inhibitor sequences) of Bax- 
induced cell death comprising the steps of: 

a) providing a genetically modified organism as described above, 

25 b) expressing a cDNA library in said genetically modified organism, and, 

c) identifying a polypeptide or a cDNA which expression has a beneficial effect on the 
survival and/or growth of said genetically modified organism. 
The invention further relates to a method for identifying Bax-resistant yeast or fungi comprising 
the steps of: 

30 a) providing (a) genetically modified yeast or fungi as described above, 

b) treating said genetically modified yeast or fungi with a mutagen, 

c) isolating resistant yeast or fungal cells, and, 

d) optionally identifying and/or characterizing mutated genes in said resistant yeast or 
fungal cells. 
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The invention further relates to any of the methods described at>ove wherein said genetically 
modified organism is a Candida spp. 

The invention also relates to an isolated Candida spp. nudeio acid identifiable by any of the 
methods described above. 

The invention, now being generally described, may be more clearly understood by reference to 
the following examples, which are Included merely for purposes of illustration of certain aspects 
and embodiments of the present invention and are not intended to limit the invention. The 
contents of all references referred to in this text are hereby incorporated by reference. 
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RGURE AND TABLE LEGENDS 

Figure 1. Sac(^aromyo0$ oerevisiae sequences based on information obtained from the 
Saccharomyoes Genome Database (SGD) (SEQ ID NOs 17 to 396 and SEQ ID 
5 NOs 691 to 716) 

Rqure 2, Candida albicans (SEQ ID NOs 397 to 674. 687, 688 and 717 to 732) and human 
homologues (SEQ ID NOs 675 to 686). 

Human homologues were oonfirmed via fonfvard and reverse BLAST using 
BLOSUM62 as a scoring matrix. 
1 0 YGL080W [SEQ ID NO 1 61 ) codes for a yeast protein with an unknown cellular role 

and an unknown biochemical function. The human homologue (330 bp (SEQ ID NO 
675), 109 aa (SEQ ID NO 676)) LOC51660/g7706369 has no reported cellular role 
or biochemical function. 

YGR243W {SEQ ID NO 189) codes for a yeast protein with an unknown cellular role 
15 and an unknown biochemical function. The human homologue (384 bp (SEQ ID NO 

677). 127 aa (SEQ ID NO 678)) DKFZP564B167/g5817257 has no reported cellular 
role or biochemical function, 

YGR183C (QCR9) (Table 3) codes for a yeast protein with a known cellular role and 
a known biochemical function. QCR9 codes for subunit 9 of ubiquinol cytochrome-c 

20 reductase (7.3 kDa protein) which is a component of the ubiquinol cytochrome-c 

reductase complex. Cellular role: energy generation.Biochemical function: 
oxidoreductase and active transporter. The human homologue (132aa (SEQ ID NO 
679), 399bp (SEQ ID NO 680)) API 61 536 was predicted to have an analogous 
cellular role and biochemical function. 

25 YBR009C (SEQ ID NO 37), YGR209C (SEQ ID NO 1 87) and YPR028W (SEQ ID 

NO 393) correspond to known yeast ORFs. Their human homologues have a 
reported cellular role or biochemical function. 
Figure 3 . Yeast genome macroarray containing a total of 6144 gene ORFs spotted on 2 nylpn 
membrane filters (I and II). Each filter contains 2 fields and each field is divided into 

30 8 grids, organised in 24 rows and 8 columns. 

The spots represent the genome wide expression profile without (Minus BAX) and 
with (Plus BAX) induction of Bax expression for 30 min, 1 hour, 2 hours, 3 hours and 
6 hours. 

Figure 4 Yeast cells with a disrupted YGR183C gene are fully resistant to Bax-induced cell 
35 death. Resistance is observed in both the low-copy (A) and the high-oopy (B) Bax 
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expression system. Qonogenlc survival was determined by recovering cells at 
various times from galactose-contalnlng medium and plating of 1000 cells on 
glucose-based semisolid medium. Data are representative of three experiments 
(mean ± SD, n=3). SD bars are obscured by symbols. 
5 Figures, Scheme for the synthesis of the synthetic BAX gene using C. albicans optimal 
codons. 

HaureS. DNA (SEQ ID NO 1) and protein (SEQ ID NO 2) sequence of the synthetic C. 
albicans BAX gene. 

Figure 7. Representation of the expression constructs of the synthetic GaBAX gene (A) and 
1 0 the yEGFP-synth CaBAX fusion (B). 

Figure 8, Growth of the Candida Albicans transformants: the individual transformants of 
pGALIPisynthCaBAV and pGAL1P:GFP-synthCaSAX were streaked onto plates 
containing either 2% glucose or 2% galactose as sole carbon source. Growth was 
monitored 4 days later. 

15 Figure 9. Growth kinetics of G AL1 P:synthCafl!AX (A) and GAL1P:GF/^synthCaB/lX (B) on 

galactose containing minimal medium. 
Figure 10. Immunoblot analysis of two independent transfonnants of GAL1P:synthCaeA>f after 

15 hours Bax Induction on minimal galactose containing media. The arrow at 20kDa 

indicates the position of the Bax protein. The band seen at 50kDa probably 
20 represents a cell wall mannan. Not all of the contamination of the polyclonal Bax 

antibody could be removed by the threatment with S. cerevisiae mannan. 
Figure 11. Immunoblot analysis of the GALIPiGFP-synthCaSAX strain on galactose containing 

minimal medium. The band appearing at 45kDa represents the Gfp-Bax fusion 

protein, while the band at 20kDa represents the Gfp protein alone. 
25 Figure 12, FACS analysis of two Independent GAL1P:GFP-synthCaaAX transformants grown 

on galactose containing media: the light grey peak indicates the autofluorescence of 

the wt strain, the GFP-fluoresoence peak is not shaded. 
Figure 13. Viability test synthCaSAX (A) and GFP-synthCaBAX' transformants (B): Cells were 

pregrown in minimal dextrose medium and then switched to fresh minimal medium 
30 containing galactose. At the time points indicated, samples were taken and equal 

cell amounts were spread on minimal dextrose plates. The appearing colonies 

represented the viable fraction of the total pool. 

Table 1. Oligonucleotides used for constmction of the synthetic CaSAXx gene: start and stop 
35 codon are in bold, restriction sites used for doning are in bold and italic. 
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Tables 2- 6. Genes modulated by Bax expression in 5. ceraWs/aa 

This list Includes the genes for which mRNA levels changed significantly after a 30 
min (Table 2), 1 hour (Table 3), 2 hours (Table 4). 3 hours (Table 5) or 6 hours 
(Table 6) Induction of Bax protein expression. The Qt values were calculated using 
the Pathways™ software (Research Genetics). 

Table 7. Genes modulated by Bax expression in S. cerevisiae. This list includes all the genes 
for which mRNA levels changed significantly after Induction of Bax protein 
exppression. The Qt values were calculated using the Pathways software (Research 
Genetics). Positive values correspond with upregulated genes. Negative values 
conespond with downregulated genes. (Comparable with T and irespectively in 
Tables 2-6). 

Table 8. Codon usage for the synthetic BAX gene. 

Table 9 . Regulation of 23 selected "Bax-spedfic" functions. 
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EXAMPLES 

Example 1 > Differential gene expression analysis upon Bax-induced cell death 
Materials and media 

5 Bacterial strain Escherichia coli MCI 061 (Casadaban and Cohen. 1980) was used for the 
construction and the amplification of plasmids. Yeast strains were grown under normal 
conditions on standard media (Sherman et al., 1979). The Saocharomyoes cereviseae strain 
INVScI (Invitrogen®, San Diego, CA, USA) was transfomned by means of the lithium acetate 
method (SchiestI and Gietz, 1989) with YIpUTyL or YIpUTYLMuBax, after linearisation in the Ty 

10 6 element (Zhu. 1986). 

Cloning of mouse BAX cDNA 

Mouse bax cDNA, encoding the mouse Bax-a protein, was cloned by Pfu DNA polymerase 

(Stratagene®, Lo Jolla, CA, USA) chain reaction amplification (PGR) from an EL4/13.18 
1 5 thymoma cDNA library (BCCM™/LMBP-LI81 5) by making use of the primers: 
ff-ATGGACGGGTCCGGGAGCAG-3' (SEQ ID NO 689) and 
5'-TCAGCCCATCTTGTTCCAGATGGTGAG-3' (SEQ ID NO 690). 

The resulting PCR product was cloned in a H/ncii-openend pUC19 according to standard 

procedures (Sambrook J. ef a/., 1989). 

20 

Plasmid constructions 

The 2p ori and the URA3 marker gene were removed from pUT332 (Gatigno! ef a/., 1990) by 
successive digestions with C/al and Bglll A BamHI-H/ndill GAL1 promoter fragment was tigated 
into the eg/ll-H/ndlli-opened plasmid. A Xbal-F^ FLP terminator fragment was inserted into 

25 this Xbal-H/ndlll(blunted)-opened plasmid so that the plasmid YipUT was obtained. Insertion of 
a blunted EcoRI-BsaAi Ty 6 element in the K)7fri-Aafll-opened and blunted YIpUT resulted in the 
plasmid YIpUTy. Subsequent insertion of the LEU2 marker gene, as a blunted SsaAI-Ss/GI 
fragment, in the Sa/nHI-openend and blunted YIpUTy resulted in the plasmid YIpUTyL 
Mouse baxcDNA was excised from pUC19 by digestion with Xba\ and H/ndlll and subcloned 

30 into the Xdal-H/ndlli-opened plasmid YIpUTyL. obtaining the final expression plasmid 
YipUTyLMuBax. 

The plasmid YipUTyLMuBax has been deposited in the BCCM^/LMBP culture collection as 
pSCTyGALmBax with accession number 3871 under restricted use. 
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GeneFitters 

The Yeast GeneFilters^ were purchased from Research Genetics Inc. (Huntsville, Al., USA). 
The Yeast GeneRlters™ are hybridization ready nylon membranes containing a total of 6144 
gene ORFs (Open Reading Frames) individually ampliTied by PGR and spotted on 2 nylon 
5 membrane filters (Filter I and II). The filters are cut in the upper right comer and the DNA is on 
the labeled side of the filter. 

RIter I contains 3072 ORFs organized into two fields (fields 1 and 2), Each field contains 1536 
ORFs divided into 8 grids (A, B, 0, D, E, F, G and H). The grids are organized in 24 rows and 8 

columns. 

1 0 Filter II contains 3072 ORFs organized in two fields (field 3 and 4). Fields 3 and 4 are organized 
in the same way as fields 1 and 2. 

The Yeast ORF target 

The yeast filters consist of over 6144 PGR products conesponding to 6144 yeast ORFs derived 
1 5 from the SGD. The PGR reactions used ORF specific primer pairs designed to amplify the entire 
open reading frame. The primers were generated from unique sequences containing the start 
codon ATG and temnlnation codon (kindly provided by M. Gherry at Stanford Genome Genter). 
Thus the PGR product contains the complete open reading frame including the start and stop 
codons. These products were purified and resuspended at 50 nanograms per microliter in a 
20 colored solution to allow the printing to be monitored. A robotic device was used to spot 
approximately 1/10 of a microliter of the denatured PGR product solution on a positively 
charged nylon membrane. The DNA was then UV cross-linked to the membrane. 

Results 

25 Induction of Box-expression In yeast cells 

A preculture of yeast strain INVScI containing YIpUTyUMuBax, wherein 5 Bax cassettes under 
the control of the GAL1 promoter are integrated in the genome near Ty 6 elements, was grown 
overnight in minimal glucose-oontaining medium in parallel with the yeast strain INVScI 
containing YIpUTyL as a control. The precultures were diluted in 100-ml minimal glucose- 
30 containing medium and grown until an ODeoo of 1 was reached. Subsequently, the yeast cells 
were transferred into lOO-ml galactose-containing medium and incubated for an additional 
period of 30 min, 1 hour, 2 hours. 3 hours or 6 hours. 
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RNA isolation 

Total RNA was isolated using RNApure^ Reagent (Genhunter Corporation Nashville, TN, 
USA) according to the GenHunter protocol. 1.5 10® cells were concentrated in a microcentrifuge 
tube and 1ml RNApure™ Reagent was added together with 1 g of glass pearls. The yeast cells 

5 were broken by thorough mixing during five 2-mlnutes periods, and placed on ice in-between to 
avoid RNA degradation. Chlorofomn (150 pi) was added to the lysate and oentrifuged for 10 min 
at 4**C and at 15000 rpm. The supernatant was transferred to a new tube and the RNA was 
precipitated with an equal volume of isopropanol. After 10 min incubation on ice, the RNA was 
pelleted by centrifugation and the pellet was washed with 70% ice-cold ethanol. The dried RNA 

1 0 pellet was resuspended in 50 pi RNAse free dHzO. 

First strand cDNA synf/tes/s in tite presence ofa-^P dCTP 

Probes with high specific activity were prepared by first strand cDNA synthesis using total RNA 
isolated from INVScI YIpUTyLMuBax or INVScI YIpUTyL yeast cells and incorporation of a-^P 
15 dCTP as follows: 2 pl (1 pg/ml) of Oligo dT was added to 20 pg of total RNA in a maximal 
volume of 8 pl RNase-free dHgO and incubated at 70°C for 10 min. After cooling down on ice for 
1 min, the following components were added: 

6 pl 5x concentrated Rrst Strand Buffer (GIBCO-BRL. Paisley. UK) 
1 pl 0,1 M DTT 
20 1 pl RNase Block (40 units/pl) (Stratagene) 

1 ,5 pl 20 mM dXTP-solution (X = A, G and T) (Amersham Phannacia biotech Uppsala. 
Sweden) 

1 ,5 pl Superscript^" Reverse Transcriptase (200 units/pl) (GIBCO-BRL) 

10 pl a-^P dCTP (lOmCi/ml, 3000 Ci/mmol) (Amersham Phanmacia biotech Uppsala. 

25 Sweden), 

and incubated for 2 h at 37°C during which first strand cDNA synthesis took place. 
Unincorporated label was separated from the probe on a Sephadex G-50 column (Amersham 
Pharmacia biotech Uppsala, Sweden). The radioactivity incorporated in the probe was 
measured by liquid scintillation. The specific activity of the probes was 5.10^ cpm/pg for both 

30 the INVScI YIpUTyL and the INVScI YIpUTyLMuBax probes. 

Additionally, the length of first strand cDNA probes was controlled on an alkaline 2% agarose 
gel using standard electrophoresis techniques, and resulted in the detection, via stimulated 
phosphorescence autoradiography, of the bulk of the fragments around 500 bp. 
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Hybridisation witit f/ie S. cerevislae Yeast GeneFOters™ and signal detection 
The Yeast GeneFitters™ were successively hybridised with the a-^P dCTP labelled cDNA 
probes using the MicroHyb™ solution provided by the manufacturer (Research Genetics Inc., 
Huntsville, AL, USA). This solution was applied as well in the prehybridisation step as during 
5 hybridisation. The MicroHyb'"^ solution contains fonrnamide to allow hybridisation to occur at 
lower temperatures. 

The hybridisation experiment was perfomied essentially as follows: during prehybridisation, the 
Yeast GeneFilters™ were placed in a hybridisation flask (35x250 mm) filled with 5 ml 
MicroHyb™ solution (42'"C) containing 5 pi polydA (1 pg/ml) and incubated for 24 hours at 42^C 

10 whilst rotating (10 rpm). After disposal of the prehybridisation solution, the denatured (3 min at 
lOO^'C) cDNA was added in 5 ml prewarmed MicroHyb solution and again incubated overnight 
at 42^0 whilst rotating. Following two wash steps of 20 min in wash buffer (2x SSC, 1% SDS) 
at SO'^C, a third wash step was performed in a second wash buffer (0,5x SSC, 1% SDS) for an 
additional 15 min at room temperature. The Yeast GeneFilters™ were placed in a 

15 Phosphorimager^ cassette (Molecular Dynamics, Sunnyvale, CA, USA) with storage phosphor 
screen. After 4 days of development the screen was scanned at a resolution of 50 pm using the 
(BioRad, Richmond, CA, USA) Personal FX. The results of these can be seen in Figure 3. 

Example 2 . Quantification of Hybridisation Signals 
20 Quantification of the hybridisation signals was done using the Pathways™ software (Research 

Genetics, Huntsville, AL, USA) and these signals were nomialised against all data points. 

Comparison of these normalised data revealed differentially expressed candidate genes. Visual 

inspection of the hybridisation spots confirmed their selection. The genes as well as the factors 

with which they are up- or down- regulated are listed in the Tables 2 to 6 for each individual time 
25 point. An overview of the up and down regulated genes modulated in function of Induction of 

Bax expressionfor several time points is shown in Table 7. The sequences of these genes and 

amino acid sequences that they encode are shown In Rgure 1 . 

Example 3 . Comparative gene expression analysis upon Bax-induced cell death and 
30 H202-induced cell death 

The oxidative HzOrcttailenge 

A preculture of yeast strain INVScI containing YIpUTyL was grown overnight in minimal 
glucose-containing medium. The preculture was diluted in 100-ml minimal glucose-containing 
medium and grown until an ODeoo of 1 was reached- Subsequently, the yeast cells were 
35 transferred into 100-ml galactose-oontaining medium supplemented with 0.1 mM H2O2, and 
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incubated for an additional period of 1 hour. This oxidative challenge resulted in the same final 
toxicity as a 1 -hour induction of Bax expression in the same growth conditions. 

First strand cDNA synthestsin the presence of c^^PdCTP 

5 RNA was isolated as mentioned in Example 1. Probes with high specific activity were prepared 
(detailed in Example 1) by first strand cDNA synthesis using total RNA isolated from INVScI 
YIpUTyLMuBax or INVScI YIpUTyL (growth conditions as described in Example 1) or 
oxidatively stressed INVScI YIpUTyL yeast cells. 
The specific activity of all probes was 5.10^ cpm/^. 

10 

Quantlflcatton of Hybridisation Signals 

Hybridisation and signal detection as described in Example 1. Conversion of the digital images 
to a 16 bit TIFF format using the Quantity One program (BioRad, Hercules, CA, USA) preserved 
image data and was necessary for file import into the Pathways® software (Research Genetics, 
15 Huntsville, AL. USA). Pathways® was used for the quantification of hybridisation signals and 
these signals were normalised against all data points. 

Identification of Bax-responsive genes 

Pairwise cx)mparisons of the normalised data obtained from INVScI YIpUTyLMuBax (B) and 
20 INVSd YIpUTyL (C) revealed differentially expressed genes. To detemiine the -fold induction 
or repression, the normalised signal intensity after Bax induction (B) was divided by that before 
the shook (C). Visual inspection of the hybridisation spots confirmed their selection 
{replaoemenf). 

25 Identification of Bax-specific genes within the Bax-responslve pool 

Palnvise comparisons of the nonmalised data obtained from INVScI YIpUTyLMuBax (B) and 
INVSd YIpUTyL (C) at the 1-hour time point revealed differentially expressed genes. Linear 
ratios (B vs C) were estimated significant when changes were at least two-fold and the 
nonnalised signal intensity of one spot was at least tenfold above the average background 
30 value. The nonnalised data of the Bax-responsive genes were compared with data obtained 
from the H202-stressed INVScI YIpUTyL (H). A Bax-responsive (up-regulated/down-reigulated) 
gene was considered to be Bax-specific when the nonnalised signal intensity after Bax 
induction was at least twice as high/low as the oon^esponding intensity after oxidative stress. 
Visual inspection of the hybridisation spots confirmed their selection. An overview of the Bax- 
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specific genes for the 1 -hour time point is shown In Table 9. The sequences of these genes and 
amino acid sequences that they encode are shown in Rgure 2. 

Example 4 , Search for homologues in Candida albicans and human 

5 Sequence similarity searches against public and commercial sequence databases were 
performed with the BLAST software package (Altschul et al,. 1990) version 2. Both the original 
nucleotide sequence and the six-frame conceptual translations were used as query sequences. 
The used public databases were the EMBL nucleotide sequence database (Stoesser et aL, 
1998), the SWISS-PROT protein sequence database and its supplement TrEMBL (Bairoch and 

10 Apweiler, 1998). and the ALCES Candida albicans sequence database (Stanford University, 
University of Minesota). The commercial sequence database used was the PathoSeq^ 
microbial genomic database (Incyte Pharmaceuticals Inc., Palo Alto, CA, USA). 
Sequence similarity searches were performed using the BLAST software package version 2. 
The identity between 2 sequences was calculated as percentage identical residues, the 

15 similarity percentage between two sequences was calculated using BLOSUM62 as a scoring 
matrix. 

The sequences of homologues Candida spp. and human genes and the corresponding amino 
acid sequences are shown in Rgure 2. 

20 Example S . Screening for compounds modulating expression of polypeptides involved in 
induction of cell death of C. albicans 

The method proposed is based on obsen^ations (Sandbaken et ah, 1990; Hinnebusch and 
Uebman 1991; Ribogene PCT WO 95/11969. 1995) suggesting that underexpression or 
overexpression of any component of a process (e.g. translation) could lead to altered sensitivity 
25 to an inhibitor of a relevant step In that process. Such an inhibitor should be more potent against 
a cell limited by a deficiency in the macromolecule catalyzing that step and/or less potent 
macromolecule, as compared to the wild type (WT) cell. 

IVIutant yeast strains, for example, have shown that some steps of translation are sensitive to 
the stoichlometry of macromolecules involved. (Sandbaken ef a/., 1990). Such strains are more 
30 sensitive to compounds which specifically perturb translation (by acting on a component that 
participates in translation) but are equally sensitive to compounds with other mechanisms of 
action. 

This method thus not only provides a means to identify whether a test compound perturbs a 
certain process but also an indication of the site at which it exerts its effect. The component 
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Which is present in altered form or amount in a cell whose growth is affected by a test 
compound is potentialty the site of action of the test compound. 

The assay to be set up involves measurement of growth and/or death rate of an isogenic strain 
which has been modified only in a certain specific allele, relative to a wild type (WT) Candida 
5 albicans strain, in the presence of R-compounds. Strains can be ones in which the expression 
of a specific protein is Impaired upon induction of anti-sense or strains \rt/hich carry disruptions in 
an essential gene. An in sllioo approach to find novel genes in Candida albicans will be 
perfonned. A number of essential genes Identified In this way will be dismpted (in one allele) 
and the resulting strains can be used for comparative growth and/or death rate screening. 

10 

Example 6 . Assay for High Throughput screening for drugs 

35 pi minimal medium (S medium + 2% galactose + 2% maltose) is transfen-ed in a transparent 
flat-bottomed 96 well plate (MW96) using an automated pipetting system (Multidrop, 
Labsystems, Helsinki, Finland). A 96-channel pipettor transfers 2.5 pi of R-compound at 10"^ M 

1 5 in DMSO from a stocic plate into the assay plate. 

The selected Candida albicans strains (mutant and parent (CAI-4) strain) are stored as glycerol 
stocks (15%) at -70^C. The strains are streaked out on selective plates (SD medium) and 
incubated for two days at 30*^0. For the parent strain, CAM, the medium is always 
supplemented with 20 pg/ml uridine. A single colony is scooped up and resuspended in 1 ml 

20 minimal medium (S medium -f 2% galactose -i- 2% maltose). Cells are incubated at SO^'C for 8 
hours while shaking at 250 rpm. A 10 ml culture is inoculated at 250.000 cells/ml. Cultures are 
incubated at SO'^C for 24 hours while shaking at 250 rpm. Cells are counted in Coulter counter 
and the final culture (S medium -f 2% galactose -f- 2% maltose) is inoculated at 20.000 to 50.000 
cells/ml. Cultures are grown at SO'^C while shaking at 250 rpm until a final ODeoo of 0.24 (+/- 

25 0.04) is reached. 

200 pi of this yeast suspension is added to all wells of MW96 plates containing R-compounds in 
a 450 pi total volume. MW96 plates are incubated (static) at SO'^C for 48 hours. 
Optical densities are measured after 48 hours. 

Test growth is expressed as a percentage of positive control growth for both mutant (x) and wild 
30 type (y) strains. The ratio (x/y) of these derived variables is calculated. 



Example 7 . Yeast cell viability assay upon Induction of Bax expression 



lUaterials and media 
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Yeast stains were grown under normal oonditions on standard media (Sherman ef a/.. 1979), 
The SaocharomycQS cerevisiae BY4742 wild type strain and BY4742 with the YGR163C gene 
dlsmption (EUROSCARF collection) were transformed by means of the lithium acetate method 
(SchiestI and Gietz, 1989) with the low-copy oentromeric pRS415Bax plasmid or pRS415 as a 
5 control, or with the high-oopy episomal pRS425Bax plasmid or pRS425 as a control. 

Plasmid constructions 

The Bax expression cassette, a flsfl(l(blunted)-S^l(blunted) fragment excised from 
YIpUTyLMuBax containing the GAL1 promoter, the bax cDNA and the FLP terminator, was 
10 ligated into the Ecrt 361 l-opened pRS415 (ATCC 87520) and pRS425 (ATCC 77106) plasmids, 
obtaining the low-copy oentromeric pRS415Bax and the high-copy episomal pRS425Bax 
expression plasmids. 

Results 

15 Single colonies of yeast ceils transformed with pRS415 or pRS415Bax or pRS425 or 
pRS425Bax were grown in 10 ml minimal gluoose-oontaining medium with vigorous aeration at 
SO^'C to an optical density of 1 ODeoo- Cells were pelleted by centrifugation and washed two 
times with sterile dHzO before resuspending in 10 ml minimal galactose-oontaining medium. 
After culturing for various times at SO^C, the total cell density of the cultures was determined. 

20 and 1000 cells were spread on minimal gluoose-based semisolid medium, followed by 
incubation at SO^'C for 3 days. The number of colonies on plates from the 0 hr cultures was 
designated as 1 00% (Fig. 4). 

Example 8 . Bax Expression In Candida cells 

25 

Strains 

The Candida albicans strain CAI4 {ura3^ was used to perform the experiments (Fonzi and Invin 
1993). 

E. 00// transfomiations were done using the TopIO strain from Invitrogen (San Diego, CA, USA) 
30 (F mcfA ^mrr-hsdRMS-mciBC) ^0/acZDM15 ^acX74 deoR recAl araD139 £(ara-/au)7697 
galU gaK rpsL (Str") enoWKI nupG). 

Media 

Synthetic dextrose media (SD), containing 2% glucose, 1 .34% Yeast Nitrogen Base without 
35 amino acids and 0.77g/l CSM-ura (Bio 101, Vista, CA, USA) was used to grow the Candida 
albicans transformants. In case of the wild type (CAW), the media was supplemented with 
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50Mg/ml uridine. To prepare plates the media was solidified with 2% agar. Expression of the 
synthetic BAXgene was performed using 2% galactose as carbon source. 

Construction of the codon-optimlsed B4Xgene 

5 Construction of the synthetic BAX gene followed the nomendature described for Candida 
albicans (Lloyd and Sharp 1992; Brown, et al. 1991; 
httD://aloes,med.umn.edu/nandida/Qodons.html : http-y/Www.kazusa.or.jp/oodon). To ensure a 
high expression of the synthetic gene, the subset of ^ptimar oodons of highly expressed genes 
was used to design the synthetic BAX gene. 

1 0 The synthCaBAX gene was constmcted in three parts using eight oligonucleotides (Rg. 5). The 
sequences of the oligonucleotides are given In Table 7. Primer Al Introduced upstream of the 
ATG oodon a Psf I site and a Bgl II site. The Psf I site was used later on for direct cloning into 
the Candida albicans expression vector, while the Bgl II site served as a linker for a yEGFP 
fusion. Primer C2 introduced a Sma I site, suitable for cloning into the expression vector. 

15 Fragment A and B were synthesised in two steps: In a first PCR round primer XI and X2 (X 
represents A or B, respectively) were used together. The resulting fragment served as a 
template in a second PCR round together with primers XI and X3. Fragment C was synthesised 
In a single PCR round using the primers CI and C2. Fragment A and B were cloned into the 
pCR-Bluntil-TOPO vector (Stratagene), while fragment C was cloned into the pCR2.1-T0P0 

20 vector (Stratagene). All three fragments were sequenced to ensure that no mutation was 
introduced by the PCR. 

Subsequently, fragment A was digested with Psf I and Taq I. fragment B wit Tag I and Bam H\ 
and fragment C with Bam HI and Sma I. The three products were cloned in a quadruple ligation 
into pUC21 digested with Psf I and Sma I resulting in the plasmid pUC21 :synthCandidaBAX. 
25 The sequence of the synthetic BAX gene is shown in Rgure 6. 

Construction of synthetic BAX- and GFP-synthetic fiAX expression plasmfds 

A Psf l-Sma I fragment containing the ORF of the synthetic BAX gene was cloned into the Psr I- 
Stu I digested vector pGALIACTILUC (W. Martinet. EP application nr 99204557.5) resulting in 
30 the expression construct pGALI PisynthCaBAX (Rg. 7A). To facilitate recognition of the AUG 
oodon during formation of initiation complexes a purine base (A) was introduced at position -3 
from the AUG oodon (Kozak 1981) using the QuiOk change site directed mutagenesis kit from 
Stratagene. 

The yeast enhanced GFP gene yEGFP; (Cormadc ef a/. 1997) was amplified by PCR using 
35 primer 5'-AACrGC4GATGTCTAAAGGTGAAGAATTATTC-3' (SEQ ID NO 11) as upstream 
primer and primer ff-GGAAG4rC7TCCTTTGTACAATTCATCC ATACC-3* (SEQ ID NO 12) as 
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dovwistream primer. The sense primer introduced a Psf I site (shown in Iwld and italic), while 
the anti-sense primer contained a Bgl II linker (shown In bold and italic) for fusion with the 
synthetic BAX gene. After cloning of the yEQFP gene Into the pCR2.1-T0P0 vector 
(Stratagene). the gene was sequenced to ensure that no mutation was Introduced by PGR. 
5 The yEGFP-synth Candida BAX fusion was created by cloning a Psa-BgM yEGFP fragment 
together with a Bgl ll-Sma I synthetic Candida BAX fragment into the Psf l-Sfu I digested 
expression vector pGALIACTILUC. The obtained pGAL1P:yEGFP-synthCaSAX fusion 
construct (Rg.7B) was sequenced to ensure that no fiameshift had occurred. 

1 0 Creation of the synthetic 0AX expression strains 

Transformation of the expression plasmids was performed using a modified procedure (Logghe, 
unpublished) of the spherobtasting protocol (Heneros ©f a/. 1992). The plasmids were linearised 
with Bpul 102 1 to allow directed Integration Into the genome at the GAL1 promoter site. Con-ect 
integration was analysed by Southern blotting. Therefore genomic DNA from different 

15 transformants was prepared using the Nudeon* extraction and purification k\t (Amersham 
Pharmacia Biotech) and digested with Xba 1. The BAX probe used in the Southern blot was 
prepared by PCR. The PGR was perfonned using the pGAUP:synthCaSA>f piasmid as 
template, together with the sense primer 5'-ATGQATGGTTCTGGTGAAC-3' (SEQ ID NO 13) 
and the anti-sense primer 5'-TTAACCCATTrTnT0CAGATG-3' (SEQ ID NO 14). Standard 

20 PCR conditions were used. For detection of the yEGFP a probe was synthesised by PCR using 
primer 5'-AGAGATCTCGAGGGATCC-3' (SEQ ID NO 15) as sense primer and primer 5'- 
GCATTATTTGTACAATTCATCC-3' (SEQ ID NO 16) as anti-sense primer. Southern blot 
hybridisation and detection were performed using the AlkPhos DIRECT labelling and detection 
system (Amersham Phanrocla Biotech) following the Instructions of the nwinufacturer. 

25 

Western blot analysis 

For Western blot analysis cells were pre-grown over night in SD-ura media till late log phase. 
The cells were harvested by oentrifugation, washed twice with water and inoculated In SG-ura to 
induce Bax expression. Induction was performed for 15 hours. Yeast cmde extracts were 

3D prepared as described before (Sambook, Fritsch ef a/. 1 989). Detection of the Bax protein was 
performed using a polyclonal rabbit anti-mouse /rat Bax antibody (Pharmingen). Due to 
contamination of this antibody with yeast cell wall mannan antibodies, a very high background 
occurred. This problem could be avoided by pne-lnoubation of the antibody with 0.5mg/ml 
purified yeast mannan (Rossanese ef al. 1999). Detectfon of the G^ protein was done using an 

35 anti-Gfp monoclonal antibody (Molecular Probes, Eugene, OR, USA). 
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Growth curves 

For growth curves, yeast cells were grown for 24 h In SD-ura medium (supplemented with 
uridine for the wild type). These cultures were harvested, washed twice with water and 
inoculated to an ODeoo of 0.1 into fresh SD-ura or SG-ura media. Growth was monitored in 
5 microtitre plates using the Biosoreen C system (Labsystems). 

Viability tests 

Cells were pregrown in minimal dextrose medium to an ODeoo of 1 . After washing the cells twice 
with water they were switched to minimal medium containing galactose as carbon source* At the 
10 time points Indicated, samples were taken and equal cell amounts were spread on minimal 
dextrose plates. The appearing colonies represent the viable fraction of the pool. 

Results : Conditional expressfon of the synthetic BAX gene in Candida albicans 

A cDNA encoding the full-length mouse Bax protein was placed under control of the Candida 

15 albicans GAL1 promoter allowing for conditional expression when cells are grown in galactose 
containing media. Initial experiments were perfonned using the wild type mouse bax gene. 
Expression of this gene did not result in any detectable phenotype, no difference in growth 
compared to the wild type was observed when cells were grown on galactose containing media 
(data not shown). This could be due to the non-traditional codon strategy adopted by Candida 

20 albicans and related species. Analysis of the codons used in the mouse BAX gene revealed a 
for Candida albicans not optimal codon usage as found for highly expressed genes in this yeast. 
To ensure a high expression of the BAX gene a codon-adapted, synthetic version of the gene 
was created using the strategy described above. The synthetic BAX gene was fused to the 
yEGFP to allow screening for transformants with a high yEGFP-synthCaB/*X expression level 

25 using FACS technology. The newly obtained plasmids pGALI P:synthCaBA^ and pGALI :GFP- 
synthCaBA^ were transformed into the C. albicans CAW strain. Transformants were selected 
on uridine-fee minimal medium. About 25 transformants of each expression constmct were 
chosen and streaked onto minimal dextrose medium (non-inducing conditions) as well as on 
minimal galactose medium (inducing conditions). After two days incubation at 30«C all 

30 transfomiants did grow on the glucose containing media. When galactose was used as a sole 
carbon source, most of the transfoimants did not grow (Rg. 8). Southern blot analysis of the 
galactose negative transfonnants revealed that a copy of the synthCaBAJf gene had been 
integrated Into the endogenous copy of the GAL1 promoter. To study differences in growth, the 
transformants were grown over night in synthetic glucose containing medium. Subsequently, 

35 cells were washed with water and switched to fresh medium containing galactose as carbon 
source. While the wild type strain did grow well on galactose containing media no growth was 
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Observed for the Bax expressing transfonnants (Rg. 9A and B). Western blot analysis of the 
synthCaS/lX transformants showed accumulation of the Bax protein (15 hours Bax induction, 
Rg. 10). A similar result was observed when immunoblotting was performed with the GFP- 
synthCaflt/lX expressing strains. Here the fusion protein was detected at the expected 
5 molecular weight of about 45K under Inducing conditions (galactose as carbon source). In 
addition to the fusion protein a band appeared at the molecular weight of about 20K. This 
corresponds to the molecular weight of tiie Gfp protein alone. Addition of a Gfp-expressing 
strain as a positive control to the western blot did confirm these results. Here the Gfp protein 
was detected at the same molecular weight as the unexpected band in the GFP-synthCaBAX 
10 expressing strain (Rg. 11). This is most probably due to a partly proteolytic degradation of the 
fusion protein. Analysis of the Gfp-fluorescenoe using FACS technology showed a high Gfp- 
fluorescence signal for the transfonnants expressing the fusion protein (Rg. 12). When cell 
viability was analysed, different results were obtained for the synthCaSAX strain and the GFP- 
synthCaSAX strain. The synthCaSA>f strain showed quite a rapid decrease In the amount of 
15 colony forming units during the first 6 hours of incubation on galactose containing media. 
Aftenvards the process slowed down significantly. This is in contrast to the results obtained for 
the strain expressing the gfp-synthCabax fusion protein. Here almost all the cells died at a very 
rapid rate during the first 3 hours of incubation in media containing galactose as sole carbon 
source. It is possible that the Bax trigger in the synthCabax expressing cells is not strong 
20 enough to kill all cells. The cell has enough time to activate a sort of defence mechanism, 
possibly by proteolytic degradation of the Bax protein. The situation is different for the fusion 
protein. Gfp Is a very stable protein itself. Fusion of the Gfp to another protein could result In a 
stabilisation of this protein. It would be more resistant to proteolytic degradation. This would 
explain the situation for the Gfp-Bax fusion. The Gfp-Bax protein is more protected from 
25 proteolytic degradation. Uke that it is for a longer period present in the cell. The death trigger is 
herewith stronger, so the cells die faster. The time that the cells have to activate the proteolytic 
machinery is not sufficient for them to sun^ive. 
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Table 2 : Overview of the differentially expressed genes after 30 mfn Bax 
expression 



Comparison: INVScI YIpUTL versus INVScI YIpUTyLB 




Ce![uIarfvle:Ceacyolooonttol 

YBBmC I HSL7 \ 16932.54 [ 37877^ 1 T I 2.00 



CeHularrole : Poftmefay It tmnsot^tkm 



Y0R2S3C 


MET32 


17661.13 


45567,17 


T 


2.58 


YBR112C 


SSN6 


26698.87 


65315.83 


T 


2.45 


Y0R145W 


TAF61 


38697.06 


73117.62 


T 


1,89 


YBR289W 


SNF5 


33111.77 


72328.70 


T 


2.18 


YDP2im 


AOR1 


30127.45 


8815.87 


I 


3.42 


YEL009C 


GCN4 


16533.78 


3030.44 


i 


5.46 


YBR089OA 


NHP6B 


22698.63 


6297.49 


i 


3.60 


YMR043W 


MCMi 


39141.64 


64180.45 


T 


^15 


YKR092C 


SRP40 


6965.63 


16105.62 


T 


2.70 


YMR273C 


ZDS1 


14699.61 


35508.04 


T 


2.42 


YPLOaOC 


RLM1 


34922.91 


67856.88 


r 


1.94 


YOR372C 


NDD1 


20285.12 


44445.20 


r 


2.19 


YPL037C 


EGD1 


30833.33 


5250.70 


i 


5.83 


Cellular role : Cetlpofarity 


YBL0d5W 1 6011 1 


7693.29 I 18814.99 | T I 2,42 


Cellular rolo : Chmmatine structure 


YBR009C 


HHF1 


16868.00 


4178.80 


i 


3.99 


YNL030W 


HHF2 


49878.04 


12566.96 


i 


3.97 


YDR224C 


HTB1 


67355.40 


23156.82 


i 


2.91 


YBL002W 


HTB2 


25269.02 


5383.97 


i 


4.69 


Cellularmte: RNA 


processing 


YER112W 


USS1 


12776.74 


31470.70 


T 


2.46 


YPL190C 


NAB3 


6381.36 


17892.11 


T 


2.80 


YNU12W 


DBP2 


9956.84 


28036.48 


T 


2.82 


Celtular rofo: Energy genemtion 


YPL078C 


ArP4 


26902,69 


5980.38 


I 


4.50 


YDL004W 


ATP16 


36525.08 


3004.34 


i 


12.16 


Y0R3rm 


ATPIT 


14419.41 


756.68 


I 


19.05 


Y0R529C 


Q0R7 


35346.95 


5394.65 


i 


6.55 


YGR008C 


STF2 


13275.51 


2276.27 


I 


5.83 


YEL039C 


CYC7 


13604.38 


2689.66 


I 


5.06 


YKLISOW 


MCR1 


105337.67 


30743.75 


i 


3.43 


YLR038C 


C0X12 


52687.73 


5455.83 


I 


9.66 


YLJR327C 




113.986.77 


54.014.65 


I 


2.11 


Cellular role: Cartxihydrate metabolism 


YBR149W 


ARA1 


15149.55 


4095.17 


i 


3.70 


YHR094C 


HXT1 


12526.90 


785.73 


i 


15.94 


YDR345C 


HXr3 


36643.13 


1632.48 


I 


22.45 


YDR343C 


HKT6 


77064.71 


32060.05 


i 


2.40 


YDR342C 


Hxn 


76349.13 


27615.15 


I 


2.76 


Cellular role: Signal transduction 


YER177W 


BMHt 


2285629 


44771.71 


r 


1.96 


YOR099W 


BMH2 


40127.38 


7457^38 


T 


1.86 
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YGR070W 


R0M1 


i2jK52B 


2816957 


T 


a34 




mil 


7354w7B 


19648.06 


T 


2.67 


Cellular role: Protein synthe^ 


YGR034W 1 


RPL26B 1 


71942.48 1 


7462522 | 


t 


1.04 


Cellular mie: Protein M(&ia 


YLR2iec 1 


CPR6 1 


9616.80 1 31126.02 | 


T 


3.24 


Cellular role: Protein modifketion/degradatjon 


YFR052W 


RPN12 


5583.57 


14855.67 


T 


2.66 


YOU 4m 


RPN5 


31932.20 


52939.11 


T 


1.66 


YGR132C 


PHB1 


15429.56 


5591.19 


I 


2.76 


YGR135W 


PRE9 


39921.63 


5517.17 


i 


724 


YFROWW 


UBP6 


1692.76 


828.94 


i 


228 


Cellular role: Cell stress 


YIR037W 


GPX3 


786922 


21769.00 


T 


2.77 


YDR513W 


rmi 


55986.32 


33263.12 


i 


1.68 


YCL035C 


GRX1 


70248.30 


10969.97 


i 


6.40 


YFL014W 


HSP12 


4168929 


16658.46 


I 


223 


YHR053C 


CUP1A 


7285Z07 


43488.62 


I 


1.68 


YHR055C 


CUPtB 


71934.03 


56799.80 


I 


2.77 


YMR17SW 


DDR48 


16670.70 


5022.40 


I 


3.32 


YMR25m-A 


H0R7 


26879.95 


417.36 


I 


64.41 


YLR043C 


TRX1 


58251.39 


4435.79 


I 


13.13 


YBL064C 


PRX1 


21525.00 


40969.00 


T 


1.90 


YOLism 


GRE2 


2624.55 


24152.03 


T 


9.20 


Cellular fole: Unknown 


YBLOaiW 




73834.11 


74612.35 


r 


1.01 


YOR366C 




39998.46 


57428.80 


r 


1.44 


YCR0O4C 


YCP4 


6869.06 


28115.73 


T 


4.09 


YCR013C 




3988.55 


15144.34 


r 


3.80 


YBR050C 


R£G2 


4687.91 


14408.20 


T 


3.07 


Ydimw 




18744.60 


3544024 


T 


1.69 


Y0R1S4C 




1856523 


68428.03 


T 


3.55 


YELorm 


OLDS 


22235.73 


68790.83 


T 


3.09 


YHR095W 




14426.76 


34896.68 


T 


2.42 


YGR069W 




43413.57 


72420.39 


t 


1.67 


YOR544C 




13567.00 


27004.37 


T 


1.99 


YGR236C 




24927.59 


8032.35 


I 


3.10 


YIL057C 




24246.39 


773.56 


I 


31.34 


YGLoaow 




23425.(K) 


3217J81 


i 


7.28 


YGL072C 




16437.52 


2652.60 


I 


620 


YHR056C 


RSC30 


72072.88 


57448.85 


I 


1.25 


YKL054C 


VID31 


17990.49 


38258.80 


T 


2.13 


YLR311C 




799Z40 


24164.67 


T 


3.02 


YJR115W 




64690.69 


102068.34 


T 


1.58 


YJU88C 


BUD19 


758026 


22325.70 


T 


2.95 


YKR040C 




50934.76 


100733.41 


T 


1.98 


YLR053C 




8117.66 


20317.34 


T 


2.50 


Y0R121C 




59950.94 


92470.43 


T 


1.54 


YNU43C 




9891128 


110534.34 


T 


1.12 


Y0R131C 




7941.55 


2^53.72 


T 


2.81 


YNL338W 




21800.45 


38777.28 


T 


1.78 


YNU79C 




13729.36 


39516.53 


T 


2.88 


Y0U50C 




3408.74 


60298.39 


T 


17.69 
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YMR107W 




65118 JO 


10042.46 


I 


6.4a 1 


YKuoesc 


TCTI 




1280468 


i 


5.43 


YJR09SV\/ 




21780.37 


10655.13 


i 


^04^ 


YJL161W 




16468.73 


261626 


i 


6.29 I 


YML128C 


M3C1 


60130.20 


13795.84 


1 


5.81 1 


YMR251W 




26879.95 


417.36 


i 


64.41 1 


YMR173W-A 




110104.08 


61951.23 


I 


1.78 1 


YPL201C 




179ia32 


5018.97 


i 


3 57 j 
9 IS 1 


YOR285W 




64074.73 


29749.43 


i 


1A ^ 1 


YOR2d6W 1 




13458.08 


733.06 
malntenaiwe 


I 




YKR076W 


Cdlul 

Ecm 


ar role: Call wan 
2674.15 


13040.04 


T 


558 


YLR390W 


ECMtQ 


5472.05 


15145.65 


T 


2.77 


YHR138C 


1 19921.35 1 3707.57 


i . 


1 5.37 


n^lutar mte : Vesica transport 




YHR161C 


YAPteOA 


13086.35 


30160.90 


T 


^30 


YPLoasw 


SEC16 


6668.57 


15206.49 


T 


2.28 


YKL196C 


YKT6 


18933.84 


2890.07 


4. 


6.55 


YPR02dW 


YIP2 


25434.34 


2048.47 


i 


12.41 1 




neihiiar mie : DNA mpalrftooomiymanon 


YDL059C 


1 RAD59 


1 1948.61 


r 13089.13 


1 T 


1 6.72 


CQnu!arm!a:DNA synthesis , 


1 MCM3 


1 23422.85 


r 44327.48 




1 ^'^^ 


Cellular mid : Amino add metatxfJism 1 


YiL074C 


SER33 


I 3978.42 


j 16702.66 






YGR155W 


CYS4 


I 4184.59 


1 19270.69 




1 4.61 




r^Jtular role : Fatty add metabolism J 


YHR179W I OYE2 


1 2291.36 


1 40274.02 


1 T 


1 17.5B 


Cellular mJo: Protein tmnslocaVon 


YNU31W 1 T0M22 


1 16287.21 


T 1679.78 


1 i 


1 9.70 


Cellular rolQ : Small molecula transoort 




YDR2r6C 


SNA1 


21148.46 


1580.68 


i 


13.38 


YOR267C 


HRK1 


62689.30 


110516.24 


T 


1.76 


YHR039O 


VMA10 


60107.90 


8490.93 


i 


7.08 


YOR3a2W 


FITZ 


6780.62 


27236.15 


T 


4.02 
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Tables ; Overview of the dIfferenWally expressed genes after 1 h Bax expression 
Comparison: INVScI YIpUTL versus INVSel YIpUTVLB 





..i:.- k-. JL:. 










Cellular role : Polymereae II transcnption 


YDR145W 


TAF61 


20729.58 


57376.27 


T 




YDR216W 


AD/?/ 


5925.91 


18459.00 


T 


3.11 


YBR112C 


CYCd 


50186.77 


64511.50 


T 


1.29 


YMRcmw 


MCM1 


2101 1M 


53700.49 


T 


^56 


YPiOB9C 


RLM1 


23440.54 


64284.32 


t 


2.74 


Y0R372C 


NDD1 


26412.58 


50804.99 


T 


1.92 


Cellular role : Oell cycle oontrol 


YBR133C 1 HSL7 ] 18761.64 | 53238.86 | T 1 2.84 


Cellular rote : Cell polarity 


WLOdSW 1 BOn 1 37895.40 | 57761.52 | T 1 1.52 


Cellular role : ChrDmatine struoture 


YDR224C 1 HTBi 1 


13661.40 


55658.34 | T 1 4.07 


Cellular role: Energ] 


/generation 


YGRmC 


QCR9 


23181.54 


61865.40 


T 


3.53 


YLR294C 




5054.57 


26994.72 


t 


5.74 


YKL150W 


MCR1 


43663.07 


60593.16 


T 


1.39 


YMR256C 


COX7 


7606.58 


26801.54 


T 


3.79 


YOL126C 


MDH2 


34144.61 


65326.97 


T 


1.91 


YUR327C 




97415.94 


101651.17 


T 


1.04 


Cellular rote: Vesicular tran^rt 


YHR161C 


YAP180A 


11602,81 


34695.20 


T 


2.99 


YLR^mf 


ENJ2 


14439 J24 


34621.70 


T 


2.40 


Cellular role: Cartohvdrate metabolisn) 




HXT7 


65273.56 


22231.06 


i 


2.94 


YDR34SC 


HXTG 


43572.28 


6075.38 


i 


7.17 


YDR345C 


HXT3 


76352.52 


40296.00 


i 


1.89 


YGRi92C 


TDH3 


38472.30 


14145.84 


i 


2.72 


YKR09m 


PCK1 


22919.01 


38225.98 


T 


1.67 


YOR374W 


ALD4 


33711.37 


2607.43 


i 


12.93 


Cellular ro)e: Signal transduction 


YER177W 


0MH1 


16298.14 


31748.91 


r 


1.05 


YDR099W 


BMH2 


50572.45 


65123.58 


T 


1.29 


Cellular role: Cell wall maintenance 


i 


YLR110C 1 CCW12 1 102525.29 I 11230.41 


1 i 1 9.13 


Cellular role: Protein motffioation/deflradation 


YOR^IC 1 RPN8 I 12575.49 j 32568.47 | T | 2.59 


Cellular role: Cell stress 


YHR053C 


CUP1A 


32531.53 


63579.94 


t 


1.95 


YHR055C 


CUP1B 


27939.92 


65142.82 


t 


2.33 


YMR173W 


ODR48 


38338.83 


60514.70 


T 


1.58 


YOR031W 


CRS5 


2922.32 


23848.60 


T 


8.16 
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YLJR109W I AHP1 | 43067,08 | 6302.46 I I 1 6,63 
Cellular role: Unicnown 



Ymjosm 




62476.13 


44279.86 


T 


1.66 


Y8L109W 




22998.63 


63428.23 


T 


2.76 


YORseec 




14599.17 


46494.73 


t 


3.18 


YDR154C 




21286.57 


56534.93 


T 


2.65 


YGR236C 


SPG1 


17717-80 


64439.96 


r 


3.64 


YHR056C 


RSCSO 


27020.16 


65110.42 


T 


2,41 


YGR182C 




6171.02 


34669.96 


T 


4.24 


Y0RS44C 




14797.70 


377Q4J91 


T 


2.55 


YHR16:m 




13836.79 


33381.64 


T 


2.41 


YGR243W 




30829.66 


59765.39 


T 


1.94 


YBR050C 


REG2 


14008.24 


29^.16 


T 


2.11 


YELOriW 


am 


19487.41 


35273.39 


T 


1.81 


YDR133C 




63074.54 


62986.96 


i 


1,32 


YDR134C 




63111.03 


16839.53 


i 


4.94 


YHU>21C 




46028.06 


8577.00 ^ 


i 


5.37 


YKL054C 


VID31 


28018.46 


66537.91 


r 


2.37 


YLR311C 




7803.52 


31160.73 


T 


3.99 


YMB107W 




13453.15 


76850.98 


T 


5.86 


YKLoeew 




6751.64 


24129.32 


T 


2.76 


YMRmW'A 




38338.63 


60514.70 


T 


1,58 


YML053C 




23670.66 


66254.48 


t 


2.80 


Y0R121C 




17039.58 


58016.58 


T 


3.40 


YOLtoew 




19917.67 


69853.66 


T 


3.51 


YNL338W 




17864.00 


49911.08 


T 


2.79 


YJR11SW 




64858.02 


08161.71 


T 


1.16 



Cellular role: Small molBCuia transport 

YORZerC I HRK1 I 90123.6* I 96824^1 \ T I 1.07 
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Table 4 ; Overview of the differentially expressed genes after 2h Bax expression 
Comparison: INVScI YIpUTL versus INVScI YlpUTyLB 















Cellutar mfa: Protein mofSfkXitionnJearBdation 




YCiJ052C 


PBN1 




6175.70 


T 


1.55 


YDLU7W 


RFN5 


22386.40 


47857.67 


T 


2.14 


Y0R261C 


RPN8 


27349^ 


42108.05 


T 


1.54 


YGR192C 


PHB1 


525Z03 


8459.S3 


T 


1.61 


YBm39W 




945826 


361121 


i 


2.62 


CeVularnHa : Unknown 




YDR202C 


RAV2 


7483.71 


10089.19 


r 


1.35 


YBR0e2C 




4893.97 


9894.82 


T 


2.02 


YDR366C 




254682 


5968^92 


r 


2.34 


YBU09W 




24803.62 


37444.64 


T 


1.51 


YDR154C 




2116626 


33434.35 


T 


1.58 


YELorm 


DLD3 


34153.85 


44083.39 


t 


1.29 


YGR236C 


SPG1 


16978.52 


31419.12 


r 


1.85 


YGR182C 




30569.31 


58805.05 


T 


1.92 


YDR544C 




15937.14 


24421.99 


T 


1.53 


YHR162W 




26610.34 


33794.73 


t 


127 


YHR056C 


RSC30 


33372.66 


6842524 


T 


2.05 


YDR133G 




75520.99 


62984.59 


4. 


120 


YCROlOG 


ADY2 


17240.59 


11835.82 


4 


1.46 


YDR134C 




72723.66 


977623 


i 


7.44 


YGR069W 




65418.73 


53767.35 


i 


1.22 


YIL057C 




16510.16 


2198.04 


i 


7.51 


YGL072G 




12209.68 


6509.91 


i 


1.68 


YGLoaow 




22550.76 


1152524 


I 


1.96 


YLR311C 




11095.31 


246W.47 


X 


2.22 


YJR115W 




74757.79 


103422.48 


t 


1.38 


YMR099C 




7057.15 


11477.42 


T 


1.63 


YMRnSW-A 




31901.05 


48886.91 


r 


1.47 


YMUS2W 


COS3 


24648.97 


34895.33 


T 


1.42 


YKL066W 




13581.94 


25433.97 


T 


1.87 


YJL142C 




7205.86 


1192021 


T 


1.65 


YLR346C 




6447.57 


11589.63 


T 


1,79 


YLR053C 




41161.10 


78636.82 


T 


1.91 


YMR110C 




19410.64 


29861.23 


T 


1.53 


YKR075C 




19104.57 


29948.72 


T 


1.57 


Y0R121C 




36492.56 


59452.09 


T 


1.63 
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Cellular role : Unknown 




Youom 




31382.10 


76684.72 


r 


2.44 


YNIJ338W 




24117.03 


3698m 


r 


1.62 


YNL134C 




8617.33 


14613.60 


T 


1.52 




YET1 


52422.65 


33794.03 


i 


1.55 






20666.22 


951929 


i 


2.17 


VII lAAlA/ 




10316.92 


3122.77 


i 


3.30 




MSC1 


584128.13 


25434.11 


i 


2.29 


TrlLl/ffl^ 




21938.96 


10883.98 


i 


^02 


YULIUifVw 


ZE01 


2271 1J8 


6581.11 


I 


3.45 


YNR002C 


FUN34 


1824125 


975225 


I 


1.87 




Cellular role: Ghromatine structure 




YDR224C 


HTB1 


25356.73 


30827.54 


T 


1.22 


YBL002W 


HTB2 


9241.68 


14261.54 


T 


1.54 


YBL003C 


HTA2 


3453.55 


6553.49 


T 


1.90 


YNL031C 


HHT2 


13376.02 


2348.64 


i 


5.69 




Cellular role: Potvmerase II tmnscnption 




YBR289W 


SNF5 


59542^ 


65885.13 


T 


1.11 


YOR073W 


SNFII 


12190.01 


23088.03 


T 


1.89 


YMRQ43W 


MCMl 


66457.16 


77022.05 


T 


1.16 


YPL089C 


RLM1 


49844.09 


60624.28 


T 


1.22 




Cellular rote : Sianal transduction 


YORtmW 1 BMH2 \ 55902.13 


73874.51 1 t 


1.32 


Cellular role: Cell stress 




YBIJ}64C 


PRX1 


11203.87 


14815.42 


T 


1.32 


YBR101C 




25016.27 


35781.64 


t 


1.43 


YIB043C 


TRX1 


10864.53 


3912.03 


i 


2.78 


YGR209C 


THX2 


30492.33 


37829.20 


T 


1.24 


YER103W 


SSA4 


6763.38 


15799.18 


T 


1.80 


YHR055C 


CUP1B 


18824.43 


77613.05 


t 


4.12 


YHR053C 


CUP1A 


32726.62 


63536.72 


T 


1.94 


YDR25eC 


CTA1 


9614.29 


4232.17 


i 


2.27 


YCR021C 


H$P30 


8090.05 


3604.78 


i 


2.24 


YCLOSSC 


GRX1 


28437.57 


12843.99 


I 


a2i 


YGR086C 




36796.12 


24272.57 


I 


1.52 


YFL014W 


HSP12 


61868.64 


23288.19 


I 


a66 


YOR031W 


CRS5 


6015.69 


14519.12 


T 


2.41 


YMRZSIW'A 


H0R7 


17731.14 


4231.39 


i 


4.19 


Y0R120W 


GCY1 


114252.98 


78052.05 


i 


1.46 


CeilularmJe: Pfotein synthe^s 


YAL003W 


EFB1 


3044.60 


5772.68 


T 


1.90 


Y0U27W 


RPL25 


6266.96 


12055.41 


T 


1.92 


YHR010W 


RPL27 


4057.16 


10856.34 


T 


2.68 


YLR325C 


RPU8 


5401.85 


12955.69 


T 


2.40 


YJLIdBW 


RPL39 


2044.64 


8010.67 


T 


3.92 


YIL14BW 


RPL40A 


5052.35 


11595.54 


T 


2.30 


YKR094C 


RPL40B 


3994.57 


10011.13 


T 


2.54 


Y0L139C 


C0C33 


4132.18 


6956.14 


T 


2.17 
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Cellular role : Protein folding 



YiR216C 


CPAS 


20353.43 


32713.37 




1 .61 _ 


YKU17W 


SBA1 


1114425 


1500.56 




7.43 




Cellular role: Vesicular transport 




YCR009C 


RVS161 


5350.32 


9780.92 


T 


1.83 


YHR1G1C 


YAP180A 


25136.63 


32461.67 


T 


129 


YBLO/aC 


AUT7 


16528.91 


984325 


I 


1.68 


Collular role : Cartohvdrate metatx)!i5m 


YBL058W 


SHP1 


4626.50 


6179.94 


T 


1.// 


YBR149W 


ARA1 


30706.41 


9637.76 


I 


3.19 


YDRITdW 


som 


14880.91 


6237.35 


i 


2.39 


YHR094C 


HXT1 


30389.99 


18383.00 


i 


1.65 


YMR011W 


HXT2 


39524.90 


21221.96 


i 


1.86 


YOR345C 


HXT3 


77025.40 


56749.40 


i 


1.36 


YDR343C 


HXT6 


73149.70 


8676.17 


I 


8.43 


YDR342C 


HXT7 


75331.76 


27052.43 


i 


2,78 


YKL060C 


F8A1 


16273.54 


2132323 


T 


1.31 




Cellular role : Cell oyde control 


YnmaaC 1 HSL7 1 32903 I 41964.32 | T 1 128 


Cellular role : Enerovaeneratlon 




YMR256C 


00X7 


18558.01 


40422.91 


T 


2.18 


YMU29C 


00X14 


11418.54 


21798.88 


T 


1.91 


Ym033C 


QCR6 


9159.48 


13398,67 


T 


1.46 


YOR529C 


QCR7 


24821.75 


16556.87 


I 


1.50 


YJU66W 


QCR8 


15554.30 


24509.26 


T 


1.58 


YHR001W-A 


QCRiO 


12416J35 


23465.31 


T 


1.89 


YBR039W 


ATP3 


11709.79 


3088.19 


i 


3.79 


YPL076C 


ATP4 


11325.64 


13769.72 


T 


1.22 


YPL27m 


ATP15 


3261.75 


7839.05 


T 


2.40 


YIR327C 




51742.90 


128511.27 


T 


2.48 


YLR294C 




15832.61 


38544.44 


T 


2.43 


YAL060W 


FUt449 


11792.72 


5778.91 


i 


2.04 


Cellular role: Small moleo^le transport 




YDR276C 


SNA1 


19337.39 


12392.29 


i 


1.56 


YQR197C 


SNG1 


4766.18 


10484.09 


T 


220 


YHR039C-B 


VMA10 


21190.93 


10592.98 


I 


2.00 


YOB267C 


HRK1 


111849.17 


101339.10 


i 


1.10 


Cellular role: RNA 


processing 


YGR250C 1 I 8709-92 


17358.43 1 T 1 1.99 


Cellular role : Cell wall maintenance 




YER1S0)N 


SPil 


55592.73 


22403.59 


i 


2.48 


YLR110C 


0CW12 


35147,41 


5786.88 


I 


6.07 



Cellular tola : Oell polarity 

Y0R122C I PFY1 | 14459.45 | 20176.41 | T | 1.40 

Cellular role : Amino add mBtebolism 

yPflOaSW ) GLN1 \ 20894.14 | 7522.05 1 i 1 2.76 
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Tables ; Overview of the differentially expressed genes after 3h Bax expression 
Comparison: INVScI YIpUTL versus INVScI YIpUTyLB 



YBRmC 1 HSL7 1 63562.10 f 43191,28 | I 1 147 


Cellu1arn^B:C^po!arft)f 


■ YBL085W 1 BOn I 32734.70 I 23497.41 I i I 139 


Cef!ufarro!o : ChmmathasUudurB 


YDR545W 1 YRFUI 1 


20111.51 1 11470.67 | I 1 175 


Celfufarn)fo:Enafgyaon0mtion 


YCR005C 


C(T2 


11882.42 


25632.94 


t 


2.16 


YGR183C 


QCR9 


74474.20 


11510.99 


i 


6.47 


Y0U2SC 


MDH2 


55984.68 


17978.10 


i 


3,11 


Col/ular role: Cailxatvttate metabolism 


YBR019C 


GAL10 


309^S0 


15697.54 


T 


6.08 


YDR345C 


HXT3 


14080.41 


25657.66 


T 


1,82 


YKR097W 


PCK1 


50736.44 


20858.02 


i 


2.43 


OetMar role: S&jnaf tmnsduction 


YDRQ99W I BMH2 \ 63285.16 | 56028.91 | I 1 1.13 


Cef/ufar rofe; Protein syntfios/s 


YHROiOW 


RPL27A 


23254.90 


7217.14 


i 


3.22 


YLR32SC 


RPL38 


26725.96 


9121.29 


i 


2.93 


Cellular role: Cell stress 


YFL014W 


HSP12 


40848.44 


69761.91 


T 


1.71 


YHR053C 


CUP1A 


20399.10 


65037.14 


T 


3.19 


YHR055C 


CUP1B 


21763.09 


64594.58 


T 


2.97 


YMR173W 


D0R4B 


75407.16 


36354.37 


i 


2.07 


Y0L0S2O'A 


DDR2 


20479.72 


33702.23 


T 


1.65 


Cellular pole: Unknom 


YIL057C 




7602.78 


24104.02 


T 


3.17 


YHR056C 


RSC30 


41473.41 


64809.08 


T 


1.56 


Y0R544C 




55075.67 


»731.72 


I 


1.85 


YKR040C 




48049.71 


59649.47 


r 


1.24 


YNL338W 




66107.91 


30045.62 


I 


2.87 


YJR115W 




74889.58 


61238.98 


i 


1.08 


YBLIQQW 




64754,79 


57185.99 


I 


1.13 


YMR173W'A 




75407.16 


36354737 


i 


2.07 
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Table 6 : Overview of the differentially expressed genes after 6li Bax expression 



Comparison: INVScI YIpUTL vereus INVScI YIpUTyLB 













C^fUlw role: C^l stress 


YDRnm 


HSP42 


13464.04 


27183.07 


T 


2.02 


YHJOUW 


HSP12 


41197,12 


29081.08 


i 


1.42 


YDR513W 


TTR1 


19985.22 


12935.62 


i 


1.54 


YCL035C 


GRX1 


31735.39 


12930.71 


i 


2.45 


YGR209C 


TRX2 


54455.65 


47569.21 


I 


1.14 


YHR053C 


CURIA 


81488.84 


15289.39 


i 


5^ 


YHR055C 


CUP1B 


81278.95 


20031.69 


I 


4.06 


YMR251W-A 


HOR7 


18624.54 


591428 


i 


3.18 


CeMarfoJe: Signal tansduc^n 


YDR099W I BMH2 \ 2941^99 | 58598^ | T | 1.99 


C^ular role: Protein synthesis 


YGU47C 


RPL9A 


13655.66 


1585.07 


i 


6.61 


YGRoasc 


RPLUB 


27465.15 


3791.35 


i 


7.24 


YOR4i8W 


RPL12B 


14417,77 


1SS5.24 


I 


9.27 


YLR029C 


RPL15A 


37122.11 


9321.81 




3.98 


YOR312C 


RPL20B 


50334.94 


5708.59 




8.82 


YBRl9m 


RPL21A 


21740.90 


2571.30 


i 


6.46 


YPL079W 


RPL21B 


31059.43 


5023.61 


4. 


6.18 


YOL127W 


RPL25 


75971.72 


11749.17 


4- 


6.47 


YHR010W 


RPL27A 


45716.64 


8096.40 


4. 


5.65 


YOR471W 


RPL27B 


14636.79 


2813.40 


I 


5.60 


YDL075W 


RPL31A 


11969.47 


2611.53 


i 


4.58 


YBL092W 


RPL32 


787a80 


657.85 


I 


9.18 


YDL191W 


RPL35A 


28582.59 


6046.25 


I 


4.73 


YDLmW 


RPL3SB 


25433.49 


5064.51 


I 


5.02 


YLR325C 


RPL38 


48051.23 


6217.18 


I 


5.85 


YlL14dW 


RPL40A 


47028.95 


6543.65 


I 


4.93 


YKR094C 


RPL40B 


39900.50 


5957.78 


I 


6.70 


YHR141C 


RPL42B 


10163.88 


937i»1 


I 


10.84 


YML063W 


RPS1B 


15916.48 


1144.54 


I 


13.91 


YGL123W 


RPS2 


12505.56 


2243.26 




5.57 


YOR096W 


RPS7A 


24164.37 


3223.60 


i 


7.50 


YBL072C 


RPS8A 


17198.50 


3233.30 


4. 


5.32 


YER102W 


RPS8B 


16234.63 


1791.18 


i 


9.06 


YBR1d9W 


RPS9B 


10075.22 


2150.89 


i 


4.68 


YOR293W 


RPS10A 


51787.23 


12110.74 


I 


4.28 


YDR064W 


RPS13 


9736.57 


1587.67 


I 


6.13 


YDR450W 


RPS1BA 


37913.71 


5674.60 


i 


6.68 


YML026C 


RPSIdB 


14458.01 


2Q27JZ8 


i 


r.13 


YKL156W 


RPS27A 


23725.18 


11117.26 


4. 


^13 


YLR167W 


RPS31 


38648.54 


2611.97 


I 


14.80 


YJU38C 


VF2 


20154.61 


7264.66 


I 


^77 


Ce!IuJarrole:EnefBymetatxf!ism 


YGR183C 


QCR9 


57357.59 


60447.53 


T 


1.40 


YOL004W 


ATPie 


25047.95 


10986.85 


A 


2.28 


YKL150W 


MCR1 


50931.46 


37076.63 


I 


1.37 
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YLR038C 1 00X12 \ 


39506.06 1 


29534.70 1 




I 1 


1.34 


Cellular role: Unknown 




YDR442W 




14654.61 


2242.42 


i 


6.54 


YDRmC 




17025.59 


10561.72 


i 


1.61 


YHR056C 


RSC30 


61350.52 


31447.10 


I 


259 


YKR040C 




46390.21 


90125.68 


T 


1.66 


YLR414C 




13463.40 


6085.92 


i 


1.67 


YLH312C 




25569.67 


16184.57 


I 


1.58 


YJU88C 


BUD19 


22074.09 


4526.39 


i 


4.68 


YOR2a5W 




75099.98 


61896.00 


I 


1.21 


YOL109W 


zeoi 


66287.15 


35502.43 


I 


1.67 


' Cellufarrole: ChtvmatinQ striK^uro 


YBR009C 


HHF1 


11173.15 


5416.74 


i 


2.06 


YNU)30W 


HHF2 


31366.74 


20132.23 


i 


1.56 


CeMarrole: Nudootsde m^atx>!l$m 


YDR399W 1 HPT1 


1 13339.03 


1 5333.61 


1 


i 


1 2.50 


Cellular role: PotymerBise II traitsafption 




YELOOdC 


GCN4 


34617.98 


20798.63 


i 


1.66 


YPL037C 


EGDt 


17862.37 


6229.01 


I 


2.17 


OeMarfolB: Vesicular transport 


YBL078C 


AUT7 


42661.70 


32333.01 


i 


1.32 


YOR327C 


SNC2 


22716.56 


13704.46 


i 


1.66 


C^lular role : Small molecvUe tansport 


YHR039Qe 1 VMAW I 44429.30 


1 23826.51 


1 


i 


1 1.66 


CeHufarrt^e : Cell wall maintenance 


YKL097W'A 1 CWP2 \ 13529.93 


1 1617.20 


1 




1 6.37 


C^ular mle: Cart)oh^rate metalKlism 


YKL060C 


] FBA1 


1 33329.74 


1 10367.62 


1 




1 3.21 
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Table 7: 



Sequenco ID NO 


ORF 


GENE 


SOnnln 


in 


2h 




6h 


SEQID NO 17 


YAL003W 


EFB1 






1.90 






SEQIDN019 


YAL060W 


FUN49 






-2.00 






SEQID NO 21 


YBL002W 


HTB2 


*4.69 




1.54 






SEQ ID NO 23 


YBL058W 


SHP1 






1.77 






SEQ ID NO 25 


YBL064C 


PRX1 


1.90 




1.32 




-5.32 


SEQ ID NO 27 


YBL072C 


RPSBA 




1.86 






SEQ ID NO 29 


YBLOSm 




1.01 




-1.39 




SEQID NO 31 


YBL085W 


Bon 


^42 


1.52 


2.76 


-9.18 


SEQ ID NO 33 


YBL092W 


RPL32 






-1.13 


SEQ ID NO 35 


YBL109W 




1.69 


2.76 


1.51 


-2.06 


SEQID NO 37 


YBR009C 


HHF1 


-3.99 






5.08 


SEQID NO 39 


YBR019C 


GAL10 






-3.70 




SEQID NO 41 


YBR039W 


ATP3 










SEQID NO 43 


YBROSOC 


REG2 


3.07 


2.11 


2.02 






SEQID NO 45 


YBR062C 












SEQ ID NO 47 


YBR089C-A 


NHP6B 


-3.G0 




1.43 






SEQID NO 49 


YBR101C 












SEQID NO 51 


YBR112C 


SSN6 


ZA5 


1.29 


1.28 


-1.47 




SEQ ID NO 53 


YBR133C 


HSL7 


2.00 


2.84 




SEQID NO 55 


YBR139W 








-2.60 






SEQ ID NO 57 


YBR149W 


ARA1 


-3-70 




-3.11 




-4.68 


SEQ ID NO 59 


YBR189W 


RPS99 










SEQ ID NO 61 


YBRIQIW 


RPL21A 






1.11 




-8.46 


SEQID NO 63 


YBR289W 


SNF5 


2.18 






-2.45 


SEQ ID NO 65 


YCL035C 


GRX1 


-6.40 




-^20 




SEQ ID NO 67 


YCL052C 


PBNI 






1.55 






SEQ ID NO 69 


YCR004C 


YCP4 


4.09 






2.16 




SEQ ID NO 71 


YCR005C 


CiT2 






1.83 




SEQ ID NO 73 


YCR009C 


RVS161 










SEQ ID NO 75 


YCR010C 








-1.40 






SEQ ID NO 77 


YCR013C 




3.80 




-2.20 






SEQ ID NO 79 


YCR021C 


HSP30 








-2.28 


SEQ ID NO 81 


YOLJ004W 


ATPW 


-12.16 








SEQ ID NO 83 


YOLDSQC 


RAD59 


6.72 








-4.58 


SEQ ID NO 85 


YDLJOrSW 


RPL31A 






2.14 




SEQ ID NO 87 


YOL147W 


RPN5 


t.66 






-6.13 


SEQ ID NO 89 


YOR064W 


RPS13 






1.89 




SEQ ID NO 91 


YOR073W 


SNF11 






-1.13 


1.09 






BMH2 


1.86 


1.29 


1.32 


SEQ ID NO 95 


YDR133C 






'1.32 


-1.20 




-1.61 


SEQ ID NO 97 


YOR134C 






-4.94 


-7.40 




SEQ ID NO 99 


YDR145W 


TAF61 


1.89 


2.77 








SEQ ID NO 101 


Y0RtS4C 




3.55 


2.65 


1.58 




2.02 


SEQ ID NO 103 


YDR1T1W 


HSP42 






-2.30 




SEQ ID NO 105 


YDRiraw 


SDH4 










SEQID NO 107 


YDR202C 


RAV2 






1.35 






SEQ ID NO 109 


YDR216W 


ADR1 


-3.42 


3.11 








SEQID NO 111 


YDR224C 


HTB1 


-2.91 


4.07 


1.22 






SEQ ID NO 113 


YDR253C 


MET32 


ZS8 










SEQ ID NO 115 


YDR256C 


CTA1 






-2.20 






SEQID NO 117 


YDR276C 


SNA1 


-13.38 




-1.50 
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ORF 


QSNE 


3am)n 


1h 


2h 


3h 


6h 


$^pn in NO lid 


YDR342C 


HX77 


-2.76 


-2.94 


-2.70 






Rcn in wn ^9i 


YOR343C 


HXT6 


-2.40 


-7.17 


-8.40 






Qcri in Nn 1 91 


YDR345C 


HXT3 


-22.45 


-1.89 


-1.30 


1.82 




ccn in ivin 1 9^ 


YDR36eC 




1.44 


3.18 


2,34 






^cry tr\ Kin lOT 


YOR377W 


ATP17 


-19.05 








-2,50 


oEQ lU iMU 1^9 


YDR399W 


HPT1 










ocQ lO 141 


YOR418W 


RPL128 










-9.27 


ocn m Kin 1 1^ 


YOR513W 


TTRI 


-1.68 








-1.54 


ocv^ m Km IOC 
ILi NU 149 


YDR544C 




1.99 


2.55 


1.53 


-1.85 




m KIO 147 

ScQ ID NU 19/ 


YDR545W 


YRFU1 








-1.75 


-1.68 


SEQ ID NO 139 


YBIM9C 


GCN4 


-5.46 








SEQ ID NO 697 


YEL032W 


MCM3 


1.69 










SEQ ID NO 141 


YEL0$9G 


CYC7 


-5.06 










SEQ ID NO 143 


YBLorm 


OLDS 


3.09 


1.81 


1.29 






SEQ ID NO 145 


YERia3W 


SSA4 






1.80 






SEQ ID NO 147 


YER112W 


US$1 


2.46 










SEQ ID NO 149 


YGR150W 


SPI1 






-2.40 






SEQfD NO 151 


YBRITTW 


BMH1 


1.96 


1.95 








SEQ ID NO 153 


YFR010W 


UBP6 


-2J28 










SEQ ID NO 155 


YFR033C 


OCRS 






1.46 






SEQ 10 NO 157 


YFmszw 


RPN12 


2.66 










SEQ ID NO 159 


YGL072C 




-6^ 




-1.80 






SEQ ID NO 161 


YGLOdOW 




-7.28 




-1.90 




-5,57 


SEQ ID NO 163 


YGL123W 


RPS2 










SEQ ID NO 165 


YGRO08C 


$TF2 


-5.83 










SEQ ID NO 167 


YGR023W 


MTU 


2.67 










SEQ ID NO 169 


YGRimW 


RPL26B 


1.04 










SEQ ID NO 171 


YGR069W 




1.67 




-1,20 






SEQ ID NO 173 


YGR070W 


ROM1 


2.34 










SEQ ID NO 175 


YGR086C 








-1.50 






SEQ ID NO 177 


YGR132C 


PHB1 


-2.76 




1.81 






SEQ ID NO 178 


YGR135W 


PRE9 


-7.24 










SEQ ID NO 181 


YGR155W 


CYS4 


4.61 










SEQ ID NO 1B3 


YGR192C 


TDH3 




-2.72 








SEU ID NO loo 


YGR197C 


SNG1 






2.20 






SEQ ID WO 1o7 


YGR209C 


TRX2 






1.24 




-1.14 


ocn in Km mo 
ScU ID NO 109 


YGR243W 






1.94 








ocn ir\ Km iai 
OcQ ID NO 19 1 


VGR250C 








1,99 








YHL02tC 






-5.37 








Qpn ID ND 1 QS 


YHROOm-A 


QCR10 






1.89 






SEQ ID NO 197 


YHR039C-B 


VMA10 


-7.08 




-2.00 




-1.86 


SEQ ID NO 199 


YHR053C 


CUP1A 


-1.68 


1.95 


1.94 


3.19 


-5.33 


SEQ 10 NO 201 


YHR055C 


CUPW 


-2.77 


2.33 


4.12 


2.97 


-4.06 


SEQ ID NO 203 


YHR056C 




-1^ 


2.41 


2.05 


1.56 


-2.59 


SEQ 10 NO 205 


YHR094C 


Hxri 


-15.94 




-1.60 






SEQ 10 NO 207 


YHR095W 




2.42 










SEQ ID NO 209 


YHR138C 




-5.37 










SEQJO NO 211 


YHR161C 


YAP180A 


2.30 


2.99 


1.29 






SEQ ID NO 213 


YHR162W 






2.41 


1.27 






SEQ «D NO 215 


YHR179W 


0YE2 


17.58 










SEQ ID NO 217 


YIL057C 




-31.34 




-7.50 


3.17 




SEQ 10 NO 219 


YIL074C 


se?d3 


4.20 










SEQ ID NO 221 


YfR037W 


GPX3 


^77 








1 
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Sequence 10 NO 


OBF 




SDmln 


1h 


2h 


3h 


6h 


SEQIDN0223 


YJL138C 












-2.77 


SEQIDN0225 


YJL142C 








1.65 






SEQID NO 227 


YJL144W 








-3.30 






SEQIDN0229 


YJU61W 




-6.29 










SEQID NO 231 


YJL166W 


QCRd 






1.58 






SEQID NO 233 


YJR096W 




-2.04 










SEQID NO 235 


YJR115W 




1.58 


1.16 


1.38 


-1.08 




SEQID NO 237 


YKL054C 


VID31 


2.13 


2.37 








SEQ ID NO 239 


YKL060C 


FBA1 






1.31 




-3.21 


SEQID NO 241 


YKL065C 


YET1 


-5.43 




-1.55 






SEQ ID NO 243 


\KL€66W 






2.76 


1.87 






SEQ ID NO 245 


YKL09rW-A 


CWP2 










-8.37 


SEQ ID NO 247 


YI^IITW 


S3A1 






-7.43 






SEQ ID NO 249 


YKL150W 


MCR1 


-3.43 


1.39 






-1.37 


SEQ ID NO 251 


YKL156W 


RPS27A 










-2.13 


SEQ ID NO 253 


YKLISeC 


YKTe 


-6.55 










SEQ ID NO 255 


YKR040C 




1.08 






1.24 


1.86 


SEQ ID NO 257 


YKRorso 








1.57 






SEQ ID NO 259 


YKR076W 


ECM4 


4.88 










SEQ ID NO 261 


YKR092C 


SRP40 


2,70 










SEQID NO 263 


YKR097W 


PCK1 




1.67 




-2.43 




SEQ ID NO 265 


YLRQ29C 


RPL15A 










-3.98 


SEQ ID NO 267 


YLR038C 


C0X12 


-9.66 








-1.34 


SEQ ID NO 269 


YLR043C 


TRX1 


-13.13 




-2.78 






SEQ ID NO 271 


YLR053C 




^50 




1.91 






SEQ ID NO 273 


YLR109W 


AHP1 




-6.83 








SEQ ID NO 275 


YLR110C 






-9.13 


-6.07 






SEQ ID NO 277 


YLR206W 


£NT2 




2.40 








SEQ ID NO 279 


YLR216C 


CPR6 


3.24 




1.61 






SEQ ID NO 281 


YLR294C 






5.74 


2.43 






SEQ ID NO 263 


YLR311C 




3.02 


3.99 


^22 






SEQ ID NO 285 


YLR312C 












-1.58 


SEQ ID NO 287 


YIJR327C 




-2.10 


1.04 


2.48 






SEQID NO 289 


YLR346C 








1.79 






SEQ ID NO 291 


YLR390W 


ECM19 


^77 










SEQ ID NO 293 


YLR414C 












-1.67 


SEQID NO 295 


YMU)53C 






2.60 








SEQ ID NO 297 


YMU29C 


00X14 






1.91 






SEQID NO 299 


YMU3ZW 


COS3 






1.42 






SEQ ID NO 301 


YMR009W 








-2.17 






SEQ ID NO 303 


YMR011W 


HXT2 






-1.86 






SEQ ID NO 305 


YMR043W 


MCM1 


2.15 


2.56 


1.16 






SEQ ID NO 307 


YMR099C 








1.63 






SEQ ID NO 309 


YMR107W 




-6.48 


5.86 








SEQ CO NO 311 


YMR110C 








1.53 






SEQ ID NO 313 


YMR173W 


DOR48 


-3.32 


1.58 




-2.07 




SEQ ID NO 691 


YMRir3W'A 




-1.78 


1.58 


1.47 


-2.07 




SEQ ID NO 315 


YMR25m 




-64.41 










SEQ ID NO 317 


YMR25m'A 


H0R7 


-64.41 




-4.19 




-3.18 


SEQID NO 319 


YMR256C 


00X7 




3.79 


2.18 






SEQ ID NO 321 


YMR273C 


ZOSi 


2.42 










SEQ ID NO 323 


YNU)30W 


HHF2 


-3.97 








-1.56 


SEQID NO 325 


YNL031C 


HHT2 






-5.69 
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ORF 


GENS 


911 ifiin 


in 




3h 


6ti 


SEQIDN0327 


YNU12W 




2x2, 










SEQID NO 329 


YNL131W 


T0M22 


-9.70 




1.52 






SEQ ID NO 331 


YNL134C 












SEQ ID NO 333 


YNU43C 




t12 




-2.02 






SEQ ID NO 335 


YNL179C 




2.66 




-2.87 




SEQ ID NO 337 


YNL338W 




1.78 


2.79 


1.62 




SEQ ID NO 339 


YNR002C 


FUN34 






-1.67 


1.65 




SEQ ID NO 709 


YOL052C-A 


DDR2 










SEQ (D NO 341 


YOL106W 






3.51 


2.44 




-1.87 


SEQ (D NO 343 


YOU09W 


zeoi 






-3.45 


-3.11 


SEQ ID NO 345 


yOU26C 


MDH2 




1.91 






SFO ID NO 347 


YOU39C 


COC33 






2-17 






SEQ ID NO 349 


YOU50C 




17.69 










CRT) in NO 351 


YOU51W 


GRE2 


9.20 










SPO ID NO 353 


YOm20W 


GC/T 






-1,46 






<ipn in MO 355 


YOmBIC 




1.54 


3.40 


1.63 






ftPO in NO 3»i7 


Y0R122C 


PFY1 






1.40 








Yomsic 




2.61 












YOR261C 


RPN8 




2.59 


1.54 






<>F0 in NO 363 


YOR267C 




1.76 


1.07 


-1.10 




-1.21 


<5FO in NO 3fi5 


YOR2S5W 




-2.15 








<5PO in NO 3f?7 


YOR2$6W 




-18.36 








-1.66 


^po in NO 3Rg 


Y0R32/C 


SNC2 










SEQ ID NO 371 


YOR372C 


NDD1 


2.19 


1.92 








SEQ ID NO 373 


YOR374W 


AL04 




-12.93 








SEQ ID NO 375 


YOR382W 




4.02 










SEQ ID NO 377 


YPL037C 


EGD1 


-5.83 








-2.17 


SEQ ID NO 379 


YPL078C 


ATP4 


-4.50 




1,22 




-6.18 


SEQ ID NO 381 


YPLQ79W 


RPL21B 










SEQ ID NO 383 


YPL035W 


SEC16 


2.28 










SEQ ID NO 385 


YPL0d9C 


RLM1 


1.94 


2.74 


1.22 






SEQ ID NO 387 


YPU90C 


NAB3 


2.80 










SEQ ID NO 389 


YPL201C 




-3.57 










SEQ ID NO 391 


Ypuzm 


ATP15 






2.40 






SEQ (D NO 393 


YPR02SW 


YIP2 


-12.41 










SEQID NO 395 


YPR035W 


GLN1 






-2.78 
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45 CDS'8 


total number 


116595 
70785 
91018 
34546 


36518 
14571 
16957 
1 9801 
1 119672 
52057 


202351 
140194 


212858 
114451 


44797 
26357 


154529 
68463 


257930 
107568 


u> 

r- 
r- 

a 
? 

8 


y. per thousand I 


21.1 
12.6 
16.2 
6.1 


in CO „ ^ CO 

CO CM 'T^ CM ^ 


CO ^ 
CO ^ 
' CM 


37.8 
20.4 




27.5 
12.2 


45.9 
19.1 


CO 


frequenc 


















T3 1 


















gx 

if 


CD ^ CM 


r- 'J— CO CO ^ OJ 


▼-CM 


in 




00 


cod 




P 


) 
















Ii 
"a 

o ? 




k 


K 




K 


X 


»< 1 


CDS'8 


IL. 

I 

E 

a 
c 

1 


8686 
3582 
4357 
578 


1682 
204 
989 

6673 

1 769 


10731 
5293 J 


12323 
4152 


2757 
493 


9964 
1948 


14001 
3252 


















<^ 
o 

ID 

CO 

c 


X 

c 

Q 

a 
c 


I 

1 

I 














s 


c 


- 1^ N. \r 

X O CM lO CM 


o> tf> 00 *° N- 
lO d CO c> ^ cvi 


37.9 
187 


43.6 


cri ^ 


35.2 


49.5 

1 1 .3 


ci 

} 


s 
s 


> 
> 














J 


c 
c 
c 

T 

C 
< 


= => o < a 
? u o o o 


3 O < C3 < a 
O O O O O C!) 

o o o o < < 


AAU 


GAU 


UGU 


CAA 


< < 




f 


3 < 


Arg 


Asn 


< 




Gin 


Qlu 
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45 CDS's 1 


total numtjar 


134515 
54629 
61481 


o 00 
CM a> 

CO CM 00 
Q CO 

c5 K 


169795 
98126 
100027 


148133 
152590 
68479 
30218 
75414 


236746 
173174 


117410 


146355 
102389 


cerevisiae 116 


y. oer thousand I 


23.9 
9.7 
10.9 




30.2 
17.1 
17.8 


26.3 i 

27.1 I 

12.2 i 
5.4 ! 
13.4 


42.1 
30.8 


20.9 


CM ^ 


in 


S 




















) 


















CM N. CI 


00 




CM CM T- 


CM KO 


00 






:hosen for 


»< 




K 


K 


K 


K 


X 




) uopoo 
















albicans 522 CDS's 


a 

E 

r 
c 


9492 
1281 
3874 


2182 
3964 
1642 


11281 
4005 
3478 


295 
10204 
2777 

694 ' 
1133 


13760 
5477 


5219 


8100 
4486 


X. 

\ 

I 


^ 8^52 


^ 00 

^ uj 


39.9 
14.2 
12.3 




48.6 
19.4 


T" 


28.6 
15.9 


d 


g 

1 


[ 

r 

I 














) 

\ 
\ 


0 

c 
c 

1 


\ 3 O < 

I a o a 
o a o 


O 3 O 
o < < 
C) o O 


3 O < 
3 3 3 
< < < 


< a 3 o < 

3 3 3 3 3 
3 3 O O O 


AAA 

AAG 


o 


O 


I 
I 


c 
c 


0 >^ 
3 O 


CO 

X 




Ueu 

1 


Lys 




Q- 
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C ^orm/iaiflA 11645 COS'S 1 


total number 


38247 

102277 

29758 


58583 

132608 

79928 

105570 

48186 

79649 

54330 


113634 


99759 
44817 


58092 


105489 
82483 


123726 
65203 
66100 
60033 


frequency: per thousand 


13.6 
6.8 
18-2 
5.3 


CO eg 00 cvi f^. 


20.2 
12.6 
17.7 
8 


10.3 


18.8 
14.7 


22 
11.6 
11.8 
10.7 




codons used In 


Wt muBAX gene | 




0> ^ t- lO 






CO 


CM 




TABLES-coTitinued 


codon chosen for 


synthCaBAX gene 1 


X 


X 


K 


K 


X 






total number! 


3722 
1027 
7531 
686 


U> 00 U) (O CO o> 
12 OF) CM lO CO CC 

(O Cl> d> CO (o CM 
^ CO CM CO CO T- 


6898 


3928 
4928 
1019 


3115 


6782 
3280 


9391 
2927 
2265 


h 

3 

3 1 

i 

a 
2 


13.2 
3.6 
26,6 
2.4 


3.1 
23.3 
10.3 
24.6 
6.5 
23.6 
4.5 


30.7 

13.9 ' 
17.4 

3.6 




CM ^ 


► CM CO 


cn 
c 
Q 
T3 
C 

c 


3 O < C3 
o p O O 
o oo o 


O 3 U < (9 3 CJ 
O 3 3 O 3 < < 


» 3 O < (S 
1 P Q Q C 
< < < < 


a 


UAU 

MAC 


> 3 O < O 

: r> 3 ^ Z3 
I o o o o 


<c 
a 


Pro 


Ser 


Thr 


6 

V- 


Tyr 


Val 
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TABLE 9: Regulation of 23 selected "Bax-speclfic" functions 



Cellular role: Amlno-acld metabolism 



ORF 


Gene 


Control 


Bax 


H202 


BvsC 


YOR302W 


YOR302W 


11541.92 


26806.35 


8895.74 


2.32 






Cellular role: Cell stress 






ORF 


Gens 


Control 


Bax 


M202 


BvsC 


YML028W 


TSA1 


12889.91 


2168.45 


11327.38 


0.17 




Cellular role: Chromatin/dimmosome sffucftire 




ORF 


.Gene 


Control 


Bax 


H202 


BvsC 


YBR009C 


HHF1 


2149.69 


8655.43 


2909.14 


4.03 


YDR224C 


HTB1 


13661.40 


55556.34 


18829.27 


4.07 


YNL030W 


HHF2 


8676.99 


19603.93 


4732.39 


2.26 




Cellular role: Ertergy generation 




ORF 


Gens 


Control 


Bax 


H202 


BvsC 


YBL099W 


ATP1 


272821 


6788.71 


1644.48 


322 


YGR183C 


QGR9 


23181.54 


61865.40 


24053.00 


3.53 


YJU66W 


QGRB 


5296.71 


18093.93 


5001.65 


3.42 


YLR038C 


C0X12 


7336.65 


19935.69 


5118.43 


2.72 




Cellular role: Signal transcfucf/on 




ORF 


Gene 


Control 


Bax 


H202 


BvsC 


YHR135C 


YCK1 


3939.64 


6358.11 


3707.17 


2.12 


YOL100W 


PKH2 


2218.45 


6088.96 


2619.31 


2.74 




Cellular role: Transcrip^on factor 




ORF 


Gene 


Control 


Bax 


H202 


BvsC 


YDR216W 


ADR1 


5925.91 


18459.00 


6434.43 


3.11 






Cellular role: Unknown 






ORF 


Gene 


Control 


Bax 


H202 


BvsC 


YDR504C 


YDR504C 


2741.47 


6908.49 


2839.62 


2.52 


YGR146C 


YGR146G 


2099,74 


5616.94 


1303.89 


2.68 


YGR236C 


SPG1 


17717.80 


64439.96 


24134.29 


3.64 


YHR138C 


YHR138G 


6218.30 


14817.41 


5220.50 


2.38 


YJL142C 


YJL142C 


6988.27 


16006.02 


6740.46 


229 


YKL123W 


YKL123W 


2826.82 


5952.34 


2766.04 


2.11 


YLR414C 


YLR414C 


4510.80 


11867.69 


3531.27 


2.63 


YMR107W 


YMR107W 


13453.15 


78850.98 


17417.00 


5.66 


YOL099C 


YOIJ099C 


3690.45 


11604.72 


5454.15 


3.14 


YPL201C 


YPL201C 


15960.14 


33633.74 


7449.66 


2.11 


YJL060W 


YJLJ060W 


6798.50 


2406.39 


6356.11 


027 



wo 02/064766 PCT/EPOl/15398 

73 



REFERENCES 

Altshul. S.R, Gish. W., Miller. W., Myers. EW. and Upman D.J. (1990). Basic ocal alignment 

search tool. J. Mol. Biol. 215. 403-410. 
5 Apte, S. S., M. G. Mattel M. F. Seldin and B. R. Olsen (1995). The highly conserved defender 

against the death 1 (DAD1) gene maps to human chromosome 14q11-q12 and mouse 

chromosome 14 and has plant and nematode homologs." FEBS Lett 363(3): 304-6. 
Bairoch, A. and Apweller, R. (1998), The SWISS-PROT protein sequence data bank and Its 

supplement TrEMBL in 1998. Nucleic adds Res. 26, 38-42. 
10 Bishop M J., ed. (1994). Guide to Huge Computers. Academic Press, San Diego. 

Brown, A.J., G. Bertram, et at. (1991). "Codon utilisation in the pathogenic yeast, Candida 

albicans.** Nucleic Acids Res 19(15): 4298. 
Carillo, H. and Upton, D. (1988). SIAMJ. Applied Math. 48. 1073. 

Casadaban, M.J., and Cohen. S.N. (1980). Analysis of gene control signals by DNA fusion and 
15 cloning in Escherichia coli. J. Mo/. Biol. 138, 179-207. 

Chien, C. T.. Bartel, P.L, Stemglanz, R.. and Relds, S. (1991). The 2-hybrid system - a method 

to identify and clone genes for proteins that interact with a protein of interest. Proc. Natl. 

Acad Sci USA 88. 9578-9582. 
Cormack, B.P., G. Bertram, etal. (1997). "Yeast-enhanced green fluorescent protein (yEGFP) a 
20 reporter of gene expression in Candida albicans." Microbiology 1 43(R 2): 303-1 1 . 

Oevereux, J.. Haeberli. P. and Smithies. O. (1984). A comprehensive set of sequence analysis 

programs for the VAX. Nudeic Acids Research 12. 387-395. 
Fonzi, W. A. and M. Y. Irwin (1993). "Isogenic strain oonstmction and gene mapping In Candida 

albicans." Genetics 134(3): 717-28. 
25 Gatignol. A., Dassin, M. and Tiraby, G. (1990). Cloning of Saocharomyoes cerevisiae promoters 

using a probe vector based on phleomycin resistance. Gene 91 . 35-41 . 
Geysen. H.M.. Rodda. S.J. and Mason, T.J. (1986). A priori delineation of a peptide which 

mimics a discontinuous antigenic determinant MoL Immunol. 23. 709-715. 
Greenhalf, W., C. Stephen, and B. Chaudhuri (1996). "Role of mitodiondria and C*tenninal 
30 membrane anchor of Bcl-2 in Bax induced growth an^est and mortality in Saccharomyces 

cerevisiae." FEBS Lett 380(1-2): 169-75. 
Herreros. E., M.I. Garcia-Saez, etal. (1992). "A reorganized Candida albicans DNA sequence 

promoting homologous non-integrative genetic transformation." Mol Microbiol 6(23): 3567- 

74. 



wo 02/064766 PCT/EPOl/15398 

74 



Hinnebush, A.G. and Llebman, S.W., in : The Molecular Biology of the Yeast SaoOiaromyoes 

(1991). Broach, J.R., Pringle. J.R- and Jones. E.W-, eds., CSH Laboratory Press, NY. 
Ink. B,, M, Zornig, B. Baum, N, Hajibagheri, C. James, T. Chittenden and G. Evan (1997). 

"Human Bak Induces cell death in Schizosaocharomyces pombe with morphological 
5 changes similar to those with apoptosis in mammalian cells." Mol CelLBiol 17(5): 2468-74. 
JQrgenmelser, J.M.. Krajewski, S., Anmstrong, R., Wilson, G.M., Oltersdorf, T., Fritz, LC, Red, 

J.C, and Ottilie, S. (1997). Bax- and Bak-lnduced cell death in the fission yeast 

Schizosaocharomyces pombe. Mol. BioLCB\\B,dZ5^29. 
Knudson, C. M. and S. J. Korsmeyer (1997). ''Bcl-2 and Bax function independently to regulate 
10 cell death." Nat Genet 16(4): 358-63. 

Kohler, F. and Milstein. C. (1975). Continuous cultures of fused cells secreting antibody of 

predefined specificity. Nature 256, 495-497. 
Kozak, M. (1981). "Possible role of flanking nucleotides in recognition of the AUG initiator codon 

by eukaryotic ribosomes." Nudeic Acids Res 9(20): 5233-62. 
15 Ligr. M.. Madeo. F., Froehlich, E.. Hilt, W., Froehlich. K.-U. and Wolf, D.H. (1998). Mammalian 

Bax triggers apoptotic changes in yeast. FEBS Lett, 438, 61-65. 
Lloyd. A.T. and P.M. Sharp (1992). "Evolution of codon usage patterns: the extent and nature of 

divergence between Candida albicans and Saocharomyces cerevisiae." Nucleic Acids Res 

20(20): 5289-95. 

20 Lockhart, D.J. Dong. H. Byrne, M.C.. Follettie, M... Gallo, M.V,. Chee. M.S., Mitteman. M., 
Wang, C, Kobayashi, M., Norton, H and Brown, E.L. (1996). Expression monitoring by 
hybridisation to high density oligonucleotide an^ays. Nature Biotechnology i4, 1675-1680. 
Madeo. F.. Frohlich, E., Ugr, M., Grey, M., Sigrist. S. J., Wolf, D.H., and Frohlich, K.U. (1999). 
Oxygen stress: a regulator of apoptosis In yeast J Cell Biol 145, 757-767. 

25 Muchmore. 8. W., M. Battler, H. Liang, R. P. Meadows, J. E. Marfan, H. 8. Yoon, D. Oitvai, Z. N. 
and 8. J. Korsmeyer (1994). ''Checkpoints of dueling dimers foil death wishes [comment]." 
Cell 79(2): 189-92. 

Reed. J. C. J. M. Ju^ensmeier, and 8. Matsuyama (1998). "Bcl-2 family proteins and 

mitochondria." Biochim Biophys Acta 1366(1-2): 127-37. 
30 RiboGene Inc., Patent application (1 995) PCT WO 9571 1969. 

Rossanese, O.W., J. Bodertiolm, et al. (1999). 'XSoIgi structure correlates with transitional 

endoplasmic reticulum organization in Piohia pastoris and Baccharomyces cerevisiae." J 

Cell Biol 145(1): 69-81. 

Sambrook J., Fritsch E.F. and Maniatis, T. (1989). Molecular Cloning: A Laboratory Manual, 2"** 
35 Ed., CSH Laboratory Press, NY. 



wo 02/064766 



75 



PCT/EPOl/15398 



Sambrook, J., E.F. Fritsch. et al. (1989). Drtection and Analysis of Proteins Expressed from 
Cloned Genes. Molecular Qoning: A Laboratory Manual. New York, Cold Spring Harbor 
Laboratory Press. 3: 18.35. 

Sandbaken, M.G., Luplsella, JA, DIDomenico. B., and Chakraburtty,K. (1990). Protein 
5 synthesis in yeast Structural and functional analysis of the gene enooding elongation factor 
III. J. Biol Chem. 265. 15838-15844. 

Sato, T., M. Hanada, S, Bodrug, S. Irie, N. Iwama, L H. Boise, C. B. Thompson, E. Golemis. L 
Fong, H. G. Wang and J. C. Reed (1994). "Interactions among members of the Bcl-2 protein 
family analyzed with a yeast two-hybrid system [published erratum appears In Proc Natl 
10 Acad Sci U S A 1995 Feb 28:92(5):2016].'' Proc Natl.Acad Sci U S A 91(20): 9238-42. 

Sherman, F., Fink. G,R.. and Hicks. J.B. (1979). Methods In yeast genetics, GSH Laboratory 
Press, NY. 

Sohlesti, R.H,. and Gietz, D.R, (1989). High efficiency transformation of Intact yeast cells using 

single stranded nucleic acids as a canier. Curr. Genet 16, 339-346. 
15 Schwartz. L. M., S. W. Smith, M. E. Jones and B. A. Osborne (1993). "Do all programmed cell 

deaths occur via apoptosis?" Proc Natl Acad Sci U S^ 90(3): 980-4. 
Stoesser. G., Moseley, M.A., /Sleep, J., McGowran, M., Garcia-Pastor, M. and Sterk, P. (1998). 

Nucleic Adds Res. 26, 8-15. 
Walsh, T.J. (1992). invasive Fungal Infections: Problems and Challenges for Developing New 
20 Antifungal Compounds, in :"Emerging Targets In Antibacterial and Antifungal 

Chemotherap/* ,J. A. Sutdiffe and N.H. Georgopapadakou, eds. Chapman and Hall, NY, pp 

349-373. 

Zha, H., H. A. Rsk, M. P. Yaffe, N. Mahajan, B. Hennan and J. C. Reed (1996).. "Structure- 
function comparisons of the proapoptotic protein Bax in yeast and mammalian cells." Mol 
25 Cell Biol 16(1 1 ): 6494-508 

Zhu, J. (1986). One step selection of a multicopy integrant based on yeast genomic 
transformation. In "Heterologous gene expression in Saccharomyces cerevisiae using a 
dominant selection and amplification system". Ghent University, doctoral dissertation, p 45. 



wo 02/064766 



76 



PCT/EP01/1S398 



CLAIMS 

1. An isolated nucleic add representing a synthetic BAX-gene selected from tlie group 
consisting of: 

5 a) a nucleic acid comprising a sequence as represented by SEQ ID NO 1 , 

b) a nucleic acid comprising a fragment of a sequence of SEQ ID NO 1 and encoding a 
functional fragment of the sequence represented by SEQ ID NO 2, 

c) a nucleic acid comprising a sequence as represented in any of SEQ ID NOs 3 to 10, 

d) a nucleic acid which is more than 75 % identical to the nucleic acid as represented by 
10 SEQ ID NO 1, or to a nucleic acid according to the nucleic acid as defined in b) or c)» 

and, 

e) a nucleic acid as defined in any one of (a) to (i) interrupted by intervening DNA 
sequences, 

or a nucleic acid representing the complement of any of said nucleic acids as defined in (a) 
15 to(d). 

2. An isolated nucleic acid according to claim 1 which is DNA, cDNA, genomic DNA, synthetic 
DNA, or RNA wherein T is replaced by U, 

3. A vector comprising a nucleic acid as defined in claim 1 or 2. 

4. A vector according to claim 3 which is an expression vector wherein said nucleic acid 
20 sequence is operably linked to one or more control sequences allowing the expression in 

prokaryotic and/or eukaryotic host cells. 

5. An expression vector acoording to claim 4 which comprises an inducible promoter 

6. An expression vector according to claim 4 or 5 which comprises a sequence encoding a 
reporter molecule. 

25 7. A vector acoording to any of claims 3 to 6 for inducing programmed cell death in Candida 
spp. 

6. A host cell transformed, transfected or infected with a vector according to any of claims 3 to 
7. 

9. A host cell of claim 8 which is a bacterial, yeast or fungal cell. 

30 1 0. A host cell according to claim 8 or 9 wherein said cell is a Candida spp. celL 

1 1 . A genetically modified yeast or fungal cell according to claim 9 wherein said modification 
results in the onset of at least one pathway eventually leading to programmed cell death. 
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12. A genetically modified Candida spp. cell aooording to claim 10 wherein said modification 
results In the onset of at least one pathway eventually leading to programmed cell death. 

13. A method for identifying Bax-resistant yeast or fungi comprising the steps of: 

a) providing (a) genetically modified yeast or fungi according to claim 1 1 , 
5 b) treating said genetically modified yeast or fungi with a mutagen, 

c) isolating resistant yeast or fungal cells, and, 

d) optionally identifying and/or characterizing mutated genes in said resistant yeast or 
fungal cells. 

14. A method for identifying Candida spp. sequences which are differentially expressed in a 
10 pathway eventually leading to programmed cell death using a nucleic acid as defined in 

claim 1 or 2, a vector according to any of claims 3 to 7 or a genetically modified host cell 
according to claim 10. 

15. A method for obtaining and identifying Candida spp. sequences involved in a pathway 
eventually leading to programmed cell death comprising the steps of: 

15 a) providing a two hybrid system wherein a polypeptide encoded by a nudeic acid 
according to claim 1 or a vector according to any of claims 3 to 7 as a bait and a 
Candida spp. cDNA library as a prey are expressed, 

b) detecting an interaction between said polypeptide and a Candida spp. polypeptide 
encoded by said cDNA library, and, 

20 c) identifying said Candida spp. polypeptide or cDNA. 

16. A method for identifying inhibitors (or inhibitor sequences) of Bax-induced cell death 
comprising the steps of: 

a) providing a genetically modified organism according to claim 1 0, 

b) expressing a cONA library in said genetically modified organism, and, 

25 c) identifying a polypeptide or a cDNA v^^ich expression has a beneficial effect on the 
survival and/or growth of said genetically modified organism. 

17. A method according to claim 16 wherein said genetically modified organism is a Candida 
spp. 

30 16. An isolated Candida spp. nucleic acid identifiable by any of the methods of any of claims 12 
to 17. 

19. An isolated Candida spp. nucleic acid according to daim 18 selected from: 
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(a) a nucleic add encoding a protein having an amino acid sequence as represented in any 
of SEQ ID NOs 434. 398. 400. 402. 404, 406. 408. 410. 412. 414, 416. 418. 420. 422. 
424, 426, 428, 430. 432, 436, 438. 440, 442, 444. 446. 448, 450. 452, 454. 456. 458, 
460, 462, 464, 466, 468, 470, 472, 474, 476. 478, 480, 482, 484, 486. 488. 490. 492. 

5 494, 496, 498, 500. 502. 504. 506, 508, 510. 512. 514. 516. 518. 520, 522. 524. 526. 

528. 530. 532, 534. 536. 538. 540. 542, 544. 546. 548. 550, 552, 554. 556, 558, 560, 
562, 564. 566. 568. 560, 562, 564. 566. 568, 570, 572. 574, 576, 578, 580. 582, 584, 
586, 588. 590, 592, 594, 596, 598. 600, 602, 604, 606, 608. 610, 612. 614. 616, 618. 
620, 622, 624. 626, 628, 630, 632, 634, 636. 638, 640, 642, 644, 646, 648, 650, 652. 

10 654, 656, 658. 660, 662, 664. 666. 668. 670. 672, 674, 688. 718, 720. 722. 724, 726, 

728, 730 and 732. or encoding a functional equivalent, derivative or bioprecursor of said 
protein, 

b) a nucleic acid encoding a protein ha\^ng an amino acid sequence which is more than 70 

% similar to any of the amino acid sequences represented in SEQ ID NOs 434, 398, 
15 400, 402, 404, 406. 408, 410. 412. 414. 416. 418. 420, 422. 424, 426. 428. 430, 432. 

436, 438. 440. 442. 444. 446. 448. 450. 452. 454, 456, 458. 460. 462, 464. 466. 468. 

470, 472, 474, 476. 478, 480, 482. 484. 486, 488. 490. 492. 494. 496. 498. 500. 502. 

504, 506. 508. 510. 512, 514, 516, 518, 520, 522, 524. 526. 528. 530. 532. 534. 536, 

538. 540, 542. 544, 546. 548, 550. 552. 554, 556. 558, 560. 562, 564, 566, 568, 560, 
20 562. 564, 566. 568. 570. 572, 574. 576. 578. 580, 582. 584. 586, 588, 590. 592. 594, 

596, 598, 600, 602, 604, 606, 608, 610, 612. 614, 616, 618. 620, 622, 624, 626, 628. 

630, 632, 634, 636, 638. 640, 642, 644. 646. 648. 650. 652, 654, 656, 658, 660, 662, 

664, 666. 668, 670, 672, 674. 688. 718, 720, 722, 724. 726, 728. 730 and 732, 

c) a nucleic add encoding a protein having an amino acid sequence which is more than 70 
25 % identical to any of the amino add sequences represented in SEQ ID NOs 434, 398, 

400, 402. 404, 406, 408. 410. 412. 414. 416, 418. 420, 422. 424. 426, 428, 430. 432, 
436, 438. 440. 442. 444. 446. 448. 450. 452. 454. 456. 458. 460, 462, 464. 466, 468. 
470, 472, 474. 476. 478. 480. 482, 484. 486, 488. 490. 492. 494. 496. 498. 500. 502. 
504, 506, 508. 510. 512, 514. 516. 518, 520. 522. 524, 526, 528, 530. 532, 534, 536. 
30 538, 540, 542. 544, 546, 548. 550. 552, 554. 556. 558, 560, 562, 564, 566, 568. 560. 

562, 564, 566. 568, 570, 572. 574. 576, 578, 580. 582. 584, 586. 588, 590, 592, 594, 
596, 598. 600. 602, 604, 606, 608. 610, 612, 614, 616, 618, 620, 622, 624, 626, 628, 
630. 632. 634, 636, 638, 640, 642. 644, 646, 648, 650. 652, 654, 656, 658, 660. 662, 
664, 666, 668, 670, 672. 674, 688, 718. 720. 722. 724. 726. 728, 730 and 732, 
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d) a nudeic acid comprising a sequence as represented in any of SEQ ID NOs 433, 397, 
399, 401, 403, 405, 407, 409. 411, 413. 415, 417. 419, 421. 423, 425, 427. 429, 431, 
435, 437, 439, 441. 443, 445, 447, 449, 451. 453. 455, 457, 459, 461, 463, 465, 467, 
469, 471, 473, 475, 477. 479. 481. 483. 485. 487, 489. 491, 493, 495, 497. 499. 501, 

5 503, 505, 507, 509. 511. 513. 515. 517. 519. 521. 523. 525. 527. 529. 531. 533, 535, 

537, 539. 541. 543. 545. 547. 549. 551. 553. 555. 557. 559. 561, 563. 565, 567, 569, 
571. 573. 575. 577, 579. 581. 583. 585. 587, 589. 591. 593. 595. 597, 599. 601. 603, 
605, 607, 609, 611. 613. 615. 617, 619. 621, 623. 625. 627. 629, 631, 633, 635. 637, 
639, 641. 643. 645, 647, 649, 651, 653, 655, 657, 659, 661, 663. 665, 667. 669. 671, 
10 673. 687. 717. 71 9. 721 . 723, 725, 727. 729 and 731 , 

e) a nudeic acid which is more than 70 % identical to any of the nucleic acid sequences as 
represented by any of SEQ ID NOs 433, 397. 399, 401. 403, 405. 407, 409. 411, 413. 
415. 417. 419, 421. 423. 425. 427, 429. 431, 435. 437, 439. 441. 443, 445. 447. 449, 
451, 453. 455. 457, 459. 461. 463. 465, 467. 469. 471. 473. 475. 477. 479, 481. 483. 

15 485, 487, 489. 491. 493, 495. 497. 499, 501, 503, 505, 507, 509, 511, 513, 515. 517. 

519. 521. 523. 525. 527. 529, 531, 533, 535. 537, 539. 541, 543, 545, 547, 549, 551, 

553, 555, 557. 559, 561. 563. 565. 567, 569, 571, 573. 575. 577, 579, 581. 583, 585. 

587, 589, 591. 593. 595, 597, 599. 601, 603, 605, 607. 609, 611, 613, 615. 617, 619. 

621, 623, 625. 627, 629. 631. 633, 635. 637. 639. 641, 643, 645, 647, 649, 651. 653. 
20 655, 657, 659, 661, 663, 665, 667, 669, 671, 673, 687, 717, 719, 721, 723, 725. 727, 

729 and 731, and 

f) a nudeic acid encoding a functional fragment of any of the nudeic acid sequences as 

specified in any of a) to d), 

20. An isolated nucleic acid as defined in according to daim 19 which is DNA, cDNA. genomic 
25 DNA, synthetic DNA, or RNA wherein T is replaced by U. 

21 . An isolated nudeic acid capable of selectively hybridizing to a nucleic acid as defined in any 
of claims 1 8 to 20 or the complement thereof. 

22. An antisense molecule comprising a nudeic add capable of selectively hybridizing to a 
nucleic add as defined in any of claims 18 to 21. 

30 23. A nucleic add probe which selectively hybridises with any of the nucleic acid molecules as 
defined in daim IB or 19. 

24. A nucleic acid primer which selectively amplifies any of the nucleic add molecules defined in 
claim 18 or 19. 
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25. An expression vector comprising a nudeic add according to any of daims 1 8 to 22. 

26. An expression vector according to daim 25 which is an expression vector wherein said 
nudeic add is operably linlced to one or more control sequences allowing the expression in 
prol<aryotic and/or eul(aryotic host cells. 

5 27. An expression vector according to claim 25 or 26 which comprises an indudble promoter. 

28. An expression vector according to any of daims 25 to 27 which comprises a sequence 
encoding a reporter molecule. 

29. A host cell transfonned. transfeded or infeded with the vector of any of daims 25 to 28. 

30. An isolated nudeic add according to any of daims 18 to 22 for use as a medicament 

10 31. An isolated polypeptide which is involved in a pathway for programmed cell death of 
Candida spp. and encoded by a nudeic acid as defined in daim 18 or 19, wherein said 
polypeptide is selected from: 

(a) a polypeptide having an amino add sequence as represented in any of SEQ ID NOs 
434. 398. 400. 402. 404. 406. 408, 410, 412, 414. 416. 418. 420. 422, 424, 426, 428, 

1 5 430. 432, 436. 438, 440. 442, 444. 446. 448, 450, 452. 454, 456, 458, 460. 462. 464, 

466, 468, 470. 472, 474. 476, 478. 480, 482. 484, 486, 488. 490, 492, 494, 496, 498, 
500. 502, 504. 506, 508, 510, 512, 514. 516. 518, 520, 522, 524, 526, 528, 530, 532. 
534. 536. 538. 540. 542, 544, 546. 548. 550. 552, 554. 556, 558, 560, 562, 564, 566. 
568, 560, 562. 564. 566, 568, 570. 572. 574, 576, 578, 580, 582, 584. 586. 588. 590. 

20 592. 594. 596. 598. 600, 602, 604. 606. 608. 610, 612, 614, 616, 618, 620, 622, 624, 

626, 628, 630. 632, 634, 636, 638, 640, 642. 644, 646. 648, 650, 652, 654. 656. 658, 
660, 662, 664. 666, 668, 670, 672, 674, 688. 718, 720, 722, 724, 726, 728, 730 and 732, 
or encoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a polypeptide having an amino acid sequence which is more than 70% similar to any of 
25 the amino add sequences as represented by any of SEQ ID NOs 434, 398, 400, 402, 

404, 406, 408, 410. 412. 414. 416. 418. 420. 422. 424, 426. 428, 430. 432, 436, 438, 
440. 442, 444. 446, 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 
474. 476. 478. 480. 482. 484, 486, 488, 490, 492, 494, 496, 498, 500, 502. 504. 506. 
508, 510. 512. 514. 516. 518, 520, 522, 524, 526, 528. 530. 532. 534. 536. 538. 540. 
30 542. 544. 546. 548, 550, 552. 554. 556. 558, 560. 562, 564, 566. 568. 560. 562. 564, 

566, 568. 570. 572. 574, 576, 578, 580, 582, 584, 586, 588, 590, 592. 594, 596. 598. 
600. 602, 604, 606, 608, 610, 612, 614, 616, 618, 620, 622, 624, 626, 628, 630, 632, 
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634. 636. 638, 640. 642. 644. 646, 648, 650. 6S2, 654, 656. 658, 660. 662, 664. 666. 
668, 670, 672, 674, 688. 718, 720, 722, 724, 726, 728, 730 and 732. 

(c) a polypeptide having an amino acid sequence whi(^ is more than 70% identical to any of 
the amino acid sequences as represented by any of SEQ ID NOs 434. 398, 400. 402. 

5 404. 406. 408, 410. 412. 414. 416. 418. 420, 422. 424. 426, 428. 430. 432, 436. 438. 

440. 442. 444. 446. 448. 450. 452. 454, 456, 458. 460. 462. 464. 466. 468. 470. 472. 
474. 476, 478, 480. 482. 484. 486, 488, 490. 492, 494, 496, 498. 500. 502, 504. 506, 
508. 510, 512, 514, 516, 518, 520, 522, 524, 526. 528, 530, 532, 534. 536, 538. 540, 
542. 544, 546. 548. 550. 552. 554. 556, 558, 560. 562^ 564. 566. 568. 560. 562. 564. 
10 566. 568. 570. 572. 574. 576. 578. 580, 582, 584. 586, 588, 590. 592, 594, 596. 598. 

600. 602. 604. 606, 608, 610. 612. 614. 616, 618, 620. 622, 624. 626, 628, 630. 632. 
634. 636. 638. 640. 642. 644. 646. 648. 650. 652. 654. 656. 658. 660. 662. 664. 666. 
668, 670. 672, 674, 688. 718. 720. 722. 724. 726. 728. 730 and 732. and 

(d) a functional fragment of any of said polypeptides as defined in a) to c). 

15 32. A polypeptide according to claim 31 for use as a medicament. 

33. An antibody capable of specifically binding to a polypeptide of claim 30 or to a specific 
epitope of said polypeptide. 

34. An antibody according to claim 33 for use as a medicament. 

35. A pharmaceutical composition comprising an antibody of claim 33 or 34. 

20 36. Use of an isolated nudeic acid encoding a polypeptide which is involved in a pathway 
eventually leading to programmed cell death of yeast or fungi and which nucleic add is 
selected from: 

(a) a nudeic add encoding a protein having an amino acid sequence as represented in any 
of SEQ ID NOs 18. 20, 22. 24. 26. 28. 30. 32. 34. 36, 38. 40, 42. 44. 46, 48. 50. 52. 54. 

25 56. 58. 60, 62. 64. 65. 68, 70, 72, 74, 76. 78. 80. 82, 84, 86. 88. 90. 92. 94. 96. 98. 1 00, 

102. 104. 106. 108. 110. 112, 114. 116. 118. 120. 122, 124. 126, 128, 130, 132. 134. 
136, 138. 140. 142. 144. 146. 148. 150. 152. 154. 156. 158. 160, 162, 164, 166, 168. 
170. 172, 174. 176, 178. 180, 182. 184. 186. 188. 190, 192. 194, 196, 198, 200, 202. 
204, 206. 208. 210. 212. 214. 216. 218. 220. 222. 224. 226. 228. 230. 232. 234. 236, 

30 238. 240, 242. 244. 246. 248. 250. 252. 254. 256. 258. 260. 262. 264. 266. 268. 270, 

272, 274, 276. 278. 280. 282, 284. 286. 288, 290. 292. 294. 296. 298. 290. 292. 294, 
296. 298. 300. 302. 304. 306. 308. 310. 312. 314. 316. 318. 320. 322. 324. 326. 328. 
330, 332, 324. 326, 328. 340. 342. 344. 346. 348. 350. 352. 354. 356. 358. 360. 362, 
364. 366. 368. 370. 372. 374. 376. 378, 380, 382. 384. 386. 388. 390. 392. 394, 396. 
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398, 400. 402. 404. 406. 408. 410, 412. 414. 416. 418. 420. 422, 424. 426, 428, 430. 
432, 434, 436, 438. 440. 442. 444, 446, 448, 450. 452. 454. 456. 458. 460. 462. 464. 
466. 468. 470. 472. 474. 476. 478. 480, 482. 484. 486. 488, 490. 492. 494. 496, 498. 
500. 502. 504. 506. 508. 510. 512, 514, 516, 518, 520, 522, 524, 526, 528, 530, 532, 
5 534, 536, 538. 540. 542. 544. 546. 548. 550, 552. 554. 556, 558. 560. 562. 564. 566, 

568, 560, 562 .564, 566, 568. 570. 572. 574. 576. 578, 580. 582. 584. 586, 588. 590. 
592, 594, 596, 598. 600, 602, 604, 606. 608. 610. 612. 614, 616. 618. 620. 622, 624, 
626, 628. 630. 632, 634. 636, 638, 640, 642, 644, 646, 648. 650. 652, 654. 656, 658. 
660. 662, 664. 666, 668. 670, 672, 674, 688, 692. 694. 696. 698, 700. 702. 704. 706, 

10 708, 710. 712. 714. 716, 718. 720. 722, 724. 726, 728. 730 and 732. or encoding a 

functional equivalent, derivative or bioprecursor of said protein; 
(b) a nucleic acid encoding a protein having an amino acid sequence whicfi is more than 
70% similar to any of the amino acid sequences as represented by any of SEQ ID NOs 
18, 20. 22. 24, 26, 28, 30. 32, 34, 36, 38, 40. 42, 44. 46, 48. 50, 52. 54. 56, 58, 60, 62. 

15 64, 66. 68. 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92. 94, 96. 98, 100, 102. 104. 106. 

108. 110, 112, 114. 116. 118, 120, 122, 124, 126, 128, 130, 132. 134, 136. 138. 140. 
142. 144, 146, 148, 150. 152, 154, 156, 158. 160, 162, 164. 166, 168. 170, 172, 174, 
176. 178. 180. 182. 184. 186, 188, 190, 192, 194. 196, 198, 200. 202. 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226. 228. 230. 232. 234. 236, 238, 240, 242, 

20 244, 246. 248, 250, 252, 254, 256, 258, 260, 262, 264. 266. 268, 270. 272, 274. 276, 

278. 280, 282, 284, 286, 288, 290, 292, 294. 296, 298. 290, 292. 294, 296. 298. 300, 
302. 304. 306. 308. 310. 312. 314. 316. 318. 320, 322, 324, 326, 328, 330, 332, 324, 
326, 328, 340, 342, 344. 346. 348. 350. 352. 354, 356, 358. 360, 362, 364, 366, 368, 
370, 372. 374. 376, 378. 380. 382. 384. 386, 388. 390. 392. 394. 396. 398. 400. 402. 

25 404, 406, 408, 410, 412, 414. 416. 418, 420. 422, 424, 426, 428. 430. 432. 434. 436, 

438, 440, 442, 444, 446, 448, 450. 452. 454. 456. 458. 460, 462. 464. 466. 468. 470. 
472, 474. 476. 478. 480. 482. 484. 486. 488. 490, 492, 494, 496, 498, 500, 502, 504, 
506, 508, 510, 512, 514, 516, 518, 520. 522. 524, 526, 528, 530. 532. 534. 536. 538, 
540, 542. 544, 546, 548. 550. 552. 554. 556. 558. 560. 562, 564. 566. 568, 560, 562, 

30 564, 566, 568, 570, 572, 574, 576, 578, 580, 582, 584, 586, 588, 590, 592, 594. 596, 

598, 600, 602, 604, 606, 608, 610, 612. 614. 616. 618. 620. 622. 624. 626. 628. 630. 
632. 634. 636. 638. 640. 642. 644. 646. 648, 650. 652, 654, 656. 658, 660, 662. 664, 
666, 668, 670, 672, 674, 688, 692, 694, 696. 698. 700, 702, 704, 706, 708, 710. 712. 
714. 716, 718, 720, 722, 724. 726. 728. 730 and 732. 
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(c) a nudeic add encoding a protein having an amino acid sequence which is more than 
70% identical to any of the amino acid sequences as represented by any of SEQ ID 
NOs 18. 20. 22. 24. 26, 28, 30, 32. 34, 36. 38, 40. 42. 44. 46. 48. 50, 52, 54, 56. 58, 60, 
62, 64. 66. 68, 70, 72, 74. 76, 78, 80, 82. 84. 86. 88. 90, 92. 94. 96. 98, 100. 102. 104, 

5 106. 108, 110, 112. 114, 116, 118, 120. 122. 124, 126, 128. 130. 132, 134. 136. 138. 

140. 142. 144. 146. 148, 150, 152, 154, 156, 158, 160, 162. 164. 166. 168. 170, 172. 

174, 176, 178, 180, 182, 184, 186, 188. 190, 192, 194, 196. 198. 200. 202, 204. 206. 

208, 210, 212, 214, 216. 218, 220. 222. 224, 226. 228. 230. 232, 234, 236, 238. 240. 

242. 244. 246. 248, 250, 252, 254, 256, 258, 260, 262. 264, 266. 268, 270. 272, 274, 
10 276, 278. 280, 282. 284, 286, 288, 290, 292. 294, 296, 298. 290, 292. 294. 296, 298, 

300, 302. 304, 306. 308, 310, 312, 314. 316, 318. 320. 322. 324. 326, 328, 330. 332, 

324, 326. 328, 340, 342, 344, 346. 348. 350. 352, 354, 356, 358, 360, 362, 364, 366. 

368. 370, 372. 374. 376. 378, 380, 382i 384, 386, 388, 390, 392. 394. 396, 398, 400, 

402, 404, 406, 408. 410. 412. 414, 416. 418. 420, 422, 424, 426, 428. 430. 432. 434, 
15 436, 438. 440. 442. 444, 446. 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468. 

470, 472. 474. 476. 478, 480, 482. 484, 486, 488, 490, 492, 494, 496, 498, 500, 502. 

504, 506. 508, 510. 512. 514. 516, 518. 520. 522. 524. 526. 528. 530. 532. 534. 536. 

538, 540 542, 544. 546. 548. 550, 552. 554. 556. 558, 560, 562. 564. 566. 568. 560, 

562, 564. 566. 568, 570. 572. 574. 576. 578. 580. 582, 584, 586. 588, 590. 592, 594, 
20 596, 598, 600. 602. 604. 606. 608. 610. 612. 614. 616. 618, 620. 622. 624. 626, 628. 

630, 632. 634. 636. 638. 640. 642, 644. 646. 648, 650. 652. 654. 656, 658. 660. 662. 

664, 666, 668. 670, 672, 674. 688. 692, 694, 696. 698. 700, 702. 704, 706. 708, 710. 

71 2, 71 4. 71 6. 71 8, 720. 722. 724. 726. 728. 730 and 732. 

(d) a nucleic acid comprising a sequence as represented in any of SEQ ID NOs 17. 19, 21. 
25 23, 25, 27. 29, 31 , 33, 35, 37. 39. 41 , 43, 45. 47, 49, 51 . 53. 55. 57. 59, 61 , 63. 65. 67. 

69. 71. 73, 75, 77. 79, 81, 83. 85, 87, 89, 91, 93. 95. 97, 99. 101. 103. 105. 107, 109. 
Ill, 113. 115. 117. 119. 121. 123, 125. 127, 129, 131. 133. 135. 137. 139, 141, 143. 
145. 147, 149, 151, 153, 155. 157, 159, 161, 163, 165, 167, 169, 171, 173. 175, 177, 
179, 181. 183. 185. 187, 189, 191, 193, 195. 197, 199, 201, 203, 205, 207, 209, 211. 

30 213. 215. 217. 219. 221, 223. 225. 227, 229. 231, 233, 235. 237, 239, 241. 243, 245. 

247. 249. 251, 253. 255, 257, 259, 261, 263, 265, 267, 269. 271, 273, 275. 277, 279, 
281. 283. 285, 287, 289. 291, 293. 295, 297. 299. 301, 303, 305. 307. 309, 311, 313, 
315. 317, 319, 321, 323. 325. 327. 329. 331. 333. 335, 337, 339, 341, 343, 345. 347. 
349. 351. 353. 355. 357. 359. 361. 363. 365. 367. 369. 371, 373. 375, 377, 379, 381, 

35 383, 385, 387. 389, 391, 393. 395, 397. 399. 401. 403. 405. 407, 409. 411. 413. 415, 
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417. 419, 421, 423. 425, 427, 429. 431, 433, 435, 437. 439, 441, 443. 445. 447. 449. 

451, 453, 455. 457. 459. 461. 463. 465. 467, 469. 471. 473. 475. 477. 479. 481. 483. 

485. 487. 489. 491. 493. 495. 497, 499, 501, 503. 505. 507, 509. 511. 513. 515, 517, 

519. 521, 523. 525, 527, 529, 531, 533, 535, 537, 539, 541, 543, 545. 547, 549. 551. 
5 553. 555. 557. 559. 561. 563. 565. 567. 569. 571. 573. 575. 577. 579. 581. 583, 585, 

587. 589, 591, 593. 595. 597. 599. 601, 603. 605. 607. 609. 611. 613. 615. 617, 619, 

621. 623. 625. 627, 629. 631, 633, 635. 637. 639. 641. 643. 645. 647, 649. 651. 653, 

655, 657. 659. 661. 663. 665. 667. 669. 671. 673, 687, 691. 693. 695. 697. 699. 701. 

703. 705. 707, 709, 71 1. 713, 715. 717. 719. 721. 723, 725, 727. 729 and 731, 
10 (e) a nucleic acid which is more than 70% identical to any of the nucleic acid sequences as 

represented by any of SEQ ID NOs 17, 19, 21, 23, 25, 27. 29. 31 . 33, 35. 37. 39, 41 , 

43. 45. 47. 49, 51 . 53. 55. 57. 59. 61. 63. 65. 67. 69. 71. 73. 75. 77. 79. 81 , 83. 85. 87. 

89. 91, 93. 95, 97, 99, 101. 103, 105. 107. 109. 111. 113. 115. 117. 119. 121. 123. 125. 

127, 129. 131. 133. 135. 137. 139. 141, 143, 145, 147. 149, 151. 153. 155. 157. 159, 
15 161. 163, 165. 167. 169. 171. 173. 175. 177. 179. 181. 183. 185. 187. 189. 191. 193, 

195, 197, 199, 201, 203. 205, 207. 209. 211. 213, 215. 217, 219, 221. 223. 225. 227, 

229, 231, 233, 235, 237. 239, 241. 243. 245, 247, 249. 251. 253. 255. 257. 259. 261, 

263, 265, 267. 269, 271. 273. 275. 277, 279, 281, 283. 285. 287. 289. 291. 293. 295. 

297. 299. 301. 303. 305. 307, 309, 311, 313, 315, 317, 319. 321. 323. 325. 327. 329. 
20 331. 333. 335. 337. 339. 341. 343. 345. 347. 349. 351. 353. 355, 357, 359, 361, 363. 

365. 367. 369. 371, 373. 375. 377, 379, 381, 383, 385, 387. 389. 391, 393. 395. 397. 

399. 401, 403, 405, 407. 409. 411. 413. 415, 417. 419. 421. 423. 425, 427, 429, 431. 

433. 435. 437. 439. 441, 443, 445, 447, 449, 451, 453, 455, 457, 459, 461, 463, 465. 

467. 469. 471. 473, 475. 477, 470, 481, 483. 485, 487, 489, 491, 493. 495. 497. 499. 
25 501. 503. 505. 507. 509. 511. 513, 515, 517. 519, 521. 523. 525. 527. 529. 531. 533. 

535. 537. 539. 541. 543. 545. 547. 549. 551. 553. 555. 557. 559. 561. 563. 565. 567. 

569. 571. 573. 575. 577. 570. 581. 583, 585, 587, 589, 591, 593. 595, 597, 599, 601, 

603. 605. 607. 609. 611. 613. 615. 617. 619. 621. 623. 625. 627. 629. 631. 633. 635. 

637, 639. 641. 643. 645, 647, 649. 651. 653. 655, 657. 659. 661. 663. 665. 667, 669. 
30 671. 673. 687, 691. 693. 695. 697. 699. 701. 703. 705. 707. 709. 711. 713. 715. 717. 

71 9. 721 , 723. 725. 727, 729 and 731 , 

(f) a nucleic acid encoding a functional fragment of any of the nucleic acid sequences as 
specified in a) to e). and 

(g) the complement of any of the nucleic acid molecule as specified in a) to f). 

35 for the preparation of a medicament for treating diseases associated with yeast or fungi. 
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37. Use of an isolated polypeptide which is involved in a pathway eventually leading to 
programmed cell death of yeast or fungi, said polypeptide being selected from: 

(a) a polypeptide having an amino acid sequence as represented in any of SEQ ID NOs 
18. 20, 22. 24. 26. 28. 30. 32. 34, 36, 38. 40, 42, 44. 46. 46, 50, 52, 54, 56. 58, 60. 

5 62. 64. 66. 68, 70. 72. 74, 76, 78, 80, 82, 84. 86, 88, 90. 92. 94. 96. 98. 100, 102, 

104, 106. 108. 110, 112. 114. 116, 118, 120, 122. 124, 126. 128, 130. 132, 134. 136. 
138, 140. 142.. 144. 146. 148, 150. 152, 154, 156, 158. 160, 162. 164. 166. 168, 170. 
172. 174, 176, 178. 180. 182, 184, 186. 188, 190. 192. 194. 196. 198, 200, 202, 204, 
206. 208, 210, 212. 214, 216. 218. 220. 222, 224, 226, 228, 230, 232. 234. 236, 238, 

1 0 240. 242, 244. 246, 248. 250, 252. 254, 256. 258. 260. 262. 264, 266, 268, 270. 272, 

274. 276, 278, 280, 282. 284. 286. 288. 290, 292. 294. 296, 298, 290, 292, 294. 296, 
298. 300. 302, 304. 306. 308. 310, 312, 314, 316. 318. 320. 322, 324. 326, 328. 330. 
332, 324. 326, 328. 340. 342. 344, 346, 348, 350. 352. 354. 356. 358, 360, 362, 364. 
366. 368. 370, 372. 374. 376. 378. 380. 382. 384. 386. 388. 390, 392. 394. 396. 398. 

15 400, 402, 404. 406, 408, 410, 412. 414. 416. 418. 420. 422. 424, 426, 428, 430, 432, 

434. 436, 438, 440, 442, 444, 446, 448. 450. 452, 454, 456, 458, 460, 462, 464, 466. 
468. 470, 472, 474. 476, 478. 480. 482. 484. 486. 488. 490. 492. 494. 496, 498. 500, 
502. 504, 506, 508, 510, 512, 514, 516, 518^ 520. 522. 524. 526, 528, 530, 532, 534, 
536, 538. 540. 542. 544. 546. 548. 550. 552. 554. 556. 558. 560. 562. 564. 566, 568, 

20 560. 562. 564, 566. 568. 570. 572. 574, 576. 578. 580. 582. 584. 586. 588. 590. 592. 

594. 596. 598, 600. 602. 604. 606. 608, 610, 612. 614, 616, 618. 620. 622. 624, 626, 
628. 630. 632. 634, 636. 638. 640. 642. 644, 646. 648. 650, 652. 654. 656. 658. 660. 
662. 664. 666. 668. 670. 672. 674, 688. 692. 694. 696. 698, 700. 702. 704, 706. 708. 
710. 712. 714. 716. 718. 720. 722, 724, 726. 728. 730 and 732. or encoding a 

25 function^ equivalent, derivative or bioprecursor of said protein. 

(b) a polypeptide having an amino acid sequence which is more than 70% similar o any 
of the amino add sequences as represented by any of SEQ ID NOs 18. 20. 22. 24. 
26. 28. 30. 32. 34, 36. 38. 40. 42, 44. 46. 48. 50. 52, 54. 56. 58. 60. 62. 64. 66. 68. 
70. 72. 74. 76. 78. 80, 82, 84, 86. 88, 90. 92. 94, 96. 98. 100. 102. 104. 106, 108, 

30 110. 112. 114. 116. 116. 120, 122. 124. 126. 128. 130. 132, 134. 136. 138. 140. 142. 

144. 146. 148. 150, 152. 154. 156. 158. 160. 162. 164. 166, 168. 170. 172. 174. 176. 

178, 180. 182, 184, 186. 188. 190. 192. 194. 196, 198. 200, 202, 204, 206. 208, 210. 

212. 214. 216, 218, 220, 222. 224. 226. 228, 230, 232. 234. 236. 238. 240. 242. 244. 

246. 248. 250, 252, 254, 256, 258, 260. 262. 264. 266. 268. 270, 272, 274, 276. 278. 
35 280. 282. 284. 286. 288. 290. 292. 294, 298, 298. 290. 292. 294, 296. 298. 300. 302. 
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304, 306. 308, 310, 312. 314. 316, 318. 320. 322. 324. 326, 328. 330, 332. 324, 326. 
328, 340. 342. 344. 346. 348. 350, 352. 354, 356, 358. 360, 362, 364. 366. 368. 370. 
372, 374. 376. 378. 380. 382. 384. 386. 388, 390, 392. 394. 396. 398, 400, 402. 404. 
406, 408, 410, 412. 414, 416, 418. 420. 422, 424, 426, 428, 430, 432, 434, 436. 438, 
440. 442, 444, 446, 448. 450, 452, 454, 456, 458, 460, 462. 464, 466, 468. 470, 472. 
474, 476. 478. 480. 482. 484, 486. 488. 490. 492. 494. 496. 498. 500, 502, 504, 506, 
508, 510, 512. 514. 516. 518. 520. 522. 524. 526, 528. 530. 532, 534, 536. 538, 540. 
542, 544, 546. 548. 550. 552. 554. 55iB, 558, 560. 562, 564. 566. 568. 560. 562. 564, 
566. 568. 570, 572, 574. 576, 578. 580, 582, 584. 586. 588. 590, 592. 594. 596. 598, 
600, 602, 604, 606. 608. 610, 612, 614, 616, 618. 620. 622, 624, 626, 628. 630, 632. 
634. 636, 638. 640, 642, 644, 646, 648, 650, 652, 654, 656, 658, 660. 662. 664, 666, 
668. 670. 672, 674. 688. 692. 694. 696. 698. 700. 702. 704. 706. 708. 710, 712. 714. 
716. 718, 720, 722. 724, 726, 728. 730 and 732, 
(c) a polypeptide having an amino acid sequence which is more than 70% identical to 
any of the amino acid sequences as represented by any of SEQ ID 18, 20, 22, 24. 
26, 28, 30, 32, 34, 36, 38. 40. 42. 44, 46. 48. 50, 52, 54. 56. 58, 60. 62, 64, 66, 68. 
70. 72, 74, 76. 78. 80. 82, 84, 86. 88, 90, 92. 94. 96. 98. 100. 102, 104, 106. 108, 
110. 112, 114. 116, 118, 120. 122, 124, 126. 128, 130, 132, 134, 136. 138, 140. 142. 
144. 146. 148. 150. 152. 154, 156, 158. 160. 162. 164. 166. 168. 170. 172. 174. 176. 
178. 180. 182. 184. 186. 188. 190. 192. 194. 196. 198. 200. 202. 204, 206, 208, 210, 
212. 214. 216. 218. 220. 222. 224. 226. 228. 230, 232, 234, 236. 238. 240. 242. 244. 
246, 248. 250, 252, 254, 256, 258, 260, 262. 264. 266. 268, 270. 272. 274, 276, 278, 
280, 282, 284. 286, 288. 290. 292. 294. 296, 298, 290. 292. 294. 296, 298, 300. 302. 
304, 306, 308. 310, 312, 314, 316. 318. 320. 322, 324. 326. 328, 330, 332, 324, 326, 
328, 340, 342. 344, 346, 348, 350, 352. 354. 356, 358, 360. 362, 364, 366, 368, 370. 
372. 374. 376. 378. 380. 382. 384. 386. 388. 390. 392. 394. 396. 398. 400, 402, 404, 
406, 408, 410. 412. 414. 416. 418. 420, 422. 424. 426. 428. 430. 432. 434, 436, 438, 
440, 442, 444. 446. 448. 450, 452, 454. 456. 458. 460, 462. 464, 466, 468, 470, 472, 
474, 476, 478, 480, 482, 484, 486, 488. 490. 492. 494. 496. 498. 500. 502. 504. 506. 
508, 510. 512. 514. 516. 518. 520, 522, 524. 526, 528. 530. 532, 534. 536, 538, 540 
542, 544. 546. 548. 550, 552, 554, 556, 558, 560. 562. 564. 566, 568. 560. 562. 564, 
566. 568. 570. 572, 574, 576. 578, 580, 582, 584, 586. 588. 590, 592, 594, 596, 598, 
600, 602, 604, 606. 608. 610. 612, 614, 616, 618, 620, 622, 624, 626. 628. 630, 632, 
634. 636. 638. 640. 642. 644. 646. 648. 650. 652. 654. 656. 658. 660. 662. 664. 666. 
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66B, 670, 672. 674, 688. 692, 694, 696. 698, 700. 702, 704, 706, 708, 710, 712, 714, 
71 6, 71 8. 720. 722, 724, 726. 728, 730 and 732, and, 
(d) a functional fragment of any of said polypeptides as defined in a) to c), 
for the preparation of a medicament for treating diseases associated with yeast or fungi. 

5 38. A pharmaceutical or fungicidal composition comprising a nucleic add as defined in claim 36 
or a polypeptide as defined in claim 37 together with a pharmaceutically acceptable carrier 
diluent or excipient therefor. 

39. A vaccine for immunizing a mammal against yeast or fungal infections comprising at least 
one nucleic acid as defined in claim 36 or at least one polypeptide as defined in claim 37 in 

10 a phamiaceutically acceptable carrier. 

40. A genetically modified yeast or fungus in which modification results in the overexpression or 
underexpression of at least one of the nucleic aoids as defined in claim 36 or the 
polypeptides as defined In claim 36, which overexpression or underexpression of said 
nucleic acid or polypeptide prevents, delays or sensitizes for apoptosis of said genetically 

1 5 modified yeast or fungus. 

41 . A method of identifying compounds which selectively modulate expression or functionality of 
polypeptides involved in a pathway eventually leading to programmed cell death of yeast or 
fungi or in metabolic pathways in which said polypeptides are involved, which method 
comprises: 

20 (a) contacting a compound to be tested with a genetically modified yeast or fungus 

according to claim 40. in addition to contacting wild type cells with said compound, 

(b) monitoring the growth and/or death rate and^or activity of said genetically modified 
cells compared to said wild type ceils; wherein differential growth or activity of said 
genetically modified yeast or fungi oells is indicafive of selective action of said 

25 compound on a polypeptide in the same or a parallel pathway, 

(c) alternatively monitoring the growth and^or death rate and/or activity of said 
genetically modified cells compared to genetically modified cells which were not 
contacted with the compound to be tested, wherein differential growth or activity of 
said genetically modified yeast of fungi cells Is indicative of selective action of said 

30 compound on a polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties of 
components in said genetically modified cells caused by the addition of the 
compound to be tested, and, 

(e) identifying the compound. 
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42. A method of Identifying compounds whidi selectively modulate expression or functionality of 
polypeptides involved in a pathway eventually leading to programmed cell death of yeast 
and fungi or in metabolic pathways in which said polypeptides are involved, which method 
comprises: 

5 (a) contacting a compound to be tested with yeast or fungal cells transformed. 

transfected or infected with an expression vector comprising an antisense sequence 
of at least one of the nucleic add as defined in claim 36, which expression results in 
underexpression of said polypeptide, in addition to contacting one or more wild type 
cells with said compound, 

10 (b) monitoring the growth and/or death rate and/or activity of said transfomned, 

transfected or infected cells compared to said wild type cells; wherein differential 
growth or activity of said transfomied, transfected or infected yeast or fungal cells is 
indicative of selective action of said compound on a polypeptide in the same or a 
parallel pathway, 

15 (c) alternatively monitoring the growth and/or death rate and/or activity of said 

transformed, transfected or infected cells compared to transformed, transfected or 
infected cells which were not contacted with the compound to be tested, wherein 
differential growth or activity of said mutated yeast of fungi cells is indicative of 
selective action of said compound on a polypeptide in the same or a parallel 

20 pathway, 

(d) alternatively monitoring changes in moiphologic and/or functional properties of 
components in said transfomied, transfected or infected cells caused by the addition 
of the compound to be tested, and. 

(e) identifying the compound. 

25 43. A method of identifying compounds or polypeptides which bind to or modulate the properties 
of polypeptides which are involved in a pathway eventually leading to programmed cell 
death of yeast or fungi, which method comprises: 

(a) contacting a compound or polypeptides to be tested with at least one of the 
polypeptides as defined in claim 37. 
30 (b) detecting the complex fomned between the compound or polypeptide to be tested 

and said polypeptide, 

(c) altematively, examining the diminution of complex fomiation between said 
polypeptide and a binding partner, caused by the addition of the compound or 
polypeptide being tested, 
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(d) alternatively, examining the alteration in the functional activity of the polypeptide, 
caused by the addition of the compound or polypeptide being tested, and, 

(e) identifying the compound or protein. 

44. A method for Identifying compounds Interacting with a polypeptide Involved in a pathway 
5 eventually leading to programmed cell deatii of yeast and fungi comprising the steps of: 

(a) providing a two-hybrid screening system wherein a polypeptide of claim 37 and a 
protein Interacting with said polypeptide or an interacting polypeptide obtainable by a 
metiiod of claim 41 , are expressed, 

(b) interacting said compound with the complex fomied by the expressed proteins as 
10 defined in a), 

(c) detecting a second complex, v^erein the presence of said second complex Identifies 
a compound which specifically binds to one of said polypeptide or to said second 
complex, and, 

(d) identifying the compound. 

15 45. A method of identifying compounds which selec^vely modulate expression of polypeptides 
which are Involved in a pathway eventually leading to programmed cell death of yeast or 
fungi which method comprises: 

(a) contacting host cells transfomied, transfected or infected with an expression vector 
comprising a promoter sequence of a nucleic acid as defined in claim 36 joined in 

20 frame with a reporter gene, 

(b) monitoring Increased or decreased expression of said reporter gene caused by the 
addition of the compound being tested, and, 

(c) identifying the compound. 

46. A method for identifying polypeptides involved in a pattiway eventually leading to 
25 programmed cell death comprising the steps of: 

(a) providing a two-hybrid system wherein a polypeptide encoded by a nucleic acid 
according to claim 36 or a vector acoording to any of claims 3 to 7 as a bait and a 
yeast or fungal cDNA library as a prey are used. 

(b) detecting an interaction between said polypeptide and a yeast or fungal polypeptide 
30 encoded by said cDNA library, and, 

(c) identifying said yeast or fungal polypeptide. 

47. A method according to any of claims 41 to 46 wherein said yeast or fungus Is chosen from 
Saccharomyoes cerevisiae, SOrizosaoc^aromyoes pombe, Candida albicans, or Aspergillus 
fumigatus. 



wo 02/064766 



90 



PCT/EPOl/15398 



48. A compound or polypeptide identifiable according to the method of any of claims 41 to 47. 

49. A compound or polypeptide according to daim 48 for use as a medicament. 

50. A method for preparing a pharmaceutical composition for treating diseases associated with 
yeast or fungi comprising admixing a compound or polypeptide according to claim 49 with a 

5 suitable phamnaceutically acceptable carrier. 

51 . A phamnaceutical composition comprising a compound or polypeptide according to claim 49 
together with a suitable pharmaceutically acceptable carrier. 

52. Use of a compound or polypeptide according to claim 48 or 49 or a pharmaceutical 
composition according to daim 51 or obtainable by the method of claim 50 for the 

1 0 preparation of a medicament for treating diseases associated with yeast and fungi. 

53. A method for preventing infection with yeast or fungi comprising administering a composition 
according to claim 51 or obtainable by the method of claim 50 to a mamma! in an effective 
amount to stimulate the production of protective antibody or protective T-cell response. 

54. Use of an antibody capable of specifically binding to at least one of the polypeptides as 
15 defined in claim 37 or to a specific epitppe of said polypeptide, for the preparation of a 

medicament for treating diseases associated with yeast and fungi. 

55. Use according to any of claims 52 to 54 wherein said disease is associated with yeast or 
fungi, where the yeast or fungus is chosen from Candida spp., Aspergillus spp., 
Microsporum spp.. Trichophyton spp.^ Fusarium spp., Zygomycetes spp., Botritis, spp., 

20 Cladosporium spp., Malassezia spp., Epidemophyton floooosum, Blastomyces dermatitidis, 
Coccidioides immitis, Histoplasma capsulatum. Paraoocoidioides brasHiensis, Cryptoooocus 
neoforwans, and Sporothrix schenckll 

56. Use of a compound or polypeptide according to daim 48 or 49 or a pharmaceutical 
composition according to claim 51 or a genetically modified organism as defined in claim 40 

25 for the preparation of a medicament for modifying the endogenic flora of humans and other 
mammals. 

57. A genetically modified mammalian ceil or non-human organism in which modification results 
in the overexpression or underexpression of at least one of the nucleic acids as defined in 
claim 36 or a human homologue thereof or at least one of the polypeptides as defined in 

30 claim 37 or a human homologue thereof, whidi overexpression or underexpression of said 
nucleic acid or polypeptide prevents, delays or sensitizes for apoptosis of said genetically 
modified mammalian cell or in said genetically modified non-human organism. 
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58. A genetically modified mammalian oell or non*human organism according to daim 57 
v4ierein said modifioation comprises the expression of an antisense molecule to at least one 
of the nucleic acids as defined in claim 36 or an antisense molecule to a mammalian 
homologue of said nucleic acid. 

5 59. A method for identifying compounds for stimulating or inhibiting apoptosis comprising the 
use of at least one of the nucleic acids as defined in claim 36 or a human homologue thereof 
and/or at least one of the polypeptides as defined in claim 37 or a human homologue thereof 
and/or a genetically modified mammalian cell or non-human organism according to claim 57 
or 58. 

10 60. A compound identifiable according to the method of claim 59. 

61 . A compound according to claim 60 for use as a medicament 

62. A method for preparing a pharmaceutical oomposition for treating proliferative disorders or 
for preventing apoptosis in certain diseases comprising admixing a compound according to 
claim 60 or 61 with a suitable phamiaoeutically acceptable carrier. 

15 63. Use of a compound according to claim 60 or 61 for the preparation of a medicament for 
treating proliferative disorders or for preventing apoptosis in certain disorders. 

64. Use of a nucleic acid selected from any of the nucleic acids as defined in claim 36 or a 
human homologue thereof for treating an/or preventing and/or alleviating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

20 65. Use of a nucleic acid selected from any of the nucleic acids as defined in claim 36 or a 
human homologue thereof for the preparation of a medicament for treating and/or 
preventing and/or alleviating proliferative disorders or for the prevention of apoptosis in 
certain diseases. 

66. Use of an antisense molecule to at least one of the nucleic acids as defined in claim 36 or 
25 an antisense molecule to a mammalian homologue of said nucleic acid for treating and/or 

preventing and/or alleviating proliferative disorders or for preventing apoptosis in certain 
disorders. 

67. Use of an antisense molecule to at least one of the nucleic acids as defined in claim 36 or 
an antisense molecule to a mammalian homologue of said nucleic acid for the preparation of 

30 a medicament for treating and/or preventing and/or alleviating proliferative disorders or for 
preventing apoptosis in certain disorders. 
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68. Use of a polypeptide selected from any of the polypeptides as defined in claim 37 or a 
human homologue thereof for treating and/or preventing and/or alleviating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

69. A pharmaceutical composition for use as a medicament for treating proliferative disorders or 
5 for the prevention of apoptosis in certain diseases comprising a nucleic acid molecule as 

defined in claim 36 or a human homologue thereof or an antisense molecule to at least one 
of the nucleic acids as defined in claim 36 or an antisense molecule to a mammalian 
homologue of said nucleic acid or a polypeptide as defined in claim 37 or a human 
homologue thereof together with a phamnaceutically acceptable carrier diluent or excipient 
10 therefor. 

70. A vaccine for immunizing mammals against proliferative disorders or for preventing 
apoptosis in certain diseases comprising least one nucleic acid as defined in daim 36 or a 
human homologue thereof or at least one polypeptide as defined in claim 37 or a human 
analogue thereof in a pharmaoeutically acceptable carrier. 

15 71. Use of an antibody capable of specifically binding to at least one of the polypeptides as 
defined in claim 37 or to a human homologue thereof or to a specific epitope of said 
polypeptide or said human homologue, for the preparation of a medicament for treating 
proliferative disorders or for the prevention of apoptosis in certain diseases. 

72. An expression vector comprising a human homologue of a nucleic acid as defined in claim 
20 36. 

73. An expression vector according to daim 72 which is an expression vector wherein said 
nucleic acid sequence is operably linked to one or more control sequences allowing the 
expression in prokaryotic and/or eukaryotic host cells. 

74. An expression vector according to daim 72 or 73 which comprises an inducible promoter. 

25 75. An expression vector according to any of daims 72 to 74 which comprises a sequence 
encoding a reporter molecule. 

76. A host cell transformed, transfected or infected with the vector of any of claims 72 to 75. 

77. An isolated nucleic acid comprising a human homologue of at least one of the nucleic acids 
as defined in claim 36. 

30 76. An antisense molecule comprising a nucleic acid sequence capable of selectively 
hybridising to the nucleic acid molecule of daim 77. 

79. A polypeptide encoded by a nucleic add of daim 77. 
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Figure 1: 

YBL002W, 896 bp« CDS: 501-896 (SEQ ID NO 21) 

TGTTTGATATTACTAGTCATGTTGTAATCTCro^^ 

GCACGTCGCGTTTATGGCCCCCAGGTTAATGTGTTC^^ 

AATAATGGGAACACCTTACGCGTGAGCTGTGCOy^a:^ 

CTCAAAATTTCrCCCCGTTTTCAGGATCACXSAGO^^ 

TTACAAGAACAAAGAAAAGAAACATCXJCGTAATGCAACAGTGAGACA 

ATAAGGTTTTGGATCAGTAACCGTTATTTGAGCATAACACAGGTTTTT 

ATATATCATGGTATATGTGTAAAATTTTTTTGCTGAC^ 

TTTTAAAAATTTTACTTTCTTCTTGTO 

aacaacttactctacaactaatgtcctcnxsccgccgaaaaga^ 

cagctgaaaagaagccagctgccaagaaaacatcaacctccxjt^ 

ctaaggttagaaaggagacctattcctcttatatttacaaagtt^^ 

cagacactggtatttcccagaagtctatgtctattttg^ 

ttgaaagaattgctactgaagcttctaaattggcx:gcttataacaagaaat^ 

ctgctagagaaatccaaacagccx5ttagattgatcttacctggtgaat^ 

ccgtctccgaaggtactagggctgttaccaaatactcctcctxztac^^ 

YBL002W, 131 aa(SEQ ID NO 22) 

mssaaekkpaskapaekkpaakktstsvdgkkrskvrketyssyiykvlkq^ 
ksmsilnsfvndiferxateaskuuvynkkstisarbiqtavi^ 

AVTKYSSSTQA 

YBL064C, 1286 bp, CDS: 501-1286 (SEQ ID NO 25) 

ttgccaacctcaaagaagaagaattatgggcatattgaocttctccggt^^ 

gctctcgtatccgtcixx:atttgacctcgagcaagcgctccactatgtcta 

cagtaaaacttcttaacgtttgtgatattttttgaacttc^ 

tgtatataaagatattcctgatagcactatgtttatctttatacaatatacaaaaggtc 

cccaggacgagcagcgcggctatttttctatcattccgtgaatagcgaccaacggtcggc 

qqctatttttttttttccaatt^ 

gatttttaattacgtaaagaaacaaggggccggatgttgctgctattggtatati^ 

agaaggagagatatagaaaattgtgcttctagattctcgcagtaggatgagataaa 

aaagaagcaggaagcaaaggatgtttagtagaatttgtagcgcrcaattaa^ 

catggacccttcctaagcaggctcacttgcaatcacagacgattaaaacat^^ 

cacctattctgtgcaaacaattcaaacaaagtgatcaagcaagactaag 

atgctcctaactttgatgctgacacaacggttggtaaaatcaattttc 

gcgactcttggggggtcttgttttcrcaccavgcagatt^^ 

aagtcagcgcattcgccaaattgaagccggaattcgaeaagagaaatgttaaattgatcg 

ggctttcagtggaagatgttgagtcccacgaaaaatggattcaagacatcaagga^ 

caaaggttaaaaatgttggtttcccaataattggtgacacttttagaa^ 

tatatgatatggtagatgccgaaggattcaaaaatatcaatgatgggtcactgaagaccg 

tgaggtctgttttcgtcatcgatcccaagaagaagattagactgatttttacctacc 

ccaccgtcggaagaaacacttctgaagtgttaagggtaatcgacgccttgcaattgactg 

acaaggagggcgtagtaactccaattaattggcagccagctgacgatgtcattattcctc 

cctctgtctccaatgatgaggcgaaggctaaatttggtcaatttaatgaaact 

atttaagattcaccaagtcgaaataa 

YBL064C, 261 aa (SEQ ID NO 26) 

MFSRICSAQLKRTAWTLPKQAHLQSQTIKTFATAPILCKQFKQSDQPRLRINSDAPNFDA 

DTWGKINFYDYLGDSWGVLFSHPADFTPVCTTEVSAFAKLKPEFDKRNVKLIGLSVEDV 

ESHEKWIQDIKEIAKVKNVGFPIIGDTFRNVAFLYDM\a)AEGFKNINDGSLKTV^ 

DPKKKIiaiFTYPSWGimTSEVLRVIDAI<JLTDKB6\nnPPINWQP^ 

AKAKFGQFNEIKPYLRFTKSK 
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YBR089C-A, 800 bp, CDS: 501-800 (SEQ ID KO 47) 

TTTTTTAGGTGGOGCGGCAACTATAAACTACAG 

TTTACACTATGGGAGACAGCTCCTAACACCAAGCAGAAAAAC^ 

GTAAGGCGCTGGGTGAGCCCAGCXKSACX^AGGATGGGC^ 

ACAGCTAGAACAGGATACAGCTAAGGGCAACTCTGCTTTT^^ 

TAGACAATGATGGTAATCTTATAAACCGGCTACAATGAAGGTTGTA^ 

GATATTTTAATACXX5TTCAGGTGAAATGAAATAGaXK:CCATAA 

TAAGTCAGGACTCTAGCTTTCTACIGTAGTATCCT^ 

cccttccottgtttatcatagcgcacgacaagagtactaactaattaacot 

acatatataaaactagcgctatggccgcaactaaagaagcaaagcaaccaaaggaaccaa 

agaagaggaccaccaggagaaagaaggatcctaacgcccctaagaggcggttgtcagctt 

atatgttctttgctaatgaaaacagagacattgt(x:gtt^^ 

ttggccaagtaggcagaatattgggtgagaggtggaaggccttaact^ 

AACCCTATGAATCTAAGGCTCAAGCAGACAAGAAGAGATACGAATCTGAAAAGG^ 
ACAATGCTACACGTGCTTGA 

YBR089C-A, 99 aa (SEQ ID NO 48) 

MAATKEAKQPKEPKKRTTRRKKI)PNAPKRM.SAYMFFANENRDI^^ 
LGERWKALTAEEKQPYESKAQADKiaiYESEKELYNATRA 

YBR149W, 1535 bp, CDS: 501-1535 (SEQ ID NO 57) 

ttcgcaaacatcaacttctccttaatcgaccaactoacaatgaact^^ 

agatctgccaatttccagaaggaaacaataogtoggtta^ 

gataactatatcaaaacactgatgcaacatttgaagaaaaaagagagtacaa^ 

aaagacagcaagaatggcgcctccaccttaacatcttaacaatttcgt^ 

ctactagtatataatcattaagtatctaactatcactcaataaaaatattatagatcgct 

taaaaactcgtttattgccgattataaatccaccaaaaqccgctctacccttac 

ctggaaaaattataatatataaagtgagcctcgtaatacaggggtaaaaaggaaagaggg 

ggatatcaagcatctggacttatttgcactatctccgcctti^ 

gattttaatcaactgctatcatgtcttcttcagtagcctcaaccgaaaaca^^ 

atatgttgcatccaaagactacagaaatatacttttcactcaacaatto 

cagcactgggtttggggacagcaaatcctcacgaaaagttagctgaaacaaaac;^ 

taaaagctgcaatcaaagctggatacaggcacattgatacikx:ttgggcctacgagac 

agccattcgtaggtgaagccatcaaggagttattagaagatggatctatcaaaagggagg 

atcttttcataaccacaaaagtgtggccggttctatgggacgaagtggacagatc 

atgaatctttgaaagctttaggcttggaatacgtogact^ 

tatgttttgaaaagattaaggaccctaaggggatcagcggactxkstgaagactccggttg 

atgattctggaaaaacaatgtatgctgccgacggtgactatttagaaacttacaagcaat 

TGGAAAAAATTTACCTTGATCCTAACGATCATCGTGTGAGAGCCAT^^ 

tttccattgagtatttggaacgtctcatcaaggaatgcagagttaagccaacggtc 
aagtggaaactcaccctcacttaccacaaatggaactaagaaagttctgctttatg 
acattctgttaacagcatactcaccattaggttcccatggcgcaccaaac^^ 

CACTAGTGAAAAAGCTTGCCGAAAAGTACAATGTCACAGGAAATGACTTGCTAAT^^ 

accatattagacaaggcactatcgtaattmsagatccttgaatccagttaggatttc 
cgagtattgaattcgcatctttgacaaaggatgaattacaagagttgaacgac 

AAAAATACCCAGTGAGATTCATCGATGAGCCATTTGCAGCCATCCTTCCAGAGTTTACTG 

gtaacggaccaaacttggacaatttaaagtattaa 

YBR149W, 344 aa (SEQ ID NO 58) 

MSSSVASTE3^I\ra^MLHPKTTEiyFSLNNG\miPAI^IiGTANPHEKLAETK^ 

GYRHIDTAWAYETEPFVGEAXKELLEDGSIKREDLFITTKVWPVLVroEVDRS^ 

GLEYVDLLLQHWPLCFEKIKDPKGISGLVKTPVDDSGKTMYAADGDYLETYKQLEKIYLD 

PNDHRVRAIGVSNFSIEYLERLIKECRVICPTVNQVETHPHLPQMELRKFCFMHDILLTAY 

SPLGSHGAPNLKIPLVKKLAEKYNVTGNDLLISYHIRQGTIVIPRSLNPVRISSSIEFAS 

LTKDEEiQELNDFGEKYPVRFIDEPFAAILPEFTGMGPNLDNLKY 
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YBR289W, 3218 bp, CDS: 501-3218 (SEQ ID NO 63) 

GATACGATCTATAGTClCrAAAJ^GGTAAAACAJ^^^ 

GGAGGCTAAGCACCAATAATTGAGCTTATTTATAACTGAOAAATACOT 

ATCTCTTCCAACX:ATTGAATGGTCrAAATAATCATC^ 

AGGACATGTGGTACGAACGCGGGTCCACAGGTGCTKSa^ 

AAGATACTGGAAAATAAGTTTGTTCIl^^ 

TTTTGGTTGGGTTGGTAAGGTTTACAGCC^^ 

CTTTAAATAAATCTCrrcTTGT^^ 

GAAACTGAAATTTCAAACATAAACACCAAAACAAAGCATCATCI^ 

AGAACTACACAAAAGCAACAATGAATAATCAGCCXXIAGGGTACCAACAGCGTTC 

GTATTGGAAATATATTTAGCAACATTGGAACTCCATCTra 

AACAGCTGTATCAGAGCCTCACACCACAACAATrroCAGAT^ 

AGTTACTGAGGAGTOSTCTACAACAACAACAACAAC^ 

<XCAAACGCAax:AATCTCCACC:CCCTCercCGCA^ 

CAGCGACTTCTACCX:CTCCTCCTCCTCCAGCAC(»CACAAC^ 

AAGTGCCCTTAGCTCCUVGCGCCrATTAATTTGCCTCCAa^ 

CTACACAGCAACAAGTTTTGAACAAGTTGAQGC^GCAGGra 

AGGTTGTGAATGCAATTACTGTTGCACAACAACAAGTGCA^ 

AGGGACAGCAAACGGCACAAACTCAGCTAGAACAGCAGAGGCAATTGCTGGT^^ 

AACAGCAGCAGCAACITAGAAACCAAATACAGCXyiC^^ 

ATGTGCAAATACAACAGCAGCAACAAAAGCAACAAC^ 

AACAACAACAACAACAGCAACAGCAGOUICAGCAACAGCAACAGCAGCAGC^ 
AGCAACAACAACAACAACAGOVGCAGCAGCAGCAGCAGCAGC^ 

CTCAGCAAGTTCCTCAAGTTAGATCCATGAGTGGACAACCTCCCACCAATGTTCAGCC^ 

CTATTGGCCAACTTCCTCAACTTCCAAAATTAAACTTAOCCAAGTACCA^ 

ACGATCCACCAGAAACCAAGCTACCATATCCAACCTATTGGTCAGACAAAAAAGCA 

CGGATACTTTGTTGTACGAACAAATTATCCAGOGTGATAAAATTAACAAATA 

TAAGAGAAACCAATGGTTACGATCCGTTTAGCATTTATGGATTTAGTAATAAAGAGTATA 

TTAGTAGACTGTGGCATACACTGAAGTATTATCAAGATTTGAAGAACACTAGAATC 

CTATCACAAGCACTTCTCAGAAGATTCCrrcOGC^ 

GGTATGGTAATGGGATTACGAATACAACTACCAGAGTTATTCCACAAGTAGAAGTTGGAA 
ATAGGAAGCATTACCTAGAGGATAAATTAAAAGTCTATAAACAGGCCATGAATGAGACAT 
CGGAACAGTTAGTTCCCATAAGATTGGAGTTCX3ATCAAGATCGTGACAG 
GGGACACTTTGTTATGGAACAAAAATGAOUVGCTTATTAAAATTC 

ACATGTTGCGAGATTACCGATTTGAGGACGCTACGAGAGAGCAACACATTGATACTATT^ 

GTCAATCTATACAAGAGCAGATTCAGGAGTTTCAAGGAAATCCATATATAGAGTTG^ 

AGGACCGTCTAGGCGGTGATGACTTGAGAATTAGAATCAAGCTOGATA^ 

AAAACCAGTTAATCGATCAATTTGAGTGGGAGATCTCTAATAGTGATAAC^ 

AGTTTGCAGAGTCCATGTGTCAAGAATTAGAACTACCAGGTGAGTTTGT^ 

CTCACTCCATAAGAGAGCAAGTTCATATGTATCATAAATCACTGGCACTGTO 

ATTTTGATGGATCyVGCGATAGAAGATGATGACATTAGAAGCAGAATGCrc 

CTCTTGATGATGTTTATAGGCCrcCAGCGGAAAGCAAAATT^^ 

AGATTTCAGCTGCAGAGTTAGAGAGATTGGATAAAGATAAGGACAGAGACACAAGAAGGA 

AAAGAAGACAAGGTAGATCTAATAGACGTGGTATGCTCGCATTGTCCGGCACATCTGCAA 

GTAATACATCTATGAACGGCGTTCACAACAOlGTAGaiGCAGGAAATGCTTCATCGT^ 

CACCAGGAGAGATTTTACTGCCAGATATTGCAGATATTCCAAGAACTTTCAGGACTCCAG 

TACCTAGCACTTTAATGCCTGGTGGTGTTGACGTAGGCCCTTCTGTGGAATCGTACGAAT 

TGAGAAACACAACCACTTATAAAAGCAGGCCAGATAGACCTAAGCCAGTTTCACCTCCTT 

GTTATATTATTGACCATATTCCGGGTCATTCGCTACTACTTTCTATTAAACTGCCT^^ 

AAGTTAATACAAAAGAAGAGTTCGCAGCAGCGCCCAATGACACAAGTAGTGGCACCAATC 

CAATGCTTCCGAGTCCAGAATCGCTGAAAACTAAGCTGAATAGTAACATTCG 

TGACGATACCTTCAATCCCAAACCCGATTGCCAATCACACTGTTACTAATTCAC^ 

CCACACTGCAGCCAGTAATCCCAGGTGGGGCAGCTAGTAAATCGGTACCTACACCTAGTC 

TTCCTATAGCACCTCCAGTAGCACCACATGATAGCGAAGCGACATTGTTGACTAATAGCA 

ATAATGGTAGCAGTAACAATAACACACAGAATACATAG 
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YBR289W, 905 aa (SEQ ID NO 64) 

MNNQPQGTNSVPNSIGNIFSNIGTPSFiraAQIPCKiLYQSLTPQQLQMIQQra^ 

(KMMQQQQTSPPPQTHQSPPPPPQQSQPIANQSATSTPPPPPAPHNLHPQIGQVPI^ 

PINLPPQIAQLPIJlTQQQVLNKLRQQAIiUajNPQVVNM 

TQLEQQRQLLVQQQQQQQLPNQIQRQQQQQFRHHVQIQQQQQKQQQQQQQHQQQQQQQQQ 
QQQQQQQQQQQQQQQQQQQQQQQQQQQQGQIPQSQQVPQVRSMSGQPPTNVQPTIGQLPQ 

LPKLNLPKYQTIQYDPPETKLPYPTYWSDKKADTDTLLYEQII^ 

DPFSIYGFSNKEYISRLWHTLKYYQDLKOTRMKSITSTSQKIPSASIW^ 

im»TRVIPQVEVGNRKHYLEDKLK\r«CQAMNETSEQLVPIRLEFDQDIU)RFFi:iROT 

lOroKLIKIEDFVDDMLRDYRFEDATREQHIDTICQSIQEQIQEFQGNPYIELNQDRLGGD 

DLRIRIKIJ)IVVGQNQLIDQFEWEISNSDNCPEEFAESMCQELELPGEFVTAIAHSIREQ 

VHMYHKSLALLGYOTIXJSAIEDDDIRSRMLPTITLDDVYRPAAESKI 

ERLDKDKDRDTRRKRRQGRSNRRG^IUVLSGTSASNTSMNGVHNTVAA(^ 

PDIADIPRTFRTPVPSTLMPGGVDVGPSVESYELRNTITYKSRPDRPKPVSPPCYIIDHI 

PGHSLLLSIKLPGKYOTKEEFAAAPNDTSSGTNAMLPSPESLKTKLNSNIRAC^ 

NPIANHTVTNSPNPTLQPVIPGGAASKSVPTPSLPIAPPVAPro^ 

NTQNT 

YCR004C, 1244 bp, CDS: 501-1244 (SEQ ID NO 69) 

TTAAGAAAATGAACGTTACTATTTCCTTCCTCGTTTTAGTTAC^ 

TTGGAAAATTGCGGAAGCTATCACGCGATAACTAGGTACAC^CGCA 

CCATTATTAATAAATCCGTTATGACCCTTTTAGTAATAAC^ 

AAATACTGTAOTGCXKSGGAAAGAAGGCXXrri^^ 

AATTTGCCTAAGGGCATTAGGCCTTACTGCCOTXXXrrAG(^ 

AATTTGCACTATTCCGGCAGCTAGTTGATACTATAACATCCTACATl^^ 

TOTTCATTTTTATTTGAAGTTTGTAAACT^ 

GAAAAGAGGGGTCAGGTTAGTATCAATAAAAAAAAAGAGAGTAAACAAAACAATACAGAC 

TCAATTGAAGCACTATAAGAATGGTAAAGATTGCGATAATTACTTACTCTACCT^^ 

ACATAGACGTTTTAGCCCAAGCTGTTAAGAAAQGTGTGGAGGCAGCTGGTGGTA 

ATATATACAGGGTCGAGGAAACTTTACCTGATGAAGTCCTCACCAAGATGAACGCTCCTC 

AGAAACCTGAAGATATTCCTOTTGCCAOTGAGAIUUiaSTTGC^ 

TGTTCGGTGTTCCAACTAGGTTTGGTAATTTGCCGGCTCAAT^ 

AAACCGGTGGATTATGGGCCAAGGGCnXZTTTGAACXSGC^^ 

GTACTTCCAGTTACGGAGGTGGTCAAGAAAGTACCXm'AAAGCC^ 

CTCATCACGGAATTATCTTTTTACCACTGGGTTATAAGAATTCATTTC 

GTATAGAAGAGGTACACXSGTGGCTCTCCATGOGGTGCTGGTACCCTTGC^ 

GCTCAAGAACTGCGTCTCCACTTGAATTGAGAATTGCTGAAAT^ 

AOSAAACCGCCAAAAAACTTTTCCCTGCAAAAGAAGCCAAGCCCTC 

CCACTACTTCTGATGCGGCTAAGAGACAAACTAAACCTGCAGCAGCTAC 

AGAAGGAGGACAAAGGATTATTATCCTGCTGTACTGTCATGTAA 

YCR004C, 247 aa (SEQ ID NO 70) 

MVKIAIITYSTYGHIDVLAQAVKKGVEAAGGKADIYRVEETLPDEVLTKMNAPQKPEDIP 
VATEKTLLEYDAFLFGVPTRFGNLPAQWSAFWDKTGGLWAKGSLNGKAAGIFVSTSSYGG 
GQESTVKACLSYLAHHGIIFLPIXSYKNSFAEIASIEEVmGGSPWGAGTLAGPDGSRTASP 
LELRrAEIQGKTFYETAKKLFPAKEAKPSTEKKTTTSDAAKRQTKPAAATTAEKKEDKGL 
LSCCTVM 

YCR013C, 1148bp, CDS: 501-1148 (SEQ ID NO 77) 
TGAAAAATGATGAAGGCACATTGTTAATTGAAGAAGAAGAAGAAGAAGAAACAAA^ 
AACCGATTGACCAATATATGTCTCTGAATGCCAAGGATGGAAATTATTGCAGAAGATTAG 
ACTTTTTTTGTTGCAAGTGGGATGAGCTTGGAGCAGGAAGAA 

AAGAGTACAATAGATGGATAAGAATATTGGCAGCGCAAAAAGGCtTCAAGCTTACACAAC 
ACGGTTTATTTCGAAATAATATCCTTCTCGAAAGCTTTAACGAACGCAGAAT^^ 
TATTAAACTTAAAATACGCTGAACCCGAACATAGAAATATCGAATGGGAAAAAAAAACTG 
CATAAAGGCATTAAAAGAGGAGCGAATTTTTTTTTAATAAAAATCTO 
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AGATAJUVTAATAGTCTATATATACXJTATATAAATAAAAAATATTC^^ 

CTATTATTTTAGCX3TAAAGGATGGOTAAAGAGAAAAGAAAAAAATTCATC 

AATTCAATTCAATTTATTTCTTTTCGGATAA^ 

(XAATAATTCCAAA6AA0CACCACCACCAGTAGAGA(»1!G0^ 

CGTACTTCTTAGCKSACAGTGGCAGTGTCACCAa^ 

CAGAGCTCTTGACAACTTOGTCTAACAAAGCCTTi^ 

CX3AAAACACCTGGTGGAC0GTTCX3^GACAATGG1^^ 

ACAACTTTCTAGATTCTGGACCATTGTCCAACCC^^ 

TGTCAGTGACAGTCTTGGTGTTGGCATCAGCAGAGAAAGCAT^ 

CTCGCAAGACGACTTCGACACCCTTGGCCTTCGCCT^^ 

CAGCACCAGCCTTGTCGAAGATGGAGTCACCmTTTCAGTC 

AGGTGAAAGCCATACCACCACCAATGATGATAGAGTCXSACerro 

TCAATTGA 

VCR013C, 215 aa (SEQ ID NO 78) 

MGKEKRKKLIYRFQFNSIYFFSDKKATPGNSLPSNNSKEAPPPVETWEILSVTPYFLAW 
AVSPPPMMTVLPAAELLTTSSNKAL\^AANFSNSKTPGGPFQTM\ajAFATV^^ 
PLSNPCQPAGIPSLSVTVLVUVSAEKASAMMKSTXacrPSTP 
MESPISVFSKTFLKVKAIPPPMMIESTLSNKLSIN 

YDL059C, 1217 bp, CDS: 501-1217 (SEQ ID NO 83) 

aaagtatcaagttcgctaaatttacttcgaagacagaagcc^ 

atggaaatagtttccaaaaagttcttagtaatta(x:at^ 

gaaagaaaggttagccgaccggcatcacccataattgtataatatagcaatg;^ 

tgttgaagttttctttaaagtactatagtattgaataatat^ 

tgggtattttattgaccattatatcgcgttggacactaatgtc 

gtcacgtgcttttcaatgtactggggcaaattgattagaggaagccac^^ 

gcagatatgataggaagcagtaacggcaaggaaggataagaacatcattgagggagtc 

tggcagtttagcacatgctttggaccattaaagggttacgtagaggag^ 

caggataaacagacaaaataatgacgatacaagcgaagcccagttcgagcatatcgtatg 

attcgactacataosgcacagcaccgggcttggatataaaagagttccaaatc 

attggaatggaagacctgccagcgcttggtcggtgcagaggattgggct^ 

agatcgaaaggtacacgtacaatatttaccacaataataaatatgggaagcacaacot 

ctaaSctcataccagggcatgctctcattcagttcgctaatc 

GTTCGCGAATGGATGTTATAGATGTTGAGGCCCX3GGAGTGCCAGCCCTTCACC^^ 
ATAATCGAGAAAACACCAACACTAGTGAGGTCAAGTATAOIGTTGTGG 
TAAAGGTTACCTTAAAGGATGGCACCAACACACAGTXMX^GTGGGC^ 
TGTCCTCGAGAGGTGAATGTTATAACAGGTCGAAAAAAGAGGCTGTAGGCGATC 

agaaggcgttattgagctttgaaaaaatcyvtactogattatc 
attactatgtcgatggcttgtatggctcaaaaaaaattaaaaatgaagctaacaccaa 
acaacttattgtcagcgactaatagcaagccgacttttatcaaattggaggat^ 
gcacgcatatcaaataa 

YDL059C, 23 8 aa (SEQ ID NO 84) 

MTIQAKPSSSISYDSTTYGTAPGLDIKEFQIIEDWNGRPASAWSVQRIGLLQSKIERYTY 
NIYHNNKYGKH^^LSKLIPGHALIQFANETFGYDGWRMDVIDVEARECQPFTAVKNGENTO 
TSEVKYTWAEAQVKVTLKDGTNTQCGGLGRITLSSRGBCYNRSKKEA^^ 
EKIILDYETKITNNYYVDGLYGSKKIKNEAimmJLLSATNSKP^^ 

YDL147W, 1838 bp, CDS: 501-1838 (SEQ ID NO 87) 

ACTCTTCTCTGATTTCAGCAATGGCCTTTTTTTT^^ 

GTCTTTTGGAATTCTTTTTATTCTTACTOTTGACGTI^^ 

CCTTCAAGGCGGCCTTTAAATTCTTAAGTTGTGAA(XX3(X!<::^ 

TTATTTGCTTCTCIAACTGTACTATTTACAGTAATAATTAGTGCAACCTO 

CGCTAAATGCTCATCTCTAAATTATCATTATTATTOCTAATAAATCCTAAAATT^^ 

TCGTT(nX5TACGGCTCATC(X:CCCAATATTACX:CGTCTTCT 
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TCGGTGGCAAA/ITGCAAAGGGGAATCCAAQGAAAAACC^TAACAGGAC^ 

ATAATCTTGAATTAAGAGAGTAGAQGAATATACTGCTOGGCIX^ 

TAGAGTAAACXH'AGAGAAAGATGTCAAGAGATGCACC^ATTAAGGC^^ 

GCCAAATTTTGAAGGAAGAGTTTCCTAAGATCGATTC^ 

CTGCTTTAGACCAACTGTTAGTGTTGGAGAAGAAAACCAGACAAGCT^^ 

CCTCGAAAGAAGTTTTGGCCAAGATTGTAGATCTGCTAGCATCA^ 

ACCTAAATGAGCAATTGACTCTACTCTCAAAAAAGCATGGTCAGTTC 

AGTATATGATACAAAAGGTTATGGAATATTTGAAAAGCWXf 

CCAGAATTAGTGTCATTGAAACTATCAGGGTGGTTACAGAGAACAW 

TGGAAAGAGCTAGGGTCACCAAAGATTTGGTGGAAATTAAGAAAGAAGAG^ 

ATGAAGCTGCAGACATCTTGTGTGAGTTACAGGTTGAGACCTATGGC^ 

CTGAGAAAATTCAGTTTATATTAGAGCAAATGGAATTGAGTATATTAI^ 

ccctvagccacggtgctttcaagaaaaattctgaaaaaaactt^ 

agtcattgaagctagaatattataatcttctggtaaaaattagtttc^ 

acctagaagttgogcagtatctgcaagaaatttatt^l^ 

aggctaagtggaaacctgttttatcgcacattgtatatttc^ 

gcaatttacaaaatgatttaattcacaaaatccagaatgataacaacctga 

aaagccaagaatctttagtaaaattgtttactacgaatgagttgatgag 

ttcaaaaaacctatgagccostcttaaatgaggatgatttggcat^^ 

ataagcatcactgggaagatttacaaaaaagggtcatcgagcacaal^ 

ccgaatactattccagaattactttactaagattgaatgaattgct^ 

gccagacggaaacata(»tcagtgatttggtaaacx:agggcatc 

atcgcccagccaaaatcxstgaattttgaaaaaccaaaaaactc^ 

AATGGTCACATAATGTTGACGAACTATTAGAACATATAGAAACAATAGGCCAT^ 
CAAAAGAGGAAATCATGCACGGTTTGCAAGCTAAATGA 

YDL147W, 445 aa (SEQ ID NO 88) 

MSIU>APIKADKDYSQILKEEFPKIDSIiAQNIX39SAU)QLLVLEKKTRQASDI^ 

KIVDLlASRNKWDDIiNEQLTLLSKKHGQLKLSIQYMIQK\m^ 

TIRVVTENKIFVEVERARWKDLVEIKKEEGKIDEAADILCELQVETYGSM^ 

LEQMELSILKGDYSQATVLSRKILIOCTFKNPKyESLFIiEYYNLLVKISLHKREYLEVAQY 

LQEIYQTDAIKSDEAKWKPVLSHIWFLVLSPY(aiI^NDLIHKIQNDl^KK^ 

KLFTTNEL^IRWPIVQKTYEPVLNEDDIJVFGGEANKHH^ 

TLLRI^LLDLTESQTETYrSDLVNQGIIYAKVNRPAKIVNFEKPKNSSQLLNEW 
ELLEHIETIGHLITKEEIMHGLQAK 

YDR253C, 1076 bp, CDS: 501-1076 (SEQ ID NO 113) 
TTTCCCCGCTAAAATAACGCCAGATGCTTTCTATGCTTCTAATCT^^ 
TGTTTATTTCAATATAAACTTTAATTTACAGTCCCT 
TGCACGTGACATTTTGTGATGGTTTTTCGTCCCCT 

TTTATATTTTCTTGACAATAATAAAGAAOITGATTGTQGGTTAGAACTTC 

AGTTTAAAATAAGCAGGAAATAATCTTGAGTTCTGTATCATO 

TTTGTTCTCTTTGTCGCCCTCGGAACTTTCCT^ 

TAGTAGATATACATATCTATCCATGGTATATATGTATGCATCTGGATAATTGAAT^ 

TTCATGTCATATGCCAAGAATTTGTTAATAATATAGTGGAAAAAAGTCAAGAGGTATTAT 

AAATTTCAAAAAAGTACCAAATGGAGGATCAGGATGCTGCATTTATCAAACA 

AAGCAATAGTGGATGTATCATTAAATATAGATAACATAGATCCTATAATAAAAGAGTTAT 

TAGAAAGGGTAAGGAATAGGCAAAACAGGTTACAAAATAAAAAACCAGCACTCATACCGG 

CAGAAAATGGTGTTGATATAAATAGTCAAGGCGGTAACATAAAGGTTAAAAAGGAAAACG 

CATTACCAAAACCACCGAAGTCCAGCAAAAGCAAACCCCAAGATCGTAGAAATAGTACTG 

GTGAAAAAAGATTTAAATGTGCGAAATGTTCGTTGGAATTT^ 

GAAGGCACGAAAAGACACACTTCGCCATATTGCCTAACATTTGTCCTCAATGTGGCA^ 
GTTTTGCAAGGAAAGATGCATTGAAAAGACATTATGATACACrc 
GGACTAAATTACTAACTGCGGGTGGTGAGGGTATCAATGAATTACTGA 
AATCCAACATCGTTCATCGTCAAGATAACAACCACAATGGTAGCAGTAATGGCTGA 
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YDR253C, 191 aa (SEQ ID NO 114) 

MEDQDAAFIKQATEAIVDVSUniDNIDPIIiaaLERVRmQNRLQNK^ 
NSQGGNIKVKKENALPKPPKSSKSKPQDI«<NSTCEKRFKCAKCSLEFSRSSDLRRH^^ 
FAILPNICPQCGKGFARKDALiaum)TLTCRRNRTKLLTAG6EGINELLKia^ 
QDNNHNGSSNG 

YDR276C, 668 bp, CDS: 501-668 (SEQ ID NO 117) 

ACCTTTAGTTCn^AGCATCACCAATTOCAGACAT^ 

CTCTTGGTAGTTGAGCACAGCATACAGAAGAAGC(XX3G0(XyV^ 

TCCGGCCTTCTAACCACaVAAACCGATCTa3GAACATQGQGGGGG<^ 

CGAAAAACCCGAGACAGCGAGAGGGATTTTGCAGAAAATTACAAAGATCACTATTTACTC 

CrcCCCTCACTTCOGCAGTCCCCT^^ 

CCCTTTAACCACGCCCTCAAAAGGGGGTCCTGGTTATTTT^ 

TACAAAAGAGGAAGTGAGTGTTTTTGTTTTGGAAGAGGGAAAGGAAAAAAAGAAGA^^ 

TTACTATCGGTTGTTGTTTTTCGCCAGTATAATACAATT^ 

CAGCACAGCACAATACAACAATGGATTCTGCXAAG^^ 

TCTTACCACCAGTCXX:CGTTTTTCTAQCCOGT^^ 

TCATTTTGACCATTTTGGCTTGGTTGX:aV^^ 

AAGATTAA 

YDR276C, 55 aa (SEQ ID NO 118) 

HDSAKimilLSLFLPPVAWLARGWGTDCIVDIILTIIAWFPGMLYALYIVLQD 
YDR377W, 806 bp, CDS: 501-806 (SEQ ID NO 127) 

aatacaa6acttggtggtcagcggagcgctatccttagagaattc 

tatcaagcacaccacatggaaggattgggaaagaatcaacaagaaggaattgc 

caaaaaggaacacaaaactcggtcaaagtttttaacttttgaagagt^ 

agaaggcatataaaatagatcgttaatatatttctaacatcttcttgtaaatc 

tttaaaagggttgatcttattacggagagaaccy\atcatatogaaggatt^ 

aagtatcccgcgcgtggtcctcggggaaatagaacgagaaacttcaagtacttgatagca 

agaaagtgagtgcttggcttccccattttgattataaagaaaggcattal^^ 

aagaaaagacattgttgaaattgttccagaaactttcatttaaagtc 

gtgga(x;tcaaaaagaaataatgatttttaaacgtgxagtatcta^ 

aagttgtgtcttccaagaatataggttcggcaccaaatgccaagcgcatt(x:t^ 

ytcacttttataagtctttocctcaaggac(:agcacca<x^ 

tggccagatacaaagccaagtactttcatg<5ggataatgcrra(mx5ti^^ 

attttgctctaggtataattgcctttggctattcx:atg6^ 

atcataaaggtgcggaagagcattga 

YDR377W, 101 aa (SEQ ID NO 128) 

MIFiaiAVSTLIPPKWSSKNIGSAPNAKRIANV\mFYKSLPQGPAPAIKANTRI^ 
YFDGDNASGKPLWHFALGIIAFGYSMEYYFHLRHHKGAEEH 

YEL039C, 842 bp, CDS: 501-842 (SEQ ID NO 141) 

AGTAATTGTCTCCCATTTTTGGTATACGAGCrrAGCAGGACCTTTT^ 

CATATTCATCCCACTCACCACCGTCATCGTTGGTATTATTATTATCATTCCGCTTGAAGA 

AAAAGAAACGAAAAAAGAAATGGATCAGCAGOXXSGTTATAGCGCCCCTTATTGAATTAT 

TTTCCTTCGTGCCTTCTCTGAGAACK^TCTCXIJVGTCCCCCGCCGAGGGGTCTTTTC 

CTTCTCAAAGCTAATAGCGATAATAGCGAG(3GCATTTATTCAAGTTCCAACTACTATAAG 

TGGCCGCAAGGGGCAAAGACAAAGGCACACAACATATATATATATCGTGTTGTGAAGCTC 

gagaagattagatcagaatagttcrctttttgttgaggttgaaacaaaatc 

tacaagaagatcacatacaagcatttattcacattactttaagtaaacttcagtaaa 

cattacatcataaacaaaacatggctaaagaaagtacg(;gattcaaaccaggctctgcaa 

aaaagggtgctacattgtttaaaacgagglxm:agcagt(n^tacaatagaagag(^ 

gtcctaacaaagttggac(:n?aatttacatg(m'atttttc<n' 

agggttattcttacacagatgcaaacatcaacaagaaogtcaaatgggatgaggatagta 
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TOTCOGAGTAOTTGACGAACCCAAAGAAATATATTCCT^ 
AG 

YEL039C, 113 aa (SEQ ID NO 142) 

MAKBSTGFKPGSAKKGATLFKTRCQQCHTIEEGGPNKTOPNLHGIFGRHSC^ 
ANINKNVKWDEDSMSEYLTNPKKYIPGTKMAFAGLKKEKDI^ 

VER112W, 1064 bp, CDS: 501-1064 (SEQ ID NO 147) 

TACTGAAGTCCCTCTAAACCTACTGCCTTTTATTTTTAGGCTCTAAAAT^ 

ACGTGAATTGGGTAGCATCTTTTTTTTAATAGATAGT^ 

AAGATATTCATAGTGATAAGTAATTTTAAATGAGTTTAAAGTACT 

CCAGTTTCCTGTACTATGAAAAAGGCAAATTCCXKMTCTAGCCG(^ 

ATCATCAATTACGAAATTTGCCGCACACGlXmiACGT^ 

TTTACGGAGTAGCAATGATGTTCAATTATTQCAGCTTO 

TAGACCTTCCTAATGATGGAAGCGGTAAAGAAQGAAATCGTAAAAGTAAATTAACGAAGT 

AGTATTAGTAAAACAGAGTTGAAAAACTGATAAATCTTCAAC^ 

CAATAGAATATTTTTTCTCAATGCTACCTTTATATCT^^ 

aaatgcaaatagaattgaaaaacggtgaaattatacaagggatattgacx:aa 

actggatgaaccttactttatctaatgtaacx:gaatatagtgaaga 

cagaagacaatgctgagagcagtaaagccgtaaaattgaacgaaatttatattagagc^ 

cttttatcaagtttatcaaattgcaagataatataattc^ 

acntxaacaataactctaatagtaac^cixtgogcata 

ATTCAAACAACAATAGAGGTAACTACAACAGAAGAAATAATAATAACG^ 

gccgtccatactctcaaaaccgtcaatacaacaacagcaacagcagtaacatti^ 

gtatcaacagtatcaatagcaacaaccaaaatatgaacaatgctttaggt^ 

aacatcattttaacagctcttctccacaaaaggtxx5aattot 

>YER112W, 187 aa (SEQ ID NO 148) 

MLPLYLLTNAKGQQMQIELKNGEIIQGILTNVDNWMNLTLSNVTEYSEESAINSEDNAES 
SKAVKIJ^IYIRGTFIKFIfOiQDNIIDKVKQQINSNNNSNSNGPGHKRYYNNRDSNNNRG 
NYNRRNNNNCa^SNRRPYSQNRQYNNSNSSNINNSINSINSNNQNMNNGLGGSVQHHFN 

SPQKVEF 

>YFR010W, 2000 bp, CDS: 501-2000 (SEQ ID NO 153) 
GAAAAATTTCAACGGTGGTGTXnrrAATGGTTTC 

ttgtaaagagatttgggtttcagagcaaggtactgtcaagaggttcgaaggt^ 

cgactatagagattacatcttgcagtctgcigatgckxraggtgtggot 

attatrraggaagcacctcagaatatattttcxyitagaagcctaaattaagtatc 

gcattctcggtcattggtatatgtatcactttttacgtaaaaaagtagtg^ 

aacataaaatctacaagaagggtgaagtgcttttcgaattt^ 

tgcaattgaaatacgagatttcgttctctaagaggatataaaaataaggaaato 

accratccttgtgttaaaatatgagosgagaaaogtttcagttcaat^ 

gtaaagtttacccaataacactttccactgatgctacttcagcagatttc 

cagaggaattgacccaagtcccaagtgcccgccaaaaatacatggttaaaggtggcttc 

ctggcgaagagtccattaaaatatatcootaatcaagccaggatcgacacstaatgctat 

tggggactccagatgctaacctgatttctaaaccagccaaaaagaataatttcatt^ 

accttgcgcctgagcaacaagtccaacaatttgctcaattgcctgtt^ 

tgggcaacacctgttatctgaatgctaccctacaggcntratacagagtgaacgat^ 

gggatatgattcttaattataacccttctcaaggtgtgtctaacagtggt^ 

aagagattcacaaacaaatcgttattgaaatgaagcgttgttttgaaaat^ 

aaagtttcaagagtgttttgccaattgtgttattaaacacgctaag;^ 

aatttgctgaacgtgattcacaa(3gtgggttcrataaacagcaagacgctc 

ttacacaactattccatagtatgagtattgtttttggtgacaaatt^^ 

ggattcaatttaaaactaccatcaaagacacagctaatgataacgatattactgttaaag 
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AAAATGAAAGCGATTCTAAATTACAATGTCATATTTX^^ 

ATGGGCTCCTGGAAQGTTTGAATGAGAAAATTGAAAA^ 

ATTCCATCTATAGCGTCGAAAAGAAAATATCAAGATTACC^ 

ACGTTAGATTTTTCI^AAAAGGTCAACCAACAAAAAAl^ 

TTTTCCXUVTTTCAATTAGATGTl^^ 

TAAAAGTTCGTGACGAACTGAGAAAAGTTGAAAAGGAGAAAAATGA 
TCAAAAGGCGTAAATTTGACCCATCATCCAGTGAAAATGTCATGACA^ 
ATGAGACACAAGTGGCTCTTAAGGAAAGTGAAAAAGATOUVTGGC^ 
AACATTTTCCTCCAAACTTGGAAAAAGGTGAAAACC^ 

GTGTCATTACACATCAAGGTGCCAATTCTGAGTCTGGACACTATCAAGCT^^ 
ACGAACTGGACGAAAATAAATGGTACAAATTTAATGATGATAAAGTTAGCGTTGTTGA^ 
AGGAAAAAATTGAATCTTTAGCCGGTGGGGGCGAAAGT6ATAGTGCA 
ATAAAGGATTTGGTCTGTAA 

>YFR010W, 499 aa (SEQ ID NO 154) 

MSGETFEFNIRHSGKVYPITLSTDATSADLKSKAEELTQVPSARQKYMVKGGLSGEESIK 

lYPLIKPGSTVMLIXSTPDAOTilSKPAKra^NFIBDIJlPEQQVQQFAQLPV^ 

NATLQALYRVNDLIU)MILira^PSQGVSNSGAQDBEIHKQIVIEMKRCFENIiQ 

PIVLL^P^LRKCYPQFAERDSQGGFyKQQDAEELFTQLFHSMSIVFGDKFSEDFRIQFKOT 

IKDTANDNDITVKENHSDSKIiQCHISGTTNFHRNGLLEGIiNEK 

lOCISRLPKFLTVQYVRFFWKRSTNKKSKILRKWPPFQLDVADML^^ 

RKV^KEKNEKEREIKIUUCFDPSSSENVm'PRBQYETQVALNESEro 

EKGENPSCnmn^IGVITHQGANSESGHYQAFIRDELDEHKWYKFNDDKVSV^ 

AGGGESDSALILMYKGFGL 

>YFR052W, 1325 bp, CDS: 501-1325 (SEQ ID NO 157) 

cagagacatgttttaattcaagtgatgaggcggaaacgtgcaagatcctaj^ 

aaaaagagttcttaaaaagggaagtaaggaataacagagtagaaaaaccgaaaagacaac 

ttaacaaatcggcaacacttttatggggccccgctcxk:ctgtgtgc^ 

ctggaacacgcatttaccacgagaagacagcaatagtccgtacaacattaattagtttcg 

acaattgctcgcctttataagccatgctagtgcccaatcaaacactttactt^ 

gotccttitttcgctagcctgtaacttaaataagccatctaaccttttt^ 

tttctttattaccctgtcggcttattttctattcpacac^ 

ttgtagcttgtattaatagggaaaagccggaagtataaccggtggaaagtactattgaag 

tgagataagaagccatcgtaatgccctcgttagccgaattgaccaagtcgtta^ 

cctttgaaaacggcgattatgccgcgtgtgagaagctctt^ 

ttatcaagaataaccttttaatacctgacttatccatt^^ 

atttgatgattactaaaaggatcctggaagtaggtgccct^ 

attttgacagcttcgagaattacttcaaccaattgaagccttactact^ 

ataaattatctgaatctgacaagaaatcgaagctgataagtc^ 

tgtctcagaataacacaaccaagtttcactoggaattgcagtatctagata 

agaacttggaagacgattcacttttgtcttacccratcaaactagacagatg(^ 

aagggtcgtaccagaaagcatgggatcttctgcaatctgggtcgcagaatatatca 

tcgactcttttaccgatatcctaaaatcagctataagagacgaaattgctaaaaataccg 

agctatcctacgactttctccctctctccaacataaaggctttgctcttt^ 

AAAAAGAAACTGAAAAATTTGCACTAGAGAGAAACTGGCCTATTGTCAACTCGA 
ACTTCAATAACCAATCAAAGGAGAAAGCTGATTACGAAGATGAAATGATGCATGAAGAAG 
ACCAAAAGACAAACATTATCGAAAAAGCAATGGATTATGCCATAAGTATTGAAAATATTG 
TGTAA 

>YFR052W, 274 aa (SEQ ID NO 158) 

MPSUVELTKSLSIAFENGDYAACEKLLPPIKIELIKNNLLIPDLSIQNDIYLNDLMITKR 
ILEVGALASIQTFNFDSFENYFNQLKPYYFSNNHKLSESDKKSKLISUYLLNLLSQNNTT 
KFHSELQYLDKHIKNLEDDSLLSYPIKLDRWLMEGSYQKAVgDLLQSGSQNISEFDSFTDI 
LKSAIRDEIAKNTELSYDFLPLSNIKALLFFNNEKETEKFALERNWPIVNSKVYFNNQSK 
EKADYEDEMMHEEDQKTNI lEKAMDYAISIENIV 
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>YGL072C, 860 bp, CDS: 501-860 (SEQ ID NO 159) 

ACTCTTTTGCTAQGGAGTTTCTGTCGCTAAG^ 

AATAGGTAATACTTTTTGTAACTGTAAAGAATATT^ 

TTa:CTATATTCrATC(X;AGGTTGTGTACTCT 

TATGTAATATGC^AATTCTGTTTCTGCTTGATAATCTG^ 

GATGGAGCAGAAAGGGGAGAAATGAATACTGATGAGCTTAACGATGA^ 

GTTT(nx:TTGATTACCCTTTCATCCAACA^ 

CGGCCAATGTGAOlCCAGTTCACTCGGaVAGCCCTT^ 

ACGAGAACTCTTCACGACTCATCTACITGGCATT^^ 

CGTGCGGCGGTGTGAGGTGCATGGGTGCaSGTATTT^^ 

GCGATCAGCTTCGAGAACATACTATATTAAATGATTATATACGCTATTTAATGACCTTGC 

CCTGTGTACTATTTCTTAGCTCGTTTGGGCAGGCGGTGATCGTT^ 

TGTATTTCGACTATAGCCGGTTCCGGTATTTCCTCCACAAATCTT^ 

ggcgccgtgtcggcctgggtqgaataactgtggtcattaaagct^^ 

actttagtgttttcagtgg<xx:tcaactot 

ctagtgttattgtogtttag 

>YGL072C, 119 aa (SEQ ID NO 160) 

MGAGIFFSSLCALRDQLREHTII^YIRYLMTLPCVLFLSSFGQAVIVVLCR^ 
FRYFLHKSFLSVLGRRVGLGGITVVIKAWQVITHFSWSGAELYIGGHPCTSI^^ 

>YGL080W, 893 bp, CDS: 501-893 (SEQ ID NO 161) 

GAAGAAAAAGAAGAAGGGGATGATGAGGAAGGAGAAATAGAACTTGAAATTATTAGAGTA 

AAAAGAATAAAGGGCAGGACGAAGATAAAGAAGAOGCTTACTTGCTTCTCGAA^ 

AAAATTATTACCCCTCACKIACTCCrAATAGTATGTGC^TTACTACTi^ 

TTTGACCGC(rrACTATCGAATTAAATATAATTTTATAA<XX::AGTT(n*A 

GTATTATAGCTTCATGGCTAGTCAAATAAGTQGAGTTTTTTC 

AAGTTCTCTTrreOSACGGCCCCCCGCTTTAACCGAGGCGAAATGACAAGT^^ 

CAAAGAAGGAATAGCCACTACAACCTCCGGTCTCCACCTTTCTCCACCGATAATCT^ 

AAACACTCACTTGCCAATCAGCAAACGTCAATACATCTACATATATACGTATAGATTTTA 

ttgcactgtgatcaaaaagaatgtctcaa(x:ggttcaacxkxx:tc 

TTCAAAAATACATCAATAAAGAAACTTTGAAATATATTTTCACAACACACT^ 

CCGTATCAAATTTCGGTATCCCAATTGCTCXn'ATATATGATCTC 

TAATCTCTGGCCCAATGACTTTTGCTTTAGTTAC<n*ATTCAGGTC 

CTCTTTCAGTATCACCCAAAAACTACTTACTGTTTGGATGCCACCTTATTA^ 

CGCAATTAGCTCAAGGCTATAGGTTTCTCAAATACACGTATTTCACAACAGATGAGGAGA 

AGAAAGCTCTAGATAAGGAATGGAAAGAGAAAGAAAAAACTGGTAAACAGTAA 

>YGL080W, 130 aa (SEQ ID NO 162) 

MSQPVQRAAARSFI^KYINKETLKYIFTTHFWGPVSNFGIPIAAIYDLKKDPTLISGPOT 
FAIiVTYSGVFMKYALSVSPKNYLLFGCHLINETAQIA(K5YRFLKYTYFTTDEEKKALDKE 
WKEKEKTGKQ 

>YGR008C, 755 bp, CDS: 501-755 (SEQ ID NO 165) 

CGCAATAGTTATCAACTTAACCGAGCTCAAATAATTTAAAGATAAAAGATAAAAGATAAA 

AGATAAAAGACAAAAGAAAATTCATAGCCCATGITCAAGTATCCCAGCGGGAAATGTTGC 

TATCCAACAGAAACH'ACCAAGCCAGTTTCAAAAA(5GTACAGAATTAAGTGATGCTATCCG 

TCCCACAACTAATTTTCTCCAGCGGAGGAAATATACGCGGAGGGGGGGAGGAAAACCTCT 

CAGTAAGCAATGAAGGGATAGATAATGGG(XKX3(:GC<nX3CCTAGCTTAG<KrrAAGA^ 

CCTTCGAAAACAG(KX5<XntX:GAGCGCAGAAGCGAACACTTCTC 

TATTTATAAGTTTGCTTTTTGTCACTCTCTTGGC^^ 

TTGTTGTGTAAACTCAATTATACAAATAAACGAACAATCAACAGTAACAAACCGCTCAAG 

TGTACAACCAATCAGAAAAAATGACGAGAACAAACAAGTGGACCGAACGTGAAGGAAAGG 

CTGATCCAAAGTACTTTTCGCACACTGGTAACTACXKnX3AATCTCCAAA 

AGCAAGGTTCCGGCAAGGGTAATTGGGGTAACXrCACSGaSATGAGATTGATGACT^ 

ATAATGGTGAAATACCCCCAGTGTTCAAGAAAGATAGAAGAG(Knx:AAATTTGCAATCG^ 



f 
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ATGAACAAAAGTTT6AAAAC!GTCCAAAAGGAATGA 

>YGROOBC, 64 aa (SEQ ID NO 166) 

HTRTNKWTEREGKADPiOTSHTGNYGESFNHIKKQGSGB^^ 

VFKKDRRGSNLQSHEQKFENVQKE 

>YGR023W, 2156 bp, CDS: 501-2156 (SEQ ID NO 167) 

TTAGATCATGGCTAGGGGGATCTGGAAGTACAATGATGTGCT 

ACACCAGGATGAACTAAGGGCrCATCTCGAAAGTCGAAGGTGCCT^ 

TGGTGCCTGTTGTGTOTTCCATGAACAAGGAGCACOT 

ATCATTTTTTTTTTTCCCTCTTTCT^ 

TTTTTCTTCTTCGGGAAGATCAATTTTAGGTAGAAAAGTGTAG 

CTGCTATTTACTGTAAGTACTCTTCGGTCCAT^^^ 

TATTCCGAGGAGATAATTGGGATATAATCCTCC»TT(^^ 

TCTAGTTCATTTCGGGTTGGTTCGATCl^^ 

ATAATATAAGTAGTTAAGGTATGGCAAGCTGCAATCayi(X:AG^ 

CAAGCCTATCTATGTGGAGAACXSATTGTCATGGCGTTAA 

TTTCGCAGGAGTTGGTTCCAGCTAATAGCACAACATCXS^^ 

CGCTTTCCGCAGTTGAGTCATTTACGTCCAGTACCXSATGC^ 

CAACGCCGAGTATAGCTTCAGTATCCTTTACTTCC^ . 

CTCTTTCGTCAACATTATCCIXmGAACTTTCCT^^ 

CAACATCGTCGTCTTCTTOGGAGGTTACGTCA 

rcTCTTCATCATOVACAATAATATCATCGT^ 

CAACATCrTOGACAGTTGCCTCX:TCCACACTT^ 

CGTCTTCGTCAACXSTTTACGTTTAGTTCGGAAAGTTi^^ 

TTTCAACATCCGTTTTOACTTCTTCAGTGTAO^^ 

CTTCGTCCTCATCCGAATTGACATCATCCTCGTACTCATCATCCTCATC 

TCTTTTCCTACTCCTCCTCATTTTCATCATCCTC^ 

CATCCTCATCATCATCATCATCATCATCATCATATTTCACCCTCT^ 

CATCCATATACTCGTCTTCGTCATATCCTTCATTTTCATCTTCATCTTCCT 

CCTCATCAATCACTTCTACATCCGCCTCATCTTCTATTACTCCCGCTC 

ATTTGGCAAAAACCATAACTAGTATAATAGAAGGCCAGACCATCCTCTCTAACTACTATA 

CCACAATAACGTATTCACCGACAGCATCCGOVTCTTCAGGAAAAAATTC^ 

GCTTATCAAAAAAGAATCGTAATATTATCATCX3GTTC1^^ 

TCATCCTAATTCTACTAATATTGATTTAOVTGTTT^ 

TCATTGACTCTXSACGGTAAAATTGTCACAGCTTATCGTAGTAACAT^^ 

GGTATTTCTTGCTGGGTAAAAAAATTGGTGAAACAGAAAGATTCAGC^ 

TCGGCAGCAATAATATTCAGAATTTTGGTGATATCGATCXIAGAAGAT^ 

ACAACCCCTACACCCCTAAACACACTAATGTTGAAQGCTACGACGACGACGACGACGACG 

ACGCTAATGATGAAAACCTATCATCCAACTTCCATAACAGAGGCATAGATGATCAATAC 

CACCTACTAAATCTGCATCATATTCAATGTCGAATAGTAATAGTCAAGATTACAACGACG 

CAGATGAAGTAATGCACGATGAAAACATTCATOGTGTTTATGATC 

TCGACGAGAACTATTACA0GAAA(XAAACAACXX3CTTAAATATCA^^ 

>YGR023W, 551 aa (SEQ ID NO 168) 

MASCNPTRKKSSASSLSMWRTIUaAIiTTLPLSVLSQELVPANSrrSSTAPSITSLSAV^ 

FTSSTDATSSASLSTPSIASVSFTSPPQSSSLLTLSSTLSSELSSSSMQVSSSSTSSSSS 

EVTSSSSSSSISPSSSSSTIISSSSSLPTFTVASTSSTVASSTLSTSSSLVISTSSSTFT 

FSSESSSSHSSSISTSVSTSSVYVPSSSTSSPPSSSSELTSSSYSSSSSSSTLFSYSSS 

FSSSSSSSSSSSSSSSSSSSSSSSYFTLSTSSSSSIYSSSSYPSFSSSSSSNPTSSITST 

SASSSITPASEYSNLAKTITSIIEGQTILSNYYTTITYSPTASASSGKNSHHSGLSKKNR 

NIIIGCWGIGAPLILILLILIYMFCVQPKKTDFIDSDGKIVTAYRSNIFTKXWYFLLGK 

KIGETERFSSDSPIGSNNIQNFGDIDPEDILNNDNPYTPKHTNVEiSYDDDDDDDANDENL 

SSNFHNRGIDDQYSPTKSASYSMSNSNSQDYNDADEVMHDENIHRVYDDSEASIDENYYT 

KPNNGLNITNY 
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>YGR034W, 1244 bp, exonl: 501-525, Intronl: 526-879, exon2: 
880-1244 (SEQ ID NO 169) 

TATAAAAAAAATTCTTGTAGACAATAAAATAAGAAATQCOIA^^ 

GATGCCCAGTACATCXXHTTTACACXXX5TG(»TTAAA^^ 

TTATCATATCTCTTTGATTTTTTTTCTGCTGTC<^^ 

GGAAATTTTCAGATTGTCAGTGCTTAGGATGGGTT^^ 

TGGGAAATCTCATACCTTTACACACATAGTGTTO^ 

TGGCTACTGTTTTAAAGTATTAGCCCGTTCTOVGTGCTT^^ 

GCAAGACCAAAGATATATCAAATATGGCTAAGCAATCTCTAGGTATGTTTGGAGGAT^ 
AATAACGATAGAAAACATGAGTGAATTTCCCTXXrACGAAAAAATC 
AGAGAACAATTAATCGAATAATGTTAAATTATTGTAAAACAATGTGTATGATC 
ATGTACCTAAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAACAGCTTTTGCAT 

attcaatccaggcyvtagggcgactatttagcactcaac^ 

tgacataaattccggctttagaatccaatattgaaa 

aagaaaagtaggaagttacogtttatattgatttgtgaaatc 

gggc/uvcatagatttaagtgtggatgaaaattatgtgctovto 

qytttactaacaaatttttttattatttgttt^ 

aggccagaaaggcttatttcactgctccatcctcro^^ 

cattatccaaggaattgagagctcaatatggtatcaaggcottgcc 

atgaagtcttggttcttcgtggttcxzaagaagggtcaagi^ 

acagattgaagtttgctgttcaagttgacaaggtcaccaaggaa;^ 

ccgttccaattaacttgcacccatccaagcttg^ 

ACAGAAAGGCTTTGATCCAAAGAAAGGGTGGTAAATTGGAATAA 

>YGR034W, 129 aa (SEQ ID NO 170) 

MLNYCKTMIYVSSDRIUCARKAYFTAPSSERRVLLSAPLSKELRAQY^ 

VRGSKKGQEGKISSNmUiKFAVQVDKVTKEKVNGASWINLHPSKLVXTIOiHLDKDRK^ 

IQRKGGKLE 

>YGR069W, 836 bp, CDS: 501-836 (SEQ ID NO 171) 

TTCGAATTATTTTGTTGAAAACAGGGCTCGAAAGTGATCrc 

TGCCGCTOGTGTCCATATCTTGGTTGCTTGTACTGCGACCGCTACT 

TTTCCGCATTTTCCCCACCGACTAAAACATOrCCT^^ 

AATAGCATTCGAAAATCTTACXXrrr^ 

TCTTATATCGGCCAACTTGCWUVAACTCCAATTTGAAT^^ 

TTTTCTTCACTACGATCTCATTTTTCACTGAAATCACTAAG^^ 

ACGACAGTT(X:AACGGTGACCCTTGGATCAAAATTATGTCCTTGTACG(5GGAGTTT 

TAATATCAAAATAACTTATTCTCTCTCTTTCCTTCTG^ 

ATAGCGAACTAAGTGAAAACATGGTCTTGCTTCACCCrrATTCTC^ 

GATATTTTTTACTTTTGCCATCTTATACTCATCOT 

TTTCTTTTTTTTTTTTTTTTTTTT^ 

GAATTGTAAAAGACGAAGTGAAGTATTCAG<3AGTATATTATTACATACATACAAAGCAA6 
ACAAAGAAACATTTTTAGATCTAACATTTTACTTCAAT^ 

AGAAAGACCTGCTGTTTAATGTGGGAGTAATCCGTCCCCTACTCGATCTTCAATAA 
>YGR069W, 111 aa (SEQ ID NO 172) 

MXO^LHPILAESCTRYFLLLPSYTHPNHLFHFPSISFPFFFFFFFFSFRRNCLFRIVKDEV 
KYSGVYYYIHTKQDKETFLDLTFYFNCFCIPYNKKDLLFNVGVIRPLLDLQ 

>YGR070W, 3968 bp, CDS: 501-3968 (SEQ ID NO 173) 
AAGAAACATTTTTAGATCTAACATTTTACTTCTUVTTGTm 

AAGACCTGCTGTTTAATGTGGGAGTAATCCGTCCCCTACTCGATCTTCAATAAATTC 

tcttgtatctaaac3gagc(k:tccagtactc(::aattaagca(x:acct 

CGATTTTTTTTTCACGCATACGTTTGTATGTTT^^ 

CAATGTCATATCTACAAACTCTATACGAAACn'AAAOGaiCnTCATCTTTT^^ 

acggcaatatttagacatat(:ataag<3G<x:c(»agggagaatcgttaattttaaact^^ 
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CTTTGCTKriTCAA^TOAAAAAGTAAATAAM 

TTGAATTTTAAAGCAAAAATTTTGTTGATTTAGT^^ 

GGTAAGAATTTGGTTAQGTTATGAATAGTAATGfl^^ 

ATGAGATATTCGGTAAGAAAAGAAAATCAGATACTTCAACCXX^ 

GCTCCAAAGTTCAGACAAACATCAATGAAATTTCTATCACTAATO^ 

GTACTGAAGATGAAAATAAGGCTTCAlTOAAGGATTATACACrAGGa 

CACGGTATAGGATAGCACCGGACTGTTCrTOCCAC^^ 

ATATTTCAACAAACCTTAATTCAAGTCCACAATCC^^ 

CTAATAAAAAAATTTCAATAAATGATTOSAaZAGACAAGATAAAGG^ 

CCACTTCATCACCTTCTCAAAAAAGATCXSAATGTTTTGCaTC 

CATCTCCTTCACTATTATCATTTTCCAAAAACAGTGGCAGT^ 

agctatctacgcctccaactc(x:aaaagtgcaggtcacacgat^ 

TCAATGGAAAACATAGTTCTTCTAGCACCTCTTC^^ 
CCCAAAATAGACGCTCATCAAACTCTTCCAATCATT^ 
ATCAACACCAACXmaVTCATTCAAGGTCCAAATO^ 
CCATGATCAAAGGCACGCOTTTGGTTTATCCTQCACT^^ 

TCAAACAGACCATCAAATTGAGCACGCATAAAAAGATGGGGTTACTTTACAGAGATTC 

TTACAGGAAAACAAGCAATTGATACTTTATGCTTGATCATAGG^ 

TGGGCATGTTCATCGGAAAATOGCTGGAAGCTC^^ 

ACCATGGCGTAAGAGATTCTGTACTGGAGATTTAOGAGTTATC^^ 

TGGCACATCAGTCGCAGAGTTCTACTTCAATT^ 

CAGTTAATTCGCTCCGTACTAAAACTGAAATATATGGTCTTTT^ 

GTTATTCCTCTACATGCTCTCT^ 

TGCAACAACAGGCTAATTTACATTTAAAATTAGGTGGTCGTCTTAA 

TAGCACTC^ATAAGGAGGATGATGAACGAATTTCCTGGACAAAT^ 

TATGGGAATCATTATCCAAACAACAAATCAAAAGGOIGGAGGCAATATATGAGTC 

CTACAGAAAAGAAGTTTGTAAAATCTTTGGAAATCMX:CGAGATACT^ 

TATTAGAAACGAATATTATTCCATCTGATCTAAGGATAAATTTTGTAAAGCA 

CACATATCAATGAAATATAOTCTCTCAATAGAGAATTTTTGAAGGCTTO 

AATCATTAAGCCCAATTTGTCCTGGAATTGCAGATATATTTTTC 

TTGATCCTTTTCTGTCATACATAGCATCAAGACCATACGCA^ 

AAAGATCAGTTAATCCCAATTTTGCTCGTTTTGACGATG^^ 

GGCATGGGATCGATTCATTCCTATCTCAGGGTGTTTCAAGACCI^^ 

TGGTAAGAGAAATAATACACTTCTCGGACOCAGTAACAGACAAAGATGATCTACAAAT^ 

TAATGAAAGTCCAAGATCTTTTAAAGGATCTAATGAAAAGGATTGATAGAOCl^ 

CAGCACAAGATCGTTATGACGTTAAAGTGTTAAAGCAGAAAATTCT 

ACGTTAATCTGGGTTTGAATAACGAAAAAAGGAAAATCAAGCATC 

GGAAGGACGTGAACAAAACAGATGCGTCCTTTTCAGGAGACATTCAATO 

ACAATATGCTATTATTCTTGAAATCAAAAGCTCTAAAOUVG 

TTCAGAGACCAATTCCACTCCCTTTACTGTTTATTT^ 

TAAAAAGATATGTGACAGAAAACCCAAATTGCTCAGCGGGTGTGCT 

AAACGAGCAATCXrCAAGAATGCTATTGTATTXXXXn'ATTACGG^ 

AAGTTACTTTGTACGOGCCGCAGCCGGCCGGATTACAGACATTAATAGAAAAGGTGAAAC 

AAGAGCAAAAAAGGCTCCTTGATGAAACTAAACATATTACTTTTAAGCAAATGG^^ 

AATTCTTTCACTCATACATAAATACTAATCGCGTCAACGATGTCCTAATC^ 

GTAAAATTTTATl^TTGCAACAAATATGGGACTCTTTGTTC 

TCAATCAAAAACCAGTGCACCTTCTGCACAAAATATCAATTTCACAG 

AAGAATATAAAGOTATGATTCTTCTAATTGACAAAAAACTGTACGGCTGTCCTT^ 

TAATCGACGATGCAGAAAATGCAGATTTTCTTTTCAGAAAAA^ 

AATATGTTGCAATGTTCAAAGACGGTTTCTGTAAT^ 

ATCATTTTTTGCACGCCGCACAATTATTGATTGTTAATCCT^^ 

GCGGTAATTTTAAAAAAAACCTAAAGGCAGGCTTGGTAGATTTTAGC^ 

CTCTGTCCTTTTCTTTTTTGGAGAATAAGATCTGCATTGGT^ 

TATTAAACGTACCGGAAGTGTGTGATAAAAATGGATTTAAAATGAGGGAGCTTTT^^ 

TACATGATAACAAAGTTTTAGCGAACATGTATAAAGAGAC^TTCAAAGTAGTTTCC 

TTCCGATAAAAAATTCAACTTTTGCATGTTTTCCAGAAC^ 
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AAGGGAAGAGGGAGGAGACAAAGGGATGTTTTCATTGGGAG^ 

CGTGTTCCTACCCCTATATTGTGGCAATTAATAGTAAC^^ 

AAAATGGAGAACTTCWX:CGCTGTGTACTTGGA^^ 

CCAAGAAGATCTTATATTGTTATGAGGATCCTCAAGG^ 

ATTTTTGA 

>YGR070W, 1155 aa (SEQ ID NO 174) 

MNSNELDLRNKYFYEIFGKKIUCSDTSTPTQLFSGSKVQTOINEISITND 

ASLKDYTIX3HDTGARYRIAPDCSSHQLKASF\nJIISTNIiNS 

CroSTRQDKGNSCTTTSSPSQKRSNVLLPHVIUaiSSPSLLSFSKNSGSHMGDFN 

PKSAGHTMELHSSFNGKHSSSSTSSLFALESLKTQNRRSSNSSNHSSQYRRHTNQHQRHH 

SRSKSSPVSLTEISMIKGTPLVYPALLSLIAIKETCQTIKLSTHKKMGLLYRDSFTGKQ^ 

OTLCLirGSLDimLGMLIGKSLEAQKLFHDVLYDHGVIU)SVLEIYELSSESIEmHQSQ^ 

STSIANTFSSSSSSVNSLRTKTEIYGVFVPLTHCYSSTCSLBKLCYSISCPNRLQQQANL 

HLKIXSGGLKRNISIALDKEDDERISWTNSVPKSVWESLSKQQIKR^ 

KSLEIIRDTFMKKLLETNIIPSDVRINFVKHVFAHllIEIYSVl^ 

PGIADIFLQYLPFFDPFLSYIASRPYAKYLIETQRSVOTNFARFDDEVSNSSLRHGIDSP 
LSQGVSRPGRYSLLVREIIHFSDFVTDKDDI^MIiMKVQDLLia>IiMK^ 

VKVLKQKILFKNEYVNLGlJWEKRKIKHEGLLSRKDVNKTDi^ 

KSKAVNKWHQHTVFQRPIPLPLLFICPAEDMPPIKRYVTENPNCSAGVLLPQYQTSNPK^ 
AIVFAYYGTKQQYQVTLYAPQPAGLQTLIEKVKQEQKRLLDETKHITFKQMVGQFFHSYI 
NTNRVNDVLICHAGKILLVATNMGLFVOOTATSINQKPV^ 
LLIDKKLYGCPLDVIDDAENADFLFIUaiSianiiFKyVAMFK^ 

QLLIVNPLIFDFNSGNFKKNIJCAGLVDFSVDSEPLSFSFLENKICrGCKKNIKIl^ 
CDKNGFKMRELLOT.HDNKVLANMYKETFKWSMFPIKNSTFA 
KGCFHWEGEPEQFACSYPYIVAINSNFIEIRHIENGELVRCVI/SNKIRMr^ 
YEDPQGFEIIEIiLNF 

>YGR132C, 1364 bp, CDS: 501-1364 (SEQ ID NO 177) 

CATACATGTATCAGACGTATAGCrcCTACGATTCTCAAGAATCCAGAA 

ATGTATAAAGGCGATGATTATGTATATTTTATGTTGTCTCCAGT^ 

CGGCCAGTCTGCGCTGCATGCTGTGAAGCAGTAATATGCGATATATACCACATAT^ 

GCTTCCGTTCAGGAaTTCGAAAAGAGAAACTTCAGTGAATGACTATGACT 

AGTCTTAGACCATTXXrAAATGAGTTATTCAAGTATGAGAGATOUVC^^ 

ACTCGTCTTCATGATGATACGGGTAACGCGAATGTATCGCATCAATAAATTTCAGGGAAA 

GGGAGTTTGACGATCTCATGGATGCAACGGTTGAGGTATATAATATTAAGCAGAAAGAAG 

AGGAAAAAAAATAAATCGGTAAACCAACCATCAACGGTACGAAACTTACATTCAAAATCA 

ATAATTTACTTTAGAAAAGAATGTCTAATTCTGCCAAACTTATC 

TGGCGTTGCCCATTGGTATAATTGCTAGCGGGATTCAGTAC^ 

GTGGTTCTCGTGGTGTTATTTTCGACAGAATCAATGGTGTAAAGC/^ 

AAGGCACTCATTTCTTGGTGCCTTGGCTACAGAAGGCGAT^^ 

AACCAAAGAGCATTGCTACCAATACTKSGTACGAAQGATTTGCAAA^ 

TGAGAGTCTTACATAGACCAGAGGTCTTACAGCTACCGGCAATATACCAAAATTTGGGTC 

TCGATTACGACGAAAGAGTGTTACCATCTATCGGCAATGAGGTTTTAAAGTCTATAG 

CTCAATTTGATGCTGCTGAGTTAATTACTCAGAGAGAAATTATTTCTCAAAAAATCAGAA 

AAGAGCTTTCTACGAGGGCCAACGAATTCGGTATTAAGTTGGAAGATGTCTCTATCAC^ 

ATATGACGTTTGGTCCCGAATTCACGAAAGCAGTTGAGCAGAAGCAGATT^ 

ATGCCGAAAGAGCCAAATTCCTTGTCGAAAAGGCAGAGCAAGAGAGACAAGCTTCTGTTA 

TCAGAGCTGAAGGTGAAGCAGAAAGTGCTGAATTCATTTCAAi^ 

GTGATGGTCTGTTATTGATTAGAAGATTAGAAGCTTCTA^ 

CAAACTCATCTAACGTTGTCTATTTACCAAGTCAACATTCTGGTGGT^ 

CTTCGGGATCACCAAATTCCTTGCTTTTGAACATTGGCCGTTAA 

>YGR132C, 287 aa {SEQ ID NO 178) 

MSNSAKLIDVITKVALPIGIIASGIQYSMYDVKGGSRGVIFDRINGVKQQWGEGTHFLV 
PWLQKAIIYDVRTKPKSIATI!ra3TKDLQMVSLTLRVLHRPEVLQLPAIYQNI/5M 



wo 02/064766 



PCT/EP01/1S398 



15/251 

LPSIGNEVLKSIVAQFDAAELITQREIISQKIRKELSTRANBFGIKLEDVSITHMTFGPE 

FTKAVEQKQIAQQDAERAKFLVEKAEQERQASVIRABGEAESAEFISKAI^^ 

RRLEASKDIAQTLANSSNVVYLPSQHSGG(3ISESSGSFNSLLLNI6R 

>YGR135W, 1277 bp, CDS: 501-1277 (SEQ ID NO 179) 

TTCTGAACTGAATCTGAAATTGTTAAACCIX?^^ 

TAGTT(X:CCTATTAACACGTTGCGTAGTTTTATCXXTO 

GAACCCTCCAGGAAGAAGGGTGGTGTTCTACGATGGTAAGATT^^ 

CGATAAGCCTATCCCACTTCATGAATATATAACACTCXXIAGAGCTCG 

TGAGTGAGCAGTGAATTGCTCATGTTTTCTCTGCAT^ 

GTAATAACATCXTCAGGCAGTTAAATATTCGTTACCCTGCAGGTGGCAAAAAAT^ 

aataaaagcataaaaagatggatatctatgtaataaggaaacattggk::agagcx5aagag^ 

ACAGACTGCTTTCTATAAAAAGTTTTCGATCyVC^^ 

TATAGTTAGTAGTGTTAAACATGGGTTCCAGAAGATAeGATTCCA 

CCCCTGAGGGACGTCPATATCAGGTTGAATACGCXXrrAGAATC<^ 

CCGCAATTGGGATTATGGCATCTOATGGGATTGTT^^ 

GTACTTTACTAGAACyyVGACACCTCTACCGAAAAACTTTATAAGTO 

CGGTTGCCGTTGCTGGACTCACrrGCAGATGCAGAAAT^^ 

ACGCTCAAAATTA(XTTAAAACCTATAATGAAGATATACCAGTAGAAATTTO 

GGCTAAGTGATATAAAACAAGGTTACACGCAACATGGTGGTTTAAGACCATTT^ 

CCTTTATCTACGCOSGTTATGACGATAGATACGGTTACCAAlTGTATACATCrAATCCA 

CGGGAAACTATACAGGGTGGAAGGCTATTAGTGTTGGOSCT 

CCCTACTTCAAATGGACTACAAGGATGATATCAAACmX»TGAT^ 

TAAAAACGTTATCCAAAACTACCGACAGTAGCGCGCTCACTTATGACAGGT^ 

CTACTATCAGAAAGGGTGCTAATCACGGAGAAGTGTATCAGAAGATTTTCT^GCCTCAAG 

AGATAAAGGATATATTGGTAAAGACTGGTATTACCAAGAAGGATGAAGACGAAGAAGCTG 

ATGAAGATATGAAATAA 

>YGR135W, 258 aa (SEQ ID NO 180) 

MGSRRYDSRTTIFSPEGRLYQVEYAIiESISHAGTAIGIMASDGIVLAAERKVTSTLLEQD 
TSTEKLYKLNDKIAVAVAGLTADAEILINTARIHAQNYLKTYNEDIPVEILVRRLSDIK^ 
GYTQHGGLRPFGVSFIYAGYDDRYGYQLYTSNPSGNYTGWKAISVGANTSAAQTLLQMDY 
KDDMKVDDAIELALKTLSKTTDSSALTYDRLEFATIRKGANDGEVYQKIFKPQEIKDILV 
KTGITKKDEDEEADEDMK 

>YGR155W, 2024 bp, CDS: 501-2024 (SEQ ID NO 181) 

gtgttctcatccgaccctctgattcatttggtggccattacatt^^ 

ttcccctatttcataacroattaaaatggtaatggcac^gtgatagtagt^^ 

caaaattttctttctcagcgcnxjacaaagcttcattt^ 

cttcaacttcacccaagtaaggataatcagiztctgtcgtgactg^^ 

gcatatgcagtccacacggcattaccgtttcactaatttattgccatctt^ 

tttgcaccgaaaggaaaaaaagaaaccaacacotaaaattttt^^ 

gtaaacgcaaggcacttcaccaggcttgtatatataaatgtcgtgatgcttctatgccaa 

agtaaaaggcaacacttgaagatttcgttgtaggozacttgctcaaaggac^ 

aatacgacgtaagaataaaaatgactaaatctgagcagcaagccgattcaagacataacg 

ttatcgacttagttggtaaca<:cccattgatcxx:actgaaaaaattgccta^ 

gtatcaaaccacaaatttatgctaagctggaactatac3uvtccaggtggttc 

acagaattgccaagtctatggtggaagaagcigaagcrtccggtagaattcat^ 

gatctactctgatcgaacctacttctggtaacac<xx?ratcggtctagctttaatc 

ccatcaaaggttacagaactatcatcaccttgccggaaaaaatgtctaacgagaaagtot 

ctgtcctaaaggctctgggtgctgaaatcatcagaactccaactgctgctgcctgggaot 

ctccagaatcacatattggtgttgctaagaagttggaaaaagagattcctggtgctgto 

tacttgaccaatataacaatatgatgaacccagaagctcattacritc^^ 

aaatccaaagacagctagaagacttgaatttatttcataatctacgcgctgot 

gtgctggtactggtgggactattagcggtatttcx:aagtacttgaaagaacagaatgat^ 

agatccaaatcgttggtgctgacccarrcggttcaattttagcccaacctg 
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ATAAGACTGATATCACTGACTACAAAGTTGAGGGTATT^^ 

TTTTGGACAGAAAATTAATTGATGTTTGGT^^ 

ACGCCAGACAATTGATTTCTAACGAAGGTGlXri^^ 

TCACTGCGGTTGTGAAATACTCTGAAGACCACXXrrc^ 

TTGCCATATTCCCAGATTCCATCAGGTCGTAaZTAACCAA^ 

tgaaaaagaacaatttxstc^g^ 
aggcttcgacx3acaaaatacxx:tgatgtgtttg^ 

TGAAACCGGTTGTTTCCGTTAAGGAAACCGCTAAQGTCACTGATGTO 

AAGACAATGGCOTTGACCAATTGCCTGTGTTGAC?P^ 

TTACTCTCTCTGAGCTTCTAAGAAAACTATCAAT^ 

TAAAGGGTAAATACTTGGACTTCAAGAAATTAAACAATTTCAATC 

ACGAAAATAAATCCGGTAAGAAGAAGTTTATTAAATTCGATGAAAACTCAAAGCTATC 

ACTTGAATCOTTTCTTTGAAAAAAACTCATCTGCX^ 

TCCATATCGTTACTAAGATGGATTTACTGAGCPACnrr^ 

>YGR155W, 507 aa (SEQ ID NO 182) 

MTKSEQQADSRHWXDLVGin*PLIALKKLPKALGII^IYAKLBLYNPGG 

VEEAEASGRIHPSRSTLIEPTSGim3IGIJU:«IGAIK6YRTIITLPEKH5NEKVSVLK^ 

AEIIRTPTAAAWDSPESHIGVAKKLEKEIPGAVILDQYNNMMNPEAHYFGTGREIQRQLE 

DLOT*FT)NLRAVVAGAGTCGTISGISKVIiKEQNDKIQIVGADPFGSILAQPEI^^ 

YKVEGIGYDPVPQVLDRIOilDVWYKTDDKPSFOTARQLISNEGV^ 

CEDHPELTEDDVIVAIFPDSIRSYLTKF\mDEWL!aCNNLWDDDVIJa^ 

ADVFGNATVKDLHLKPWSVKETAKVTDVIKILKDNGFDQLPVLTETC 

RKLSINNSNNDNTIKGKYI.DFKKLNNF1^VSSYNENK^ 

KNSSAVITDGLKPIHIVTKMDLLSYLA 

>YHR095W, 935 bp, CDS: 501-935 (SEQ ID NO 207) 

GACACCTTTTCCXXSTGTTTGGAGGGGCAACGGC^ 

GTCGTGAAAACTTTCATTTTTACCTTCTGGAGTATT^ 

CAATTCATATGAGTTGGATGAATTGGATTTCTGAGGAGATATTAGATCGGGAGTTGAATT 

CATGATTTTACGTATATCAACTAGTTGACGATTATGATATCTTTATAGATT^ 

GGAAAGAACATGAGACCCCAGATGGAATTGATTATGGGGACATTGTTGCCHTO 

ATTTCAATATACTAATTCAAAlXyiTTAAAAACGTGAGGGGGACA 

AAGAAATATTTTGCTACATTAGATAATQGaXSGAGTTTCC^^ 

TCAAATGTCGCAGCAGCTCATGTTTACGTTTGCTGTCT^ 

TATTCTTCTATCAGCACTTGATGAATATTCTTTTTC^^ 

CGGCAO^AAlKXrCCTGCAGCATTTC^^ 

GATCTTGTGCGCATATTTGTCAGTCCTTCyVCGGAAAAAAAAAi^ 

CGGAAAAACTTTTGACTCAATGCAACAGTGTCATAATCCTTT^^ 

AAAATCAGGAGTGCAAGATATCGATTAATT(XTTGGAAGTTATGATGGT^ 

TAACTCTCTTGAAGAAGGGTTTTTTCAGTTGGTCAACACT 

AAAAAAAAAAAAAAAAGAGAATTCTTCATGTAATOTACCATGAT^^ 

CAAAAATGAAGATAATCCGAGCGCATGCGAAGTAG 

>YHR095W, 144 aa (SEQ ID NO 208) 

MNILFLIYLKDKRSARQCPAAFLPSFSEFPLRIGSCAHICQSFTEKKKEHWVTSEKLLTQ 

CNSVIILCAVSLKKNQECKISINSLEVMIWSLSLTLLKKGFFSWSTLFRGKKKKKK^ 

ILHVIYHDSTFLQAKMKIIRAHAK 

>YHR138C, 845 bp, CDS: 501-845 (SEQ ID NO 209) 

CTACGAAAATAAGCAAAAAATAAATAAAATAAAAACAAAAACAAAAACAAAAACAAAAAC 

aaaaacaaaaacaaaaacacatattgttatgatgactcgacgaaagaaagatcgtcgtta 

ctttc(:taattxnttgtcttcagtacagttattatcacn^ 

actatgtgatgttactgatacatcacgcgcitcctttatgttt^^ 

tacacxsatttatagtttttacaGtatattgacttcaataattt^ 

ttaaatttgattattccgattagatcggtcggcgcpaccyvaaaagaggcgaagaaaag 
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GAAAACGCAAGTGGATAAJIGGGGTGGGGGGCAA2UIGTIITTO 
GAGAGAACAAATGGATAAGTTCCGTTTCCTOOT 
TAACAGACTATAGCATATATATGAAGGa:AGTTA(nrrAGTT^^ 
TCTCCATGGCACAQGCATCTTCCOTATC^^ 

ATATGGCTACGGACXIAGAATAGCATTATTGAAGATGTCAAAAAATATC 
GGGGTAAAATAACACACGAATATAGCTTGATAAAGGGCTTTACAGTGGACTTACCTGAT^ 
GCGACCAAATTTTGGACGGTCTGAAAGAAOST^ 
CTAAATGCAATTTGGAAAAGGATTCAGAAGTTCATGC^ 

CTTAG 

>YHR138C, 114 aa (SEQ ID NO 210) 

MKASYLVLIFISIFSMAQASSLSSYIVTFPim)NMATDQNSIIEDVKKYVTO 
YSLXKGFTVDLPDSIXJII'DGLKERLSYXESEYGAKCNLEKDSEVHAIi^ 

>YHR179W, 1703 bp, CDS: 501*-1703 (SBQ ID NO 215) 

ATATCTTACGTAATGAACTTCCGTAATGAACTTCOSTAATT^^ 

TTGTTOUVTCTTCAGACTCTACTAAGTGTl^^ 

GAATGAATATATTGCACGGAACGGAAGCGGCATGCTTTT^ 

AGCAAAACGGAGTAGAATCGGTAAGAACTTCCTTTTTGGGTT^ 

TTTGGACACCTTTCTTTTTCCGTATTGTTCGA^^ 

GAGGTAGCAGATTCCTGGAACGTGCTTTCTCTOyiGGTAAC^^ 

GACTTTCTAAAATATAAAAGGAAAAGCATATCTX^AGTTTCGA^^ 

TATTTCCTTATGTTAAACXSGTCCAGATATAGAATAAAT^ 

ACGATAATATAGTATCGATAATGCCATTTGTTAAGGACTTTAAGCGACAAGC^ 

ACACCAACrTATTCAAACCAATCAAAATTGGTAACAATGAACTTCTACACCG^ 

TTCCTCCATTGACTAGAATGAGAGCCCAACATCCAGGTAATATTCCAAACAGAGACT^ 

CCGTTGAATACTACGCTCAACGTGCTCAAAGACCAGGAACCTTGATTATCACTGA^ 

CCTTTCCCTCTCCACAATCTGGGGGTTACGACAATGCTCCAGGTATCTGGTC 

AAATTAAAGAATGGACCAAGATTTTCAAGGCTATTCATGAGAATAAATCGTTCGCAT^ 

TCCAATTATGGGTTCTAGGTTGGGCTGCTTTCCCAGACACCCTTGCTAGGGATGGT^^ 

GTTACGACTCCGCTTCTGACAACGTGTATATGAATGCAGAACAAGAAGAAAAGGCTAAGA 

AGGCTAACAACCCACAACACAGTATAACAAAGGATGAAATTAAGCAATACGTCAAAGAAT 

ACGTCCAAGCTGCCAAAAACTCCATTGCTGCTGGTGCCGATGGTGTTGi^ 

CTAACGGTTACTTGTTGAACCAGTTCTTGGACCCACACTCCAATAACAGAACCGATC 

ATGGTGGATCCATCGAAAACAGAGCCCGTTTCACCTTGGAAGTGGTTC 

ATGCTATTGGCCOTGAAAAAGTCGGTTTGAGATTGTCTCCATAT^ 

TGTCTGGTGGTGCTGAAACCGGTATTGTTGCTCAATATGCTTATC 

AAAGAAGAGCTAAAGCTGGCAAGCGTTTGGCTTTOSTCC^ 

CCAACCCATTTTTAACTOAAGGTGAAGGTGAATACAATGGAGGTAGCAACAAA 

ATTCTATCTGGAAGGGCCCAATTATTAGAGCTGGTAAOTTTGCTCTC 

TCAGAGAAGAGGTGAAGGATCCTAGAACATTGATCGGTTACGGTAGATTTT^ 

ATCCAGATTTGGTTGATCGTTTGGAAAAAGGGTTACCATTAAACA^ 

CTTTCTACAAAATGTCAGCTGAGQGATACATTGACTACXX!TACGTACGAAGA^ 

AACTCGGTTGGGACAAAAATTAA 

>YHR179W, 400 aa (SEQ ID NO 216) 

MPFVKDFKPQALGDTNLFKPIKIGNNELLHIUWIPPLTRMRAQHPGNIPNRDWA^ 

RAQRPGTLIITEGTFPSPQSGGYDNAPGIWSEEQIKEWTKIFKAIHENKSFAWVQLWVLG 

WAAFPDTLARDGLRYDSASDNVYMNAEQEEKAKKANNPQHSITKDEIKQYV^ 

SIAAGADGVEIHSANGYLLNQFLDPHSNNRTDEYGGSIENRARFTLEWDAWDAIGPEK 

VGLRLSPYGVFNSMSGGAETGIVAQYAYVLGELERRAKAGKRLAFVHLVEPR\n^ 

GEGEYNGGSNKFAYSIWKGPIIRAGNFALHPEWREEVKDPRTLIGYGRFFISNPDLVDR 

LEKGLPLNKYDRDTFYKMSAEGYIDYPTYEEALKLGWDKN 

>YIL074C, 1910 bp, CDS: 501-1910 (SEQ ID NO 219) 
TGGGAGTCTTTA(K:AAGTTCXX3CAAATATCGATAT(:AATAGTATTGC^ 
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TTTATTCCATTTACnH3TCGTTTATACTGGCTGI^^ 

GCACX:CX5TACCAGGAAGOGTGATAGAATCGGTAGCTACAA2^^ 

AGTGCTATTGTTTTTCATAATGTCACGTGCACTAT^^ 

CCAAATATACACAAAATGCCACATTTTTTTC^^ 

GACAGCGCTCAGATTAATTGTGGGCTAGATTCm:^^ 

AAAACTAATGGAATCTX:CCAGGTTTAATACATAAGAAGGTTACGAGCTACTACATTAi^ 
AATACTTTGTCIOTTTTAGCTGTAGATTATTGT^ 

tcgggtatttcctcxx:taacatgtcttattcagci^ 

AACGTGCCATGAACTTTTCTGGCTCTCCTGGTKKy^G^^ 

TTATGAACACACTACCTaSTCGTGTAAGCATTACAAAGCAACXy^ 

TTTCTACTGGTGACATGAATATTCTACTGTTGGAAAATGTCAATGC 

TCTTCAAGGATCAGGGTTACCAAGTAGAGTTCX:ACAAGT(nTC^^ 

TGATTGAAAAAATCAAAGACGTAt^CGCTATCXSGTATAAGATC 

AAAAAATACTACAGCATGCCAGGAATCTAGTTTGTATTGGTTGT^^ 

ATCAAGTAGACCTAAAATATGCCGCTAGTAAAGGTATTCC^ 

CCAATTCAAGATCCGTAGCAGAATTGGTAATTGGTGAGATCATTAGTT^ 

TAGGTGATAGATCCATTGAACTGCATACAGGTAOVTGGAATAAAGTCGCTGCTAGGTO 

GGGAAGTAAGAGGAAAAACTCTCGGTATTATTGGGTATGGTCAC^ 

CAGTTCTTGCAGAAGCTATGGGCCTGCATGTGCTATACrATGATATC 

CCrrAGGTACTGCCAGACAAGTTTCTACATTAGATGAATTGCT 

TAACACTACATGTACCAGCTACTCCAGAAACTCAAAAAATGTTATCTCCT^ 

CTGCTATGAAGGACGGGGCTTATGTTATTAATGCCTCAAGAGGTACTGTCC^^ 

CATCTCTOATCCAAGCCGTCAAGGCCAACAAAAT^ 

CACATGAACCAGCTAAGAACGGTGAAGGTTCaiTTTAAC^ 

CTGAGTTGGTTTCATTACCAAATATAATCCrcACACC^ 

AAGCrCAAAGTTCAATCX^GTATTGAGGTGGCTACT^ 

GTAACTCTGTCGGTTCTGTGAACTTCCCAGAAGTCAGTTTGAAGTCT^ 

AAGAGAACACAGTACGTGTCTTGTATATTCATCGTAACGTTCCTGGTGTT^^ 

TTAATGATATCTTATCCGATCATAATATaSAGAAACAGTTTTCTGATTCTC 

TCGCTTATCTAATGGCAGACATCTCTTCTGTTAATCAAAGTGAAATCAAGGATATATATG 

AAAAGTTGAACCAAACTT(nK5CCAAAGTTTC 

>YIL074C, 469 aa (SEQ ID NO 220) 

MSYSAADNLQDSFQRAMNFSGSPGAVSTSPTQSFMNTLPimVSITKQPKALKPFSTC 

ILLLENVNATAIKIFKIXK5YQVEFHKSSLPEDELIEKIKDVHAIGIRSKTRLTEKILQHA 

WWiVCIGCFCIGTNQVDLKYAASKGIAVFNSPFSNSEOSWAELVIGEirSLARQLGDRSI 

LHTGTWNKVAARCWEVRGKTIXJIIGYGHIGSQLSVIAEAMGLHVLYYDIVTir^ 

VSTLDELLNKSDFVTLHVPATPETEKMLSAPQFAAMiaX;AYVINASRGT\AroiP^ 

KANKIAGAAIi)VYPHEPAKNGEGSFNDELNSWTSELVSLPin:iLTPHIGGSTE^^ 

IEVATALSKYINEGNSVGSVNFPEVSLKSLDYI>QE^mmVLYIHRNVPG^n^KT\m^ 

HNIEKQFSDSHGEIAYLMADISSVNQSEIKDIYEKLNQTSAKVSIRLLY 

>YIR037W, 992 bp, CDS: 501-992 (SEQ ID NO 221) 

gttttccatgcttttgccggal^cctccaccaacgcttc 

tgtcgaggacacgatagacaaatttgtctgcaccgtattcnxztttgca^ 

cagcttccgitcttgctacgccgtagacgatgcattcatcx;tcct^^ 

tcaccaattgcaggccaatcccacgggaggcaa:tgtaatcaaaat;^^ 

cccttctttgacagattataagttgtttctcttgttc^^ 

ctgtattccttcttcrttttctgcattatcgto 

AAGTGAAAAAAAGAGGGAAAAAACCATGAGGAA(»GTATGCTCCCTTAATATCGGAA 

CAATAGTAATAAAAACAGCATCAGAGCTTTCCACGTCTCTCTCTTCCAAG^ 

GTAAAGTATTCAAGTTTATCATGTCAGAATTCTATAAGCTAGCACCTGTTGAC^ 

gccaaccattccccttcgaccaattaaagggaaaagtggtgcttatcgto 
ccaaatgtggattcactcctcaatacaaagaactagaggccttgtaca^ 
acgaaggatttaccatcatcxx^gttcccatgcaaccagttt^ 
ctgatgaagaaattgcccagttctgcxiaactgaacta 
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AAAAAATTGACGTTAATGGTGGCAATGAGGACCXnXS^ 
AAT(X:GGTATGTTGGKXnnK5AGAGGTATCAAATCGJ^ 
AAAAGGGTAAAGTGTACGAAAGATACTCTTCACTAA(X»^ 
CCATCX5AAGAACTTTTGAAAGAGGTGGAATAG 

>YIR037W, 163 aa (SEQ ID NO 222) 

MSEFYKIAPVDKKGQPFPFDQLKGKVVLIVNVASKCGFTPQYKELEALYK^^ 

GFPCNQFGHQEPGSDEEIAQFCQLNYGVTFPIMKKIDVNGGNEDPVYKFLKSQKSGMLGL 

RGIKVmFEKFLVDKKGKVYERYSSLTKPSSLSETIEELLKEVE 

>YJL161W, 1043 bp, CDS: 501-1043 (SEQ ID NO 229) 

TCATAAAGTCTGGCGGCGTATTCCTTGCACAATTTTCMATC 

TTAGTCCGTATCACCAAGTGTAAACTGTTCTTTACaUlTGAGAACA^^ 

ATATGCGTAACTTCTGCCTCATTAATTTAAAAATTltrra 

rTOGAGCAGATGATOGACATGTATTTTTAGGAACATAA^ 

GCCTAAAAATAAGAATGCCAATCAACTUUIGTTGTATTTCCT 

CCACCATTCAGACCTCTGGTGAGATAGTTTGCC^^ 

TAAAAACCTCOyrGATTTTTTGAATAercaxr^^ 

ATTAGTTTAAGTTGGTGCGGATAACGAAAACTTGATGaUlGG^ 

CATAGAGTTCTTTCATTCATATGCTATACACAAGGTTGTC 

CCAAGTTTTCAGGCACATCGCOIAATCT^^ 

TGTACACTAGTCTTTTAGTGACAACACTGTATGG6 

AATCAAATAGCTTGAATAAGTCCAAAGAGCAAGAAGATCCC^ 

ACATTGTAAATATAGTCCATGACGCTCCCAATAGAATATTCAAGCCAGCAC^^ 

ATCAAGAGAAAGAGCTTGACITACAAAAGAGTCACC^ 

CGTACAGTGATGTCTCTCAATTTTCGATTGT^^ 

TAATAGGCAATTCCACCTTAGGCAAAAAATCCATTCTTTATAAGGG^ 

TTTTAGGGTTCCCACCGTTGATTTATATGGCACTTAAAC^ 

AAGCTGGAGTGCGCTTTGAGTAA 

>yjL161W, 180 aa (SEQ ID NO 230) 

MLYTRLLRHNSQFTKFSGTSPNLGSKPLFSKGNLYTSLLVTTLYGTGIACLYLESNSLNK 
SKEQEDPHAIAEDDIWIVHDAPNRIFKPALDTYQEKELDLQKSDLHKVLHSLTYSDVSQ 
FSIVWGFLIQLSSLIGNSTU3KKSILYKGSWSVLGFPPLIYHALKLRMKQLEKAGVRFE 

>YJR096W, 1349 bp, CDS: 501-1349 (SEQ ID NO 233) 

gtatattcaagaagaatgacacaccaaagccaaagc(:attaaagtagatgatgaacaatg 
ggactacaaaatgaaataaagaaaaaatagaaataggctagaagatcaattattaatcgc 

CCTATTCTTCCTTATTACCTACACAAAATAAAGCA<3CAACATAAGAAACAAAAACAAAAT 

GAAAACAAACCAAATAAATCTATGTAAGCATACTCATTTCAATTTGATAT^ 

ACTTTTTTGTCCTTATTTGAG(5CTCCATAAGCG(XXX:AT^^ 

gtaaatagtaataatgtgctgaaaagaacaatgaa(3ta(m»atcatacatato^ 

gtcgatatgaggggaggtgtctctttctttcatcccttc 

agcataagcaactgatcttactttagtaattaacntagcatacctagcccgaaggaagaa 

aaaaaattcacctcaacaacatggttcctaagttttacaaactttca^ 

tcccaagcattgctttgggaacctacgatattccaagatcgcaaacagccgaaat^ 

atgaaggtctcaagtgcggctaccgtcatttcgatactgctgttc^^ 

AGGAAGTTGGCGATGGTATCATTAAATGGTTGAACGAAGATCCAGGGAACCATAAACGTG 

aggaaatcttctacactactaaattatggaattcgcaaaacggatataaaagagctaaag 

ctcccattcggcaatgtttgaatgaa(5tct(x3ggcttg^ 

ttcattcgccactggaaggitctaaattaaggttggaaacttg^ 

cggttgatgaaggattggttaagtctataggc^gtttccaactatggga^^ 

atgaacttttgaactggccagaactgaagcacyulgccagt(k3tc 

caccttggattatgagacaagaattagcagattactgtaaatctaaaggtctcgtcgtcg 

AAGCCTTTGCCCCATTGTGTCACGGCTACAAAATGACTAATCCAGATTTATTAAAAGT^ 
GCAAAGAGGTGGACCGTAATCCAGGTCAAGTTTTGATTamWSTCTTC 
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atttacx:actacx:gaagactaaaactgtgaagaggtta 

actttgaactgtcagaoyuvcagatgaaattt^^ 

ocgattgggaatgcacagacgcgccataa 

>YJR096W, 282 aa (SEQ ID NO 234) 

MVPKFYKLSNGFKIPSIAIX5TYDIPRSQTAEIVyE6VKCX3YRHFDT^ 

IKWLNEDPOmKREBIFYTTKLWNSQNGYKRAKAAIRQCL^^ 

SKLRLETWRAMQEAVDEGLVKSIGVSNYGKKHIDELIIJWPELKHKPVV^ 

EUOJYCKSKGLVVEAFAPIXniGYKOTOTDLLKVrcKEV^ 

KTVKRLEGNLAAYNFELSDEQMKFLDHPDAYEPTDWBCTDAP 

>YKL065C, 1121 bp, CDS: 501-1121 (SEQ ID NO 241) 

CTGGGCTAGGTTTCACATATCAAAAAGAAGTTATGGCTTATGO^^ 
CTTTATGCCTUUUUITTTCTCCGTAGATCGCC^^ 

GCGCCATAAAAACX:TAGATAGAAAAGAAGGGAGAGAACATAAAOGCAGAACaiCX:ACT^ 

TTTAAGGCGTACGCAAACrcTTGGGCTTATCTATATT^ 

TCTTTTACCTCCTCGATACGTACrcCTTATGCCXnxyUV 

TGCATGCTATATCACAGGATACX3TTAACATAAAGGGGGCGCrACTAAAC(X^ 

GTGCAAAAATAGAAATATATGCCAAGTGGGACXHTCTATAGTTTCTC^ 

CGTTCATTGCAACXX:TCXnTTCTGCTATCCTTTC^^ 

GAAGAATAAATAATATTGCGATGAGTTTATACTTTACGACATTATTT^ 

TTGAGGTGGTAATGCTCnTCATCTTCX5TTTTGCX^^ 

TTTTTAGCAOCTATAACCAATTGACAGCGAAGOGCAAATAAAAACT 

CGGGTTGTCTTGTTGGCCTGTTGTTTATTGATTCyiT^ 

CATTATACCACAACGACAACAGTGGCTCAATCGGCmiATCT^ 

CACTAGCATCAAGAGCGTACAATCAAAGAAATATGTATATTTCCGGGTTCATATTGTACT 

TTTCTATCTGTATCCCAACTGTCATGTCTATTGTCAAGAGA 

TAATCAACGAACAAGAAAAGCAAAAATTGAACAAACCTTCC^ 

CAAATGAAGCnGATTCCACCAAAClTCAAGAGGAACTAAGGAAAAAGCAAATTTC 

AGGGCCTACAAAAGCAAGTCAAAAACCTGGAGAAATATTTTGATGAGAAGAATCAACCTC 

gaaatgtagcagcixx:tcaagcttccaagaaag6a^ 

>YKL065C, 206 aa (SEQ ID NO 242) 

mslvtttlfllltvevvmofifvlplpfriimgifstynqltakqqiktiifitgcl^ 
lfidswkrsqirvslyhndnsgsigssavtpiqalasraynqrnhyisgfilyfsicipt 

\mSIViaiLVKYQGLINEQEKQKIiNKPSSNSKKDSNEADSTKLQEELI^ 
KNLEKYFDEKNQPGNVAAAEASKKGN 

>YKL196C, 1103 bp, CDS: 501-1103 (SEQ ID NO 253) 
AAAGAGGCTTCCTATTAGGAGCAATAAAATATAAAGCACCAGCCATAGAAAGAATCCCCA 
TTATAAAGCCCGCTGTTTTTTCCTGATTGGAGTTCCTACCGi^ 
TGAGACGTCTTGTTTGGTGTCGGCATAACCCCCTTGCCACTTGAAT^ 

tgcacgcattcctgacgactaagttgcgaagcattttacrcataatatac^^ 
tcgagcctacttccagttggtaattggtgttccacaat^ 

CCAAAATTCGGCTCCTTTTCCCTTTTTTTCTTATTGG^ 

ggcttggtgtgaaatcaagagcaagcacaatagatatcaacatgaacaatatacaaaagt 

ctctggcacagtttcactgcgttagaccaggctag€Xx:att^ 

ctagagaagttattttggcaatgagaatctactacatcggtgtatttc^ 

aaaaggctctagagttgagtgaagttaaagacttgtcacaatttggtt^ 

ctagtgttggccagtttatgactttttttgct^^ 

gacaaagacaaagtatagaagaaggcaactatattggccacgtttatgccaggagtgagg 

gcatatgtggtgttttgatcaccgacaaagaatatccrrctc^ 

taaacaaaatattggatgaatatttagtok^acatcctaaggaagagtgggcagatc 

ctgagaccaatgatgcattgaaaatgaagcaactggacacttacattagcaaatatcaag 

atccttcacaggctgacgctatcatgaaagttcaacaagaactggatgagacg/^^ 

ttttgcacaaaacgattgagaatgttttacaaagaggtcaaaagt^ 
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ACAAATCQGAGTCATTAACGGCAAGTTOCAAAAT^^ 
IVTTCX5TGTTGCATCATCATGTAG 

>YKL196C, 200 aa (SEQ ID NO 254) 

MRIYYIGVFRSGGEKALELSEVKDLSQroPFERSSWSQFOTFFAEWASRT^ 
EGNYIGHVYARSEGICGVLITDKBYPVRPAYTLIJJKILDEYLVAHPKEEW 
KMKQLDTYISKYQDPSQADAIMKVQQEU)ErKIVLH^ 
ASSKMFYKQAKKSNSCCIIM 

>YKR076W, 1613 bp, CDS: 501-1613 (SEQ ID NO 259) 

TAAATAGTTGAGGCTTTTCCTGCATTCTGTC^ 

GACACTGTAAAATGATTCATTACCCTGATTATGGAGTGATTTTC^^ 

ACATTTAGTTTCATTATTATGCAAATTAGAGGGTATACAGTTGAGATT^ 

ATTAAAAAGTGTTACAGAGGAAACCGACGCAAAAGGCTTGGTGACGCAAAC^^ 

TTTATTTCACCIXHTCAGACGGTCCTAAGACC^^ 

TCTGTTCTCTGTTCTTCTCCGTTACTAAGATATTAGTCAG^ 

TATTTATTTGTCTTAGCGTCCAACC<XTCTCAACC^^ 

GTTAATTAGGTAACGCTGCTCTTACCATCACTACAGTGCTTACGAGAAl^ 

CTGCGCAAGATAAATAAGAAATGTCGAAACAGTOGGO^GTGGTAaVAACX;^ 

AAAGACAGGTTTCXSTCCTTCaiGAGAAACAATC^ 

CAAAGGGAAGATATTGGTTGTATGTTTCACTTGCAT^ 

TTACGAGGGCTTTGAAGGGATTAACCTCTGTTATAGGATGTAGC^ 

ttgacgagaaaggatggagatttttggacatqgaaaa 

ttttggaacattggcacgatgttgcaggtggtattagaac^^ 

agagcttcgccgagatcaagaatgacagtcaaagattol^^ 

crcactatggatacaagagaatcagtgacntatattacaagagcgatcctc^ 

caaggttcaccgtcccagtcctgtgggacttagaaaccouvacaat^ 

gtagcgaaattataaggattttgaactctagtgogl^ 

acaagaaaacggaccttgttcctgctcagttgaaaacacagatcgatgacttcaat^ 

gggtttacgacagcatcaacaatggtgtatacaagaccggattcgovgagaaagcagaa^ 

tttacgaaagtgaagtcaacaacgtatttgaacatttggacaaagtggag;^^ 

gtgacaaatattccaaattgaaggccaaatacggtgaagaagatagacaaaaaatcttc 

gtgagttcttcactgtgggtgatcavattaacagaagctgac^ 

TCATAAGATTCGATCCTGTGTACGTCCAACATTTCAAATGCAAT^ 
CCGGATATCCATTTATTCATTTGTGGGTAAGAAATTTATACTG^ 
GGTACACAACAGATTTTGACCATATCAAGTTACACTACACGOJT^ 
ACCCCTTGGGAATTACGCCCCTGGGACCCAAGCCAGATAT^ 

>YKR076W, 370 aa (SEQ ID NO 260) 

MSKQWASGTNGAFKRQVSSFRETISKQHPIYKPAKGRYWLYVSLACPWAHRTLITRALKG 

LTS\n:GCSV\mWHLDEKGWRFLDMEKQLEDSEDFLEHWHDVAGGIRTAKEDSSKSFAEIK 

NDSQRFMVDATNEPHYGYKRI SDLYYKSDPQYSARFTVPVLWDLETQTIVNNES SEI IRI 

I^SSAFDEFVDDDHKKTDLWAQLKTQIDDFNSW\nn)SINNGVYKTGFAEKAEV^ 

N\^EHLDKVEKILSDKYSKLKAKYGEEDRQklLGEFFTVGPQLTEADIRLYT^^ 

WQHFKCNFTSIRAGYPFIHLW\TOJLYWNYDAFRYTTDFDHIKLHYT^ 

LGPKPDIRPL 

>YKR092C, 1721 bp, CDS: 501-1721 (SEQ ID NO 261) 

TCAAGGATACCTG(nTCATTCTACGTCGTCCTCTTCACTTlXX;CT 

TTCACCTTGTGGTGTGCGGGTGTTGCAGTCATTAATGTTCTTC 

ACATAATCTTGTTTTTTCACTCCAATAA(3(K:AGTTATAGT(y^ 

GGTGTACCCTTCCm'CGAGTTATTTTAC^IXnTGTTTO 

CTGGATCAAAACGATAATTCGAAGCTTATTGCAATTTAGTTCTCTTACCC^ 

AACGGGCCGAGAAAAAGTGGAGTTGGTCa5AGGAAGCITTGAAC(5GGAAGAGGAAA 

CTTCCCATCGCTCGAGCATACAATTTTTTTTTTTTCAATGCAOT 

CACTTGATGATTGAACTCATCGCACTTTTATACZAAAGCAAGAAAGAAACCCAAGTCGC 
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TACACTAAGAATACATAGCAAT<KXrrTCC^GAAAATT^^ 
TAAGTGTTAAGGAGAAGGAGATTGAAGAGAAATCTTCT^^ 

CCTCCTCCTCCTCCTCTTCTTCTTCATCtTC ' 

GCAGCAGCAGOVQCAGCAGCAGCAGCAGCAGCAGTGACAGCAGTC^ 

AATCTAGCTCATCATCATCTTCTTCTTCtA^ 

CTTCTAGTGAATGCGACTCTAGCTCCAGTGGAT^^ 

ACGAATCTTCTTO^GAATCCGAATCAGAAGATGAAACCAAGAAAAGAGC^ 

ACAACGAAGATGCTAAGGAGACTAAAAAGGCTAAAACTGAACCAGAAAGCTCT^ 

CXSGAGTCAAGCTCTAGCGGGTCATCGTCATCTTCAGAATCA^^ 

ATTCTGACTCAAGTTCTAGCTCAAGTAGTTCTTCTGAT^ 

ATTCTCAATCAAGTTCTAGCTCCACKITOTAGOT 

CCAGCGACTCTTCATCTGACTCaSACTCTAGC^^ 

CAGATTCGGATTCCGACTCAAGCTCGGACTCAGACTCTTCAG^^ 

GCraSTCTGATTCAAGTTCCGACGAATCTACATC^^ 

ACTCAGACTCTGGTTCTAGCTCTGAATTGGA^ 

AGGCCGAAGAAACGCCTGCCTCATCTAACGAATCAACTCCATCTGCTTCCAGTTCA 

g<:xx:caataaattcaacattcctgctggaa(x:gacx5agatcaaagaggg(^^ 
atttttccagagtagatagatcgaagattaatttcgaagctt^^ 
cctacaaaggcgcggctggaacatggggtgaaaaggcaaatgaaaaattaq^ 
gaggtaaagatttcacgaagaacaaaaataaaatgaagagaggttcttacaga^ 

CCATTACATTAGAAAGTGGTTCATACAAATTCCAAGATTAA 
>YKR092C, 406 aa (SEQ ID NO 262) 

HASKKIKVDEVPKLSVKEKEIEEKSSSSSSSSSSSSSSSSSSSSSSSSSGESSSSSSSSS 
SSSSSDSSDSSDSESSSSSSSSSSSSSSSSDSESSSESDSSSSGSSSSSSSSSDESSSBS 
ESEDETKKRARESDNEDAKETKKAKTEPESSSSSESSSSGSSSSSESESGSESDSDSSSS 
SSSSSDSESDSESDSQSSSSSSSSDSSSOSDSSSSDSSSDSDSSSSSSSSSSDSDSDSDS 
SSDSDSSGSSDSSSSSDSSSDESTSSDSSDSDSDSDSGSSSEIiETKEATADESKAEETPA 
SSNESTPSASSSSSANKLNIPAGTDEIKEGQRKHFSRVDRSKINFEAWELTDNTYKGAAG 
TWGEKANEKLGRVRGKDFTKNKNKMKRGSYRGGSITLESGSYKFQD 

>YLR043C, 812 bp, CDS: 501-812 (SEQ ID NO 269) 

agacaagtctttcaacgacaactctaagatcagaat^ 

cgatgctccacaaaacttggttgaacaagctaagttgactgctgctaccaacgcta^ 

ataagcgatttaatctctaattattagttaaagttttataagcattt^ 

aataaattggttcatattattackk:actgtcacttac^ 

ttgccgacagtctgttgaattggcctggttaggcttaag^^ 

ATTTGGAGAATTTCTCTTAAACGATATGTATATTCTT^^ 

AAAAAAAAACCGATGAATTAGTG6AACCAAGGAAAAAAAAAGAGGTATCCTT6ATTAAGG 
AACACTGTTTAAACAGTGTGGTTTCCAAAAa:CTGAAACrGCACT 

TAGACACCTCGATACAAATAATGGOTACTCAATTCAAAACTGCCAGCGAATTOGACTC^ 

CAATTGCTCAAGACAAGCTAGTTGTCGTAGATTTCTACGCCACTTW 

AAATGATTGCTCCAATGATTGAAAAATTCTCTGAAOUITA^^^ 

AATTCGATGTCGATGAATTGGGTGATGTTGCACAAAAGAATGAAGTT^ 

CTTTGCTTCTATTCAAGAACGGTAAGGAAGTTGCAAAGGTTGTT^ 

CTATTAAGCAAGCCATTGCTGCTAATGCTTAA 

>YLR043C, 103 aa (SEQ ID NO 270) 

MVTTOFKTASEFDSAIAQDKLVVVDFYATWCGPCKMIAPMIEKFSEQYPQADFYKLDVm 
GDVAQKNEVSAMPTLLLFKNGKEVAKVA^ANPAAIKQAIAANA 

>YLR053C, 827 bp, CDS: 501-827 (SEQ ID NO 271) 
AACACTGGGGATATTTTGAGATTTACCACTA(?rAGATACGGTGGTGTAGATACGTATGAT 

tccatcttgagggaccaatccacgatcatcgaacttttagataaacggt^ 

cctccagtactgttcgataatgag(x:taaagaa(otgatcatgatcgcgattgttatcaa 

gattacaatcacxjaccaccggagtcattaatattaaaaaaaaaaaatgtgattgttaata 
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WX3GGTGGGATGCX3CGAIUV.TTCTA1WOT 

AAATCTTTATCTCCAACTCACAATACTATCXXXaVTAGAT^^ 

AACAGCACGGAGTGATGATiuUlTACGCATATATGTATATATATATGTATC 

CX5T(XTTTTAAAACTCAAAATACAACAT^^ 

AACAACTCAGGACXSGAGOTAATGGATATGCTTCATAATAAATGTM 

GCACCTCCAATAGCAATTTGAGTAATGAGGTAGACAAACAAAAATT^^ 

TCGGGAACACXrCGATTTTCTGAACTATTTC^ 

TAGAGGATTTCTTGTTCTTTAATATAAATTTAACX:CAG^ 

GACAATATGAGCACACGAAAAAGACAAAGAAGCATAACCCATTCTATGTACCGTCAGAGG 
TAGTGCGAGAGATOGTCAAGAAACACGOITTGAATGGCAGAATAT^ 

>YLR053C, 108 aa (SEQ ID NO 272) 

MDMLHNKCSDAIKSTSNSNLSOTIVDKQKI^YDDIXamSFSELFEMESQDin^ 
NINLTQEVEFENQRQYEHTKKTKKHNPFYVPSEVVREMVTOOI^^ 

>yLR390W, 839 bp, CDS: 501-839 (SEQ ID NO 291) 

GTGAAATTGAGACTGATAGGTCAGAGGTGAACCAATTGAGTGAGGAGTGGTO 

AATGCAGAAGAAGAAGCTAAAAGAGATACGCCCATACAGAGCAATATCAAAATGAGCAAG 

AATGAGGTCTTCCXSAATGGTTGGTTCTGACTTACTATTTC 

TTCAGGAAGAAAAGGGOSAAGTCCTCGAAATGAAAATTTCAAC^^ 

GCGCGCCTTTACAATTTAGTATGTACGCCACaVATAAAAGC^^ 

AAAGCCCAAAGGGTGTTAAATAGTACAGCXJAACCCTTCAGCA^ 

CTTGAAAAGAATAGAGACAATACAGCTACAGTXIATCCCXnTC 

AATTGATTGTATTACATCATATTTTGCCTGTGOGCT^^ 

AGGGGAAACGCGATGAAGAAATGGATTGGCTGAAAAATACAACAATTGTAGTGTTAT^ 

gtcattcaactgacaaaagtaacaaacacaagaaacgtouigtccag^ 

agaacactttagatatggtcactataggtatcgcatgcx:ttgtg^ 

cgagatttttcgagcc<m'tgttatcgatagattgcgtaaggat^ 

acattcccatcccagaatacgacgaggacggaaatctgttaaaggtcacgccgtctttat 
catccacaccagctgcaccacctacaccacctacacctcctactccaccacaacagtaa 

>YLR390W, 112 aa (SEQ ID NO 292) 

MDWLKNTTIVVLFSHSTDKSNKHKKRQVQCNMRKNTLDM^ 

VTDRLRKDGNLRTDIPIPEYDEDGNLLKVTPSLSSTPAAPPTPPTPPTPPQQ 

>YMR251W, 1601 bp, CDS: 501-1601 (SEQ ID NO 315) 

actccagagcgcaagagtrrcgttcatctacgaaatgttgctggcat^ 

gatgacatcccaacgccggatgaaatcgaaaagaaaaataagctaaaggaaacaacaacg 

agaaactatagaggaacatgttgagttgaaaaggtcatccaatataccgccccctatatg 

tatgtacctttaccttttatttaagtactagtgctgtttagttaggtt 

gggttttgtctttttttttttttt^^ 

ccgaaatgatatttaagggaagatgactaaa(xx3acagcgacgaggattcagcctggaca 

gtgatagaaaagttatgcx^aatacxstatatatagttgtataaattgox?^ 

atcgcagcgcxtttaaatatattgtcttttatttcaat^ 

accacggcaaagctggagctatgtctgaaaaatcagctagcaataac^juigctga^ 

aaaggcagtcatcgccattcagagaaatcatcictxxxk3atcacccaatto 

ctaagggaaggtactggctgtatgtggcgctaccatgcccatgggcacaaagaaccto 

tcaccagggccctgaaagggctagcgcctataatosggtgcagtgtagccktittggcacc 

tggatgacaaacskxrrggcgattccttgaagaaggagatcgcsai^ 

ggtttgacattgcaggasgaattagctcagtaaatttaaataccagtact^ 

acatacccaataacgcgcatcggttgttggtcgacggaacagatgaaccgcatt^ 

acaAgagactaagcgacttctatttcaaaacaaagccagactataagggaagattcaccg 

tacctgttcritcggacttkxjaaacatgcactatagtaaacaatc 

tcggaattatgaattccgctgcgtttgatgagtttgtcx5gcgaagi^ 

gtctggtacctcggtctctagaggcacagattacagagttcaactcttgggtc 

aaatcaacaacggtctatacaaggccggttotgcagaatctgcagaggtatacgagaot 
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AGGTAACAAGCCTTTTTCAATATCTTGACAAATT^^ 

CAGATTTGGAGGCGGAGTATGGTAAGAACAACiVAGGACAAGATACTAGAT^^ 

CCATCGGAGACACTCTGArcGAGGaMACGTGAGACTCT 

ACGTGGTATA(XATCAACACTTCAAATGCAATCK^^ 

GTATACACACGTGGCTCAAGAATATATACTGGOGCCAO^AAGCCT^ 

ACTCTACCCACATAAAACTCGGATATACTOSC^^ 

TCACCCCACTGGGG<XCAAGCCTGATATC(XfACCTOC^^ 

>YMR251W, 366 aa (SEQ ID NO 316) 

MSEKSASNNKAEFKRQSSPFREIISADHPIYKPAKGRYWLYVALPCPWAQRTLITRALKG 

LAPIIGCSVAHVmLDDKGWRFLEEGDGKTNERHWFDIAGGISSVNIiOT 

iaiLVDGTDEPHYGYia<LSDFYTKTKPDyKGIU?TWVLWDLETCTI\^^ 

AFDEFVGEEYRQVRIiVPRSLEAQITEFNSWVYDKINNG\nTOlGFAECAEVYEK 

YLDKLENLLDKKYTDLEAEYGKimDKILDRYFAIGDlIiTEADVi^ 

FKCNLATIRDDYSRIHTWLKNIYVmHEAFQRTTDFTHIKI/milSQPRV^ 

PDIRPP 

>YMR273C, 3248 bp, CDS: 501-3248 (SEQ ID NO 321) 

AAATTGGTCTCAATCTGGAATAAGTGCTACTTCGCACTOi^^ 

CTGAAGGATACCTTACAAACTCTGGTAGGAACTCCTGGTO 

TTTTTACGTACTTGTATACCGTTTAAAATTTCCTATGTACTA 

ATTATGGAATTCTATCXSAGCGACCGGGCTTTT^^ 

ij^QrpQTTTTGGTGAAAGAATTTGGAGGACTATAAAGTACCT 

CAATAACAAGTCGTTH3GTGTCAGTGGTATTGAAGTTGTCAGATCTAAGACT 

GTGGCATCTAATAGGTTTCGACGTTTTTCTTTTTTTAA^ 

ATTTAAGGTCTTAGTTAGTTTTGGTTTGTTTIX^^ 

GAATTTAGCTGTCTTTTATAATGTCCAATAGAGATAACGAGAGCATGCTGCGTACT^ 

CAAGCGATAAGGCGATCGCTAGTCAAAGGGATAAACGGAAGTCTGAAGTTT^ 

CACAGTCCCTTGACyUVTGAAATCCGCAGCGTAAAAAACCTAAAAAGATTGTCGAT^^ 

CAATGGATTTACTTATTGATCCAGAATTAGATATAAAATTCGGTGGGGAATCTAGTC 

GACGATCATGGTCTGGCACGACATCCAGTTCTGC^TCAATGCCAAGTGACA^ 

TTAATAACACACGATATAGCGATCCAACTCCGCTAGAGAACTTGCATGGGAGGOT 

CAGGGATAGAATCCTCCyUVTAAGACTAAACAAGGTAACTACTTAGGTATAAAAAAAGGTG 

TTCACTCTCCATCCAGGAAATTAAATGCTAACGTATTAAAGAAAAACTTATO 

CCGCCAATCAACACCCTAACGTTAAGCCTGATAATTTCCTAGAGCT^ 

TACAAAATATACAACTAAGCGACAATGGTGTUVGATAATGATGGGAATAGCAATGAAAATA 

ACGATATTGAGGATAATGGGGAGGATAAAGAATCACAATCATATGAAAATAAGGAGAACA 

ACACTATCAACTTGAACAGGGGGCTGTCAAGGCATGGAAACGCGTCACTAATACGi^ 

CTTCAACATTGaXSAGGTCATATACAGAGTTTGATGATAACG^ 

GAGACAGTGCCTCTGAAACAGTAAATAAAGTCGAAGAAAGAATCTCCAAAATAAAAGAGA 

GACCAGTGTCGTTAAGAGATATAACTGAAGAACTGACAAAGATCTCAAATAGTGCAGGAC 

TAACCGACAATGATGCCATTACATTAGCCAGAACTCTTAGTATGGCTGGT^ 

ATAAAAAAGATCAACCACAACCXXSAAGGGCATTATGATGAAGGAGATATTGGTT^^ 

CTTCACAAGCGAATACTTTGGATGATGGTGAATTTGCCTCCAATATGCCC^ 

CCATCACATGGCCTGAACGATCXSTCACTGAGAAGGAGTAGATTCAACACTTATCGJ^ 

GGTCACAAGAGCAAGAAAAAGAAGTAGAACAAAGT6T0GATGAAATGAAAAACGACGACG 

AAGAACGTCTAAAATTGACCAAGAATACAATAAAGGTOGAAATAGATCCGCACAAATCCC 

CTTTTAGACAGCAAGATGAGGATTCTGAGAATATGAGTTCGCCTGGGTCAATTC 

TTCAAGACATTTATAATCATTACAGACAGTCTAGTGGCGAGTGGGAACAAGAAATGGGAA 

TAGAGAAAGAAGCCGAAGAGGTACCCGTCAAGGTTCGAAATGACACAGTAGAACAAGACT 

TAGAGTTAAGAGAGGGAACAACAGACATGGTAAAGCCAAGCGCAACGGATGACAACAAAG 

AAACGAAGCGACATCGTCGAAGAAACGGATGGACATGGTTGAACAATAAAATGAGCAGAG 

AAGACGATAACGAAGAAAACCAAGGGGACGATGAAAATGAAGAAAACGTGGATTCACAA^ 

GAATGGAGCTCGACAATTCCAAAAAACATTATATTTCTCTATTTAATC 

CGGAGGTGTCAAATAAAGAAGAAATGAACAATTCAAGTACTTCCACCGCCACATCACAGA 

CAAGACAGAAAATCGAGAAAACTTTTGCGAACCTATTCAGAAGAAAGCCACA 
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ATGATGCATCATCATCACCCTCGTCX5TCACCATCA^^^ 

ATGa:GTGCACGTTCGC»TGAGGAAAAGCAAAAA^^ 

OGGTTGAACCCATTGTGTTGOXaiATC^C^^ 

ATGGTTCCCAAAAAATAAGCGTAAAAACCCTTAAAGATTC^ 

CATTACAACCACAATTGGAAGGCGCAATAGAGATAGAAAAGAAAGAGGAAAGCGA 

AGAGCITCCCCCAACTACAGCCGGCCGTTAGTGTAAGTAGTACC^ 

ACAGAGAAGAAGAGGAGGCAAAGAAAAAGAACAAGAAGAGGAGCAATACGACAGI^ 

CCAACCAACAACACTOIAAACACGTCCAAAAGGAGAATACC^ 

TACAAGCTCCAGCTCAAGAACAAGTCCAAACTTCAGTCCCAGTTC^ 

TCCAAAATTCAGCrcCTltmiCAAACTTCAGCCCCAGTTC 

CTCCAGCGGCACCACCATTGAAACATACCTCCATATTGCCCCCAAGAAAG 

CAGACGTCAAAAAACCTGACAAACCAAACTCCCCGGTTC^ 

GGTTCCCACTGCCTTTGCTGACAGTGTCTACGGTTATCATGT^ 

TTAACGTCGAAAGGGCCATATACCGGCTGAGTCACTTGAAATTGAGCAATTOT 

GACnXJOSCGAGCAGGTATTACTAAGTAACrrCATCTATC 

ACACTCTGTACATGGAGCAGGTAGCCCACGACAAAGAACAACAACAAC^ 

AACCCTGA 

>YMR273C, 915 aa (SEQ ID NO 322) 

MSNIUDNESMLRTTSSDKAIASQRDKRKSE\n^IAAQSLDNEIRSVK^ 
PELDIKFGGBSSGRRSWSGTTSSSASMPSDTTTVNNTRYSDPTPLENLHGRGN 
ierKC2GNYIXSIKKGVHSPSRKLNANVLKKNLLWVPANQHPNVKPDN^ 
DNGEDITOGNSNENNDXESDNGEDKESQSYEBYKENin'niUff^ 

YTEFDDNEDDDNKGDSASETVNKVEERISKIKERPVSIJU>ITEELTKISNSAGLTDND 
TUUITLSHAGSYSDXKDQPQPEGHYDEGDIGFSTSQANTLDDGEFASNMPINNTMT^ 
SSLRRSRF^r^YRIRSQEQEK£VEQSVDEMKNDDEERLlaiTKOT 

DSENMSSPGSIGDFQDIYNHYRQSSGEWEQEiraiEKEAEEVPVKVRNDTVEQDLEL^ 

TDMVKPSATDDNKETKRHRRRNGWTWLNNKMSREDDNEENQGDDENEE^^ 

KKHYI SLFNGGEKTEVSNKEEMiraSSTSTATSQTRQKIEKTFANLFRRKPHHKHDAS SS P 

SSSPSSSPSIPNNDAVHVRVRKSKKLGNKSGREPVEPIVLRNRPRPHRHra^ 

VKTLKDSQPQQQIPLQPQLEGAIEIEKKEESDSESLPQLQPAVSVSSTKSNSRDREEEEA 

KKKinaaiSNTTEISNQQHSKHVQKEOTDEQKAQl,QAPAQEQVQTSVPVQASAPVQNS 

CffSAPVEASAQTQAPAAPPLKHTSILPPRKLTFADVraCPDKPNSPVQFTDSAFGFPLPLL 

TVSTVIMFDHRLPINVERAIYRLSHLKLSNSKRGIJlEQVLLSNFMYAyi^ 

VAHDKEQQQQQQQQP 

>YNL112W, 3143 bp, exonl: 501-1773, intronl : 1774-2775, exon2: 2776- 
3143 (SEQ ID NO 327) 

cttgatggatttatgtgaotttgtagaatctaagtttactgaa;^^ 

gatgttacggatcx5actcaaagaccctctctcactctgaaa 

ccacgctagtatagatacagcttgatttgtgtatcccgtttatagtcgtgct 

tctatgtataatataacxagataaaaatacaccttcxh'acaaggtgct 

aattcgaaattcctttttaaaggcgtattccgtattgaatc 

tttttatttcttttttttttttt^ 

ttttccttcagtttatttgtcttataaaaagactgtcctac^ 

ttctgtatctcattcaaattattttcttgtcaaauv^ 

aaggcaaatttagagcaaatatgacttacggt<kmragagatcagcaatataac^^ 

actacaagtctagaggtggcgacttccgcggtcgaagaaactctgatagaaactcttaca 

atgacagaccacaaggcggtaactaccgtggtqgtttcggtggtcgttcc/^ 

AACCCCAGGAATTGATCAAACCAAACTGGGATGAAGAATTACCCAAATTGCXA^ 

AAAAGAATTTCTATGTTGAACACGAAAGTGTTCXXXSAaVGATCGGAC^ 

AGTTCAGAAAGGAAAATCAAATGACTATTTCCGGACACX3ATATTCCAAAGCCAATCACCA 

CTTTCGATGAAGCTGGTTTCCCAGACTAOSTTTTGAATGAAGTG^^ 

ACAAACCAACTGGCATTCAATGTCAGGGTTGGCCAATGGCTTTATCTGG^^ 

TTGGTATTGCTGCCACTGGTTCCGGTAAGACTTTGTCTT^ 

ATATCAACGCTCAACCATTATTCGCTCCAGGCGATGGACCAATTGTTTO 
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CAACTAGAGAATTGGCTGTTCAAATTCAAACAGAAT^^ 

GAATCAGAAATACXnX5TGTCTA(:X3GTGGTGTTC(^^ 

CTCGTGGCTCTGAAATTGTTATTGCTACTGCAGGT^^ 

GTAAGACTAATTTGAAGAGAGTCACTTACCro^^ 

ATATGGGTTTTGAACCTCyUVATCAGAAAGATTC 

CCTTGATGTGGTCTGCCACTTGGCCAAAGGAGGTGAAGCAA 

ATCATCCAATTCTUlGTTCAAGTTXXyr^^ 

AGATCGTCGAAGTTGTTTCTGATTTCGAAAAGAGAGATOS^^ 

CAGCCTCTCAAGACAACGAATACAAGACATTAATCTTTGCTTCTATO 

ATGATATCACCAAGTATCrAAGAGAAGATGGATGGCCX:GCCTTGGCT 

AAGACCAAAGAGAACGTGACTGGGTTCTACAAGAGTTTAGAAACGGTAGATCC^ 

TGGTTGCTACTGATGTGGCCGCCAGAGGTATOGGTATGTTAAAATT^ 

ATTGATTTTATTTTTTTTTGTTACCCOT 

AATGACATTAATGACTTTATGACAACCATGATAGTACAGAAGAGAGACCT^^ 
TTTTTTTTTTTTCTT^ 

TCGAATCTAGACTCTATGTGAGTCTATTCTCGATGGGGAG^ 

TTCGAATGACTTCTAATGCATCACTACAGAAAACTAATATTGGGAGGATGAG^^ 

ACTTTAATTAGTCXJTTTTGAGAGACGGGAAATTATAAACTC^ 

CATGATTTGCACTTCATGTOUVAAGAAATTTC^^ 

GGAATTGGCTTTTCAGCTTATTTCTAGAACGCATACAT^ 

TTTCAATGCTTGGCATTTGTACAAGGGTAGATTGTTTTATTC 

CTACTTTGAAATGCCGTCATCCTTCTTGACTATTGTTAT^^ 

CATTTTGTAGTTATATTGAGATACTCTTGCAT^^ 

ATAAAAATGGAAAATAACAAAATAAAAGGATTTCAACCATATTCAGAAAT^ 

GTTTTCCTTTTOTTAAGTGCTAGCnTK^ 

TGATTAAATATTTaSAATTCrTTAATAAi^ 

GGAAATTTGAGACAATGTTGGGAGTCCAAACyVTGAATTTGTGGGGG^ 

TTCATATACAGAATAACGAACCAAATTACTAACAGTATGCTTTGTAAAC^ 

TCTTTATTTTTTCAGATGTCAAAGGTATCAATTACGTTAT(^ 

ACATTGAAGATTATGTTCACAGAATCGGTAGAACTGGTAGAGCAGGTGCTACTGGTACTG 

CTATATCTTTCTTCACCGAACAAAACAAAGGTTTAGGTXXrrAiUlOT 

GAGAAGCTAATCAAAATATTCCTCCCGAATTATTGAAATACGACAGGAGATCTTATGG 

GCGGTCACCCAAGATACGGTGGTGGTCXJTGGTGGTOGTGGTGGCTATG^ 

GTTAOGGTGGTCGCCXm^GTGGTTACGGGGGTAACAGGCAGAGAG 

ACAGAGGTCGTTCAAACTATTGA 

>YNL112W, 546 aa (SEQ ID NO 328) 

MTYGGRDQQYNKTNYKSRGGDFRGGRNSDRNSYNDRPQGOmiGGFGGRSNYNQPQELIK 

PNWDEELPKLPTFErareWEHESVRDRSDSEIAQFRKENEMTISGHDIPKPITT 

PDYVLNEVKAEGFDKPTGIQCQGWPMALSGRDMVGIJUVTGSGKTLSYCLPGIVHrNA 

lapgdgpivlviaptrelavqiqtecskfghssrirntcvyggvpksqqieu)lsrgseiv 

iatpgrlidmleigktnlkrvtvt^vu3eadrmuoik;fepqirk 

wpkevkqlaadyutopiqvqvgslelsashnitqivewsdfeiamrln^^ 

yktlifastkrmcdditkylreix^wpalaihgdkdqrerdvarliqefrngrspimvatdva 

argidvkgi^^^inydmpgniedyvhrigrtgragatgtaisffteqnkglgaklisi^ir 

eanqnippellkvdrrsvggghprygggrggrggygrrggygggrggyggnrqrdggwgn 

RGRSNY 

>YNL131W, 959 bp, CDS: 501-959 (SEQ ID NO 329) 

CAAAAAGAGCTAATCAACTCCTTGAACTTAGATAAATACGCCATAAATGATAACAGTGAG 

GAATGGGCTGAATCTCAAAAATCTTTAGAAATAGCTTCCAAGGCCAAAGGCGTCGTCAGT 

TTAAAAACTGGTAAAAAGAGAACGACTGAAAAGGCTGAAGATATCTATAGACAAGAGATG 

AAAGCTATGAAAAAACCAAGAAAGTCTAAAAAGGCTGCAAATTAAGCGTTCTACT^^ 

TCAAACCCTTTTATAGCTAAACGTTTACTTAATTTGTACAATAATATAGAATAG 

AGTTGATGTTTGAACCTTTACATATTCCTTTCAATCGTGTC 

ATTATGCCGGCGAAAACTGAACCCGTTTTAGACAATTTCAATC 
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AGTGAGTAACTTTTCGAGTAATACGAAGTAACCa^GAGGTC 

CCAAAATAAGCATCATTCAAATGGTCGAATTAACTGAAATTAAA^ 

TAGACGAACCACAATTTTCCAGAAATCAGGCCATO^^ 

ACAACGACX5TTGTC»ATGATGAAGATGACTCTGATAGTGAT^^ 

AAAATGAAACATTGTTGGACAGAATCGTTGCTTTA^ 

GACAAACAATTTCTAATTTTTTTGGTTTT 

AATCXGGAAACCTTGCTTGGACTTTCACCACCACT^^ 

CCTTATCTATACTTGCCGAACAACAGCTAATCGAAATGGAAAAGA(^^ 

GTGATGCTAATAACATATTGGCCCAAGGTGAAAAAGATGCT^^ 

>YNL131W, 152 aa (SEQ ID NO 330) 

MVELTEIKDDWQLDEPQFSRNQAIVEEKASATNiroVVDDEDDSDSDFEDEFDENETL^ 

RIVALKDIVPPGKRQTISNFFGFTSSF\mNAFTKSGNIAVn[*LTO 

QQLIEMEKTFDLQSDANNILAQGEKDAAATAN 

>YNL143C, 893 bp, CDS: 501-893 (SEQ ID NO 333) 

GAAAATACACACGGCGGAAGCCATCATCGAGGCCCAAAGCAAGGATAAAGCATGCTT^^ 

CCTGGATAAACCAGAATATAATAAACCGATACCTOGGACCATAATC 

AGCCACACCGATCCATCCCATGTTGGCCAAGTCAAAT^ 

CGAGTTACCACCCGTTCCrrCGCCTGTAGGCOT 

TATTGTATTGTAATATATTAAGTATGATATATTACAAAACTAAACTrrCTTTC 

GTGCAGACnn*ATTATTTAAGAAGGATATTTAATTT6AAAGGACGT^^ 

TACTACCCACTCATGTTTGGTTAGCACATGTGTAACT 

AGTGGCTCGGAATGAACACCTCTTGTACTGAATACTTCAT^ 

ACGCCGCTTAGTATTCGTOJATGCGTGAGCAATTGAAGCTT^^ 

ATTTTACATTTCTTATCTTATCTGGCTTTGACT 

ACAGCAGTAAGAAGAGACCXSAAGGATTCTTCTTTGTTATO^ 

AAAAAAAAAAAAAAGATGTCTTATCTTATCTTT^^ 

CTTTTCTATTTTGGCAGCCCGGGTATTCGCAAAGGGAAAAAAACC^ 

TGTTCATTATGACTATTACAAAGCCAGGAATGATTTCGATGGCCGACATG 

TTTCCAAGAACAGAAGCTTAAACCGTCCTGCTGAGCGGGGCGGTAATC^ 

>YNL143C, 130 aa (SEQ ID NO 334) 

MREQLKLFTREIVDFTFLILSGFDYYQTLLISSNSSKKRPKDSSLLSEKKKKKKKKK^ 

LSYLSYLKDLPFWFLFWQPGYSQREKNPRQHSLFIMTITKPGMISMADMNYWSKNRSL 

NRPAERGGNR 

>YNL179C, 938 . bp, CDS: 501-938 (SEQ ID NO 335) 

ACAGCGGTTAATTTCAAATACCCTAATCGGAGGTCTTATXrTTAT^^ 

TCTCCACATCGGTAAGTGATGACCAGATAATGGAAAGTAGCAGAATTTTATTTATGTGCC 

ATACAAGCCCGGAGAAACAGAGTAGCTAAAAAATTAAGGTGTGCAAAAGTCGTTTTGT^ 

CCCGACGCCCGGGCCTTTCTCTCCCCTGAATCmTC<5TTCC(}G^ 

CCAGATCTGCATCTATACTAAAGCTGCIAGTGAGAGTAAACCGGAAAATTATCCT^ 

TTGCTTCGGTCTTAGCTTTTACTTGGGTATGOGAGAACCZTCT 

TCCTCCCTAAAAAGAAAATTATAAAAGGTTATTATCTGGACTAAAGCAAAAAAAAAACAA 
CGTTTCGGCGTCCGCTCAAAATTTTCATTACGCTTCTT^ 

GTTATGACGAATACGATGAGATGAGTAATTC(:A6AA(XKn^CTATGCAGACAGCTA^ 
GTGCrrACTTGAATTACCTTCCCTTTTATTTCT^ 
TTAGTTCTTGCGAGTACrGCKrAATCATGTTTCTCCTTTTT^^ 
TTTTTTTTTTTTTTACTTTT^ 

GTTTAAATAGTACCCTCACTAAACACGTACG(;CCGATCCACCAACGAACAAAAGCACGAT 
CCTTGACCCATCATTGTATTCCAAAGCGTTGGAACATTCACTTT^^ 
TGCACAAGACAATATCCAGAATATTCAGTTGGATAGGAAATACAAGACAGGTGGCACCCA 
CAAAGCACACGCCGAAATATTTATTAAATACAATATAG 
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>YNL179C, 145 aa (SEQ ID NO 336) 

MSNCRRLLCRQLSSAYIiNYLPFYFLlYRPFSLYLSSCEYWQSCFSFFFLFFLFFFFFFTF 

QFLVAFPILLFKVSLNSTLTKH\mPIHQRTKARSLTHHCIPkRW^ 

IFSWIGNTRQVAPTKHTPKYLLNTI 

>YOL150C, 812 bp, CDS: 501-812 (SEQ ID NO 349) 

TTCCCATTTCCACTKXrrATTCX:!T(^^ 

TTAOTACCATTTTGTGAATCAAAAATATCTACTTCT^ 

GTATTTTGCGAGACGTCTCTCAAATATATGGCCAAAACAO^^ 

CATTCGTCCTTCTTGAAGTCCCATTTATACAGTGACGCATGTG^ 

TGCTTTATTTTTGGATCGTATCTCCCAATAACGTTC^^ 

TCTAACTGTGTGGCAGAGTTTTCTWTGCAGTTGC^^ 

TCTTGTGATGTGTTGCAAAGATAAATGCTTATCK^ 

AATTTTCTTOTCTTrcTTGC^ 

AATGCGCAGAGATGTACTAGATGATAAAAAATAATTGTAATAAOGTTAATATATATAAAT 

ATTATCTATTTTCATTTAAAGTTTATATTCTGCCCnX^^ 

TGTCGTCAATGGTCTCTTTCAAGTTCCTGAACTTGAAACCTAAC^ 

TATTATCAAGAGTAGCACCAAGGGTGTTATGGGTAGCACCAGAACCTGGTTTCC^^ 

GAATATTGCCTTTTAGAACAGGGAAGTCTTCGTTAAQGATAT^ 

TAAATCTGGCCTCCGATACGATTAGTCTTTGA 

>YOL150C, 103 aa (SEQ ID NO 350) 

MIKNNCNNVNIYKVYLFSFKVYILPSNFKIWEAVSSWSFKFLNLKPN^ 
RVLWVAPEPGFPTGILPFRTGKSSLRISRTSCIVNIASDTISL 

>Y0L151W, 1529 bp, CDS: 501-1529 (SEQ ID NO 351) 

GCGTGAACTATGTCATATTTGCGATTTTAGGTACAATAAATATTATCATTATTATAOT 

GTTTGCATGTAGGTTCTACZAAATACATTGTTGTACGCTATAGTTTCCrT^^ 

AAGAATTCGTAACAAAATAATCTCCAATATTTTATAGCACCTTATTAATATCAATGC^^ 

AATACCTTCTCATTTCAACAATTGGCCCTCACCTCTTTTGTACAAAAAACGTTO 

ATAAAATAAGTAAGAAGCATATAATTCXSAATGTCCATTAOSTAAAAGAAAAAAAATCA 

TGTACATATTAaJTAATAGAATACGGAATTTTCTCGCGGAAGTAGATCTTCCGTC 

AAAGGAAAAAGTCCGATCAATATTGAAAAAGGGATCCTTAGTTTCCCAACTATATAAGG^ 

GGAAAAGTCTATCTCTGTAGCGTTGATATAACGTGTACGATTTTCAAACAAACAGATA^ 

AGTATCACACGCCCGTAAATATGTCAGTTTTCGTTTCAGGTGCTAACGGGT^ 

AACACATTGTCGATCTC(nK5TTGAAGGAAGACTATAA(KmMKX5GT^ 

AAGAAAAGGCCGAGAATTTAACGGAGGCCTTTGGTAACAACCCAAAATTCTC 

TTGTCCCAGACATATCTAAGCTGGACGCATTTGACCATGTTTTO:^^ 

ATATCAAGATAGTTCTACATAOSGCCTCTXXMTC^ 

GCGATTTATTAATTCCTGCTGTGAACGGTGTTAAC^GGAATTCTCCACTC 

ACGCC<X:TGATTCrrcTAGAACGTGTAGTTCTCACCIOTTCOT 

TH3GCAAAAGAAAACX5ATAAGTCTTTAACATTTAACGAAGAATCCTC 

GGGAGAGTTGCCAAAGTGACCCAGTTAACCXrCTACTCTOGTTCTAAGAAGTTO 

AAGCAGCTTGGGAATTTCTAGAGGAGAATAGAGACTCTCTAAAATTCGAATTAACTGCCG 

TTAACCCAGTTTACGTTTTTGGTCCGCAAATGTTTGACAAAGATGTGA^^ 

ACACATCTTGCGAACTCGTCAACAGCTTGATGCATTTATCACCAGAGGACAAGATACCGG 

AACTATTTGGTGGATACATTGATGTTCGTGATGTTKXrAA^ 

AAAAGAGGGAAACAATTGGTCAAAGACTAATCGTATCGGAGGCCAGATTTACTATGCAGG 

ATGTTCTCGATATCCTTAACGAAGACTTCCCTGTTCTAAAACXXIAATAT^ 

AACCAGGTTCTGGTGCTACCCATAACACCCITGGlXXrPACTC^ 

AGAAATTGTTAGGTTTCAAGTTCAGGAACTTGAAAGAGACCATTGACGACACTGCCTC 

AAATTTTAAAATTTGAGGGCAGAATATAA 

>Y0L151W, 342 aa (SEQ ID NO 352) 

MSVFVSGANGFIAQHIVDLLLKEDYKVIGSARSQEKAENLTEAFGNNPKFSMEWPDISK 
LDAFDHVFQKHGKDIKIVLHTASPFCFDITDSERDLLIPAVNGVKGILHSIKKYAADSVE 
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RVVLTSSYAAVFDMAKENDKSLTFNEESWNPATWESOQSDPVNAYCXSSK^ 
EENTOSVKFELTAVNPVYWGPQMFDKDVKKHLNTSCELWSI^^ 
DVRDVAKAHLVTIFQKWOTIGQRLIVSEARPTMQDVLDIL^^ 
HNTLGATLDNKKSKKLIXJFKPran^KOTIDOTASQIU^ 

>Y0R131C, 1157 bpv CDS: 501-1157 (SEQ ID NO 359) 

TCCTGAACGGAAGCTGCAGTTTGCTCAGTACCTACACXXnx:C^^ 

CCATCTGTGGTTGTTGCAGCAGGTTCAGAATCTTCCTCCTGGOT 

TTATCCAGATCATCATATGGATCATAAQGTACAGCCGAAGTCATTGTT^ 

GGATTGACTAAGGGTACAGTACXX3CAAAAAAAAATTAGATCAGCTTTTC 

TTTTGGCGTTTACCAAAACCAAAACAGTATATTCAACTAGTTCAAT^ 

TCCCCTTTCTACAAAATTAGGCTTTGAACGOGTGCTATGGAAAAAAGTC 

AAAAAACCAGAAAAGTCATATATATCTTATAACGAAATATCAGGGTGTTCGACTCAAT^ 

CCAGGTGCCGCTAACACAATCATTAGGATAGTCGGGCAATATATACGGTT^ 

TGAAAGTGTATCACAGAATAATGACAAAGCTACAAGGACTACAGGGATTA 

AAGCGGTTGTATTTGATATGGATGGCACATTATGCCTACCCCAGCC^^ 

CAATGAGAAACGCCATAGGATTGGAGGACAAATCGATTGATATCCTTCTl 

CATTGCCCACAGAAAAAGAAAAAAAAGAAGCGCATGATAGAATAGAATTAGTTCAGG^ 

AAGCCATGAAGGAGATGCAACCGCAGCCTGGTCTGGTTGACATi^ 

AAAATGGTATTAGCAAGAACATATGTACTAGAAATGTCXKSAGCCCCGGTAGAGACTT^^ 

TTAAAAGATTTATTCCATCCXIAGCTTTCGAGGT^ 

GGCCTACAAAACCGCAACCAGACCCATTATTACAa^TCXSCCTCG^ 

(XTTGGAAATCATCATGGTAGGAGATTCATTTGAOGAC^^ 

GATGTTTCACGGTATTACTCAAGAATCATGTGAATGGACATTTA^ 

AACTAGTAGACX5TTTCAGTAGAGGATCTTTCCGAAATAATTGAATTC 

ATAAAGAAAGTTTCTAA 

>Y0R131C, 218 aa (SEQ ID NO 360) 

MTKLQGLQGLKHIKAWFDMDGTLCLPQPWMFPAMRNAIGLEDKSIDILHFIDTLPTEKE 
KKEAHDRIELVEAKAMKEMQPQPGLVDIMRYLTIOJGISKNICTRNVGAPVETF^ 
ELSRFDYIVTREFRPTKPQPDPLUIIASKLNIRPLEMIMVGDSFDDMKSGRSAGCFTVLL 
KNHVNGHLLLEHKELVDVSVEDLSEIIBLIQNMNKBSF 

>YOR286W, 950 bp, CDS: 501-950 (SEQ ID NO 367) 
CATCTGAGTACTOaVTTCTTCATATTCCTCXrri^^ 

ctgacgcatttgccttagatc(:tttagaatttgagaaacaga^ 

acagtgccaaggagctaatattttattgtgcttctggcaaa^ 

aagtcgcctcctcacatggatattcaaacacctcacn'atatcctggctctatc 

gggtttctcatgggggtgataaacttgacttatagorrrotatact^ 

tgtgtattttcgtaagctagtaacgtattatgccatttatgtcacaccgt^ 

tgcctattgcattggctgtgatagcggcggcgcaaagaaattaggaagtataaaaaaaaa 

aatacaaaacttaatctgaatggaataagatagogataa(:tctcaacaaat^ 

acagaagaaaaagaccaacgatgttcaagcatagtacaggtattctctcga(x5acaga^ 

ctgcaagatcgcctacattggtcctgagaacatttacaacgaaggctccaaagatctata 

cttttgaccaggtcaggaacctagtcgaacaccccaatgataaaaaactattggtagatg 

taagggaacccaaggaagtaaaggattacaagatgccaactacaataaatattccggtga 

atagtgcccctggcx;ctcttggattgcccgaaaagga(3irr^^ 

CTAAACCACCTCACGATAAAGAATTGATTTTTCTTTGO^ 

ctgccgaagagttg(x:tcgatcttatgggtacgaaaacactggtatctatcctg^ 
ttactcagtggttag(rraaag(ht3gt(k:tgacgttaagcccaaaaaat^ 

>YOR286W, 149 aa (SEQ ID NO 368) 

MFKHSTGILSRTVSARSPTLVLRTFTTKAPKIYTFDQVIWLVEHPNDKKLLVDVREPKEV 
KDYKMPTTtNIPVNSAPGAU5LPEKEFHK\n?QFAKPPHPKELIFLCAKGVRAKTAEEI^ 
SYGYENTGIYPGSITEWLAKGGADVKPKK 
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>YOR382W, 962 bp, CDS: 501-962 (SEQ ID NO 375) 

AGTAAGCTCCTACAGTGAAATATCTOGGTGCTACTGACGC 

ATGCXX5GAACGGAAGTTAACCXX5GCTTay«5AAC^^ 

CAAACAAAAACAOXZAAAATTTCATTACTTAGAAT^ 

ATCAAGCGATCyvTTGAACTAACTAAGTTCyiTATCCTGTATAGGATCT 

CTAAGTTCAAATGCACCCCCCCTCXXrCCCGCAGi^^ 

AGGTTCACCCAATTGGATCACTTGTATAATTTeTAA^ 

AATCTAACTGGGTGCAGTATAATTAGCATTTTATATTAC^ 

AGGAATGTGTGCGTGCTTCAGGCAGAATTTTA(XXm:CT^ 

GCCATCACAAAACAATAATAATGAAATTCTCAACTATTTTCGGAGCT 

CTGCCGTCTaXX:AGCAGCTGTGTCGAGTGTAATGAOC:A 

ACGGTAATAACGTTTACACTAAGGTCXOTACaSAaiO^^ 

GTACCACTAGAACrcTCGTTGTOVGTAATAGTGATGCT 

AAGGACCAGATACCACCTCTGAAAAGAGTACAACAAAGAaiCOT 

CAGGTTCATaUlCCAACOTTTACACX:AA6ACa?I^ 

CCTCCTCATCCTCCTCATCCTCCTGCTCCTCTTX^^ 

CTGCATTCCAAGGAGCAAGTGTCGGTGCATTGGCCCT^ 

AA 

>VOR382W, 153 aa (SEQ ID NO 376) 
MKFSTIFGATTVm'AVSAAAVSSVraTKTITATOGNNVYTKVW 
VSNSDATYTKVVTEGPDTTSEKSTTKTIjTLTNGSGSSTMLYTKTVTQAVE 
SSSSSASSSGAAPAAFQGASVGAIiALGLISYLL 

>YPL078C, 1235 bp, CDS: 501-1235 (SEQ ID NO 379) 
TAAACTGTGTTGTGACGCAACTGCAACTCCCAGATGAAATACGGTCCGGTAAAGATAGGA 
ATATTCTACTCTACAAGCATGAATAlTTTTTAACGCXSGCGCAGTACrrAT 
GGTCTTCCAOK^ATGAGAAACTGTCCATGCXrPAAATTAGT^ 

TGTGCTGTGACAATGGCACATACGTAGATAAAAGATAAATATAATTCAGAATGGCTGTGG 

CGACAACTATTATCATAGAGGTGTCCCATCGAGCGAGCCTCATTGGCCGGGTAATCGACA 

TCAATATTGAACCAATCACGACGCTTTTTCTCri^^ 

GGTTTGGGTAATTAAAATAGCAAGGGATTATAATTGCAGTTAGCAGTTT^ 

TTTATACTGTGCTAGGAAGGGTTATATTTTATTAAAAGACTGACGAGAATTC 

CTAAGTGCGCAAGAGATAAAATGAGCATGAGTATGGGTOTCCGTGGCCTAGCGTTAAGGT 

CCGTTTCTAAAACyVTTATTTAGCCAAGGTGTlXXST^^ 

GTTATATGTCTTCCACTCCAGAAAAACAGACAGATCCAAAAGCAAAGGCT^^ 

TCAATGCCATTCCAC^GTAATAATATTTTGACrAAAGACGGGGGT^^ 

CCGCTGTCATTTATGCCATTTCCAATGAATTCTACCm'AT^ 

TGCTGACX-TTTTTGGGTTTCACTGGTTTACm^ 

ATTTTCCCGATGCAAGAATGAAGAAAGTCTCCGACGTTTTAAA^^ 

ATGTCGAAGCTGTTAAAGATAGAATCGACTCT(nx:TCrrCAACTACAAAA 

CTACAAAGGTTTTGTTTGATGTTTCCAACKSAAACTC 

AATTGAAACAAAA(5GTAGAATTAGCTCAC(iAA(X:AAAGGCAGTC^ 

GATATGAAGCTTCCTTGCGTCAATTGGAACAAAGGCAACTAGCAAAATC 

GAGTTCAGTCAGAATTGGGTAATCCAAAATTCCAA(a(3AAAGTm 

CTGAAATTGAACAATTGCTTTCTAAATTGAAGTAA 

>YPL078C, 244 aa (SEQ ID NO 380) 

msmsmgvrglalrsvsktlfsqgvrcpsmvigarymsstpekqtdpkakansiinaipgn 
niltktcsn^tsaaaviyaisnelyvindesillltflgftglvakyiapaykdfadarm 
kkvsdvlnasrnkhveavkdridsvsqlqnvaettkx^fdvsketveleseafelkq 
laheakavldswvryeaslrqleqrqlaksvisrvqselgnpkfqekvlqqsiseieqll 

SKLK 

>YPL085W, 7088 bp, CDS: 501-7088 (SEQ ID NO 383) 
TTTTTCATGAGGAAGA(X:CAGTGACA(n*AAATAATAAAAGCm3AAATGATTAA^ 
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WIGCCWCAGAAAAATAAAATCAAACAGTGGCACTATTG 
TCCTAAGTTAAGAClTrcTTCTT^ 

TATATCTCATTGTTGAATAATATAACACAACXOTATAAGTGATCAT^ 

TAATTTCAAACCTCAAGCGACCGTACATGTGGCATTTTCCACT^ 

AGAAAGATATACGGAAAAGGTTAATTGGCAGGTTACACAAGATTT^ 

TGCAGCCCTCCTGCTTGAGAAACTGGACAACaavCT^ 

AGTGGTATTTAACTGGCCATAACCAAGGAAAC<Xm»TAOT 

CATTTAATAACGTGTTAAGAATGACACCTGAAGCCAAGAAAAGGAAAAACC^^ 

AGTTGAAGCAAAAGCAAAAAAAAGCTGCTGAGAAAGCl^ 

TTGAATTACCAGAAAGTACX3ATTAACAGCAGCTTCAACGACX»ICTC^ 

AATCTGACATAGCITCAAAATCTGATGTTCCrcCGGT^^ 

CGGCTAATGAAACACAACTAGAAATACCTGATACTCAAGAATTGCATCATA^ 

ACGACTCTGATCAACATGATATTACCGCGGACTCAAATGATTTC 

TTGAACATGACTCTGTTATTACCCAAACAAAACCAGCCaL^^ 

CTGCCGCTCACTTATCTTCGAGAAATCCATCGCTCG^ 

ATAATAATGAACATACCCAGAAAATTGCCGTATCCGCTGTGGAAGAG^^ 

AAGAAGAGGGTGAAAATCACGACAGCATAATAATTTCATCATTAAACGAT^^ 

CTCAATATAATCATTTTCTCCCAT<XGATGGa^^ 

GTGATACGCCAACTCACAATGTTCCTCTAGGCACAAAAGACAATGAAA^ 

AGTATTGTAATGATAAGGAAATTAGTTTGAAOXZAAATAATGT^ 

CAAAGGAAGAAGATGAAAGATTAAAACTAGAAACGCATGTATCAACCGAAGJ^^ 

AGGATATCGCTGATCAGGAAACTGCAGAAAACTTATTTACGTC 

AGAATAAAATAAGAAATTCTGGTGATGATACCTCCATOTTGT^^ 

ATCAGAAGGTTCCATGGGAGGAAGATGTGAAGAAAGATTTTCATAATC 

ATACTCAAGAATCGGCACCGAACACAGATGATCGTGATAAGGGTTATGAAGGAAACGAAG 

CTTTGAAAAAGTCa5AAAGTTGTACAGC(XK3GGAa3A^ 

CAGAAGATATCTrTCACXSGACACGACAAACAGGTAGTTGAAGGCCAAAA 

GGAAAAATATTGAGAATGAAAGCCAGAAATTAATGGGGGAAGGGAATCATAAGTTACCGT 

TGTCTGCCGAAQCTGACATTATAGAACCTGGTAAGGATATTCAAGATCAAGCCGAGGAT^ 

TGTTTACGCAGAGCAGCGGAGACTTGGGAGAAGTTTTGCCATGGGAATCTAC^ 

ACGCTGATGTAACGAGCAAATCCCTUVGAGAAACATGAAGATTTATTTGCT^ 

ACGATGAGAAACITCCTTGGGAAGTTTCTGAa^GTC 

ACAGCATGCAGACTAGTACTGAGAAAATAGCTGAGCAAAAGTTTTCGTTT^^ 

acgacgaccttttggacx;acgacgacagctttttqgc^^ 
tacctaataccgataatacaacgaatttaacctcaaaacx:agttgaagaaaaaaag^ 
caagatataaacctattatcgaggaggaagcaggaatgcgtcaagagctyvgttc 
ccaatactactggcattgtaacaccxx:agcagttccacxx3tt^ 

GCACCCCCAACCAACAAGTCAGTGTACCAAATATAGTTAGTCCTAAGCCr(Xrrc 

aagacaatcgttcaaattttaagataaatgaggagaaaaagaagtctgatgc^ 

TTCCACTGGAAATTATTTCAGAAAGTTCCAAGAAGGGTCACXCAAAGCCG^ 
CTACTCAAAGGTTTGGCTCAGGGAATTCTTTTAGTTCTTTGGACAAAC^ 
GCAGGAAAGGCTCTAATAACTCAAATAGGCCACCCXSTGATCCCATTGGGGAC^ 
CTCGATCTTTOAGAACTAACTCAGCGATCTCGCAATCTC^ 

ACCCATACAAAATTCAACAACTACAACAGGCTCCTATCCAATCAGGTATGCCTTTACCAA 

ATACCAACATACCTCCCCCAGCATTAAAAGTGGAAACCACCXtTTTCTGCTCCTC^ 

GGGCAAGAGGGGTCAGCAATGCCTCCGTGGGAAGTTCAGCGTCTTTTGGT^ 

CAACACAGTACGGCCTCAATAACGGGGTACCTCCGGTTTCGCCATATGGTCi^ 

TAAATTTGCCAACTGCGAATAAGTATGCCCCCGTCTCTCCTACAGTT^ 

ATCCATCAGTTGTGCAAAACCTTGGCGCTTCGGCOGTA^ 

CCCATAGAGGCCATACAAGCTCTATTAGTTCGTATACACCAAACCAGAATGAACACGCCT 

CTAGATACGCACCCAACTATCAACAATCTTATCAGGTGCCATATACCTCAC^ 

GTCCTGTAGCTGGGAATTCAAGCTATCAAAGCCAAACCCGAAGTT(HTA 

TGATGCCCCAGGCTCAAACTTCAGCAAGTATTCAGCCTCACGCGAACAT^ 

CTGGCATTTTACOTTTAGCCCCCTTACGACCTCTAGACCCCTTACAAGCCGCTA^ 

TGCAACCCCGTGCAAGCAACATAACGGCTGCAAATTCACTACCrCT^ 

TTGCTGAAAACATACTGCCAGAAATTATCACGCATCGAGCTACAAGTAGTGTTGCACCA 



wo 02/064766 



PCT/EPOl/15398 



32/251 

CACGACAGGAAAATAATOCAATTAAIUITAGAC^^ 
CXiATTTTTCATTGGAGTGCTGCAAACAA^ 
AATCGCAGTACATGATTTCATCAAGCATTGTAC^^ 
AGATAATTAAACCGAACX3ATATGCIK:aUUUVGC^^ 

TAAAAAAAAAGGATTTAACCAAATGGATGGAAACCACTATTAAATCCATATC^ 

AATCATCCACTGATATGACTATATGGCAACTATTGGAAATGAAACTAAATO 

ACTCGAAAAATATTTCAAAACTACTATAO^TTCnXy^ 

AGCCCTTTCCAAACGGTGACATGATTCCAAATGCATATAGACTGGATATAA^ 

TGAGAGTCCTGG<X3TTCTTACAAACGGGAAATCACGATGAGGCAC 

GCAAGAGGGATTATGCCATTGCACTATTGGTTGGCAGTTTAATC^ 

CTGAAGTCATTCAGAAATATTTATATGAAGGGTTTACTGCGGGGCCAAACGACCAAi^ 

AATTGGCACACOTTCTGCTCCTTATCTTTC^ 

TAAAAAGTTTCTA(^CTAATAATGAGACCAGTCAATGGGCATCC^ 

TCGTTGCAGCTGTTCTGATTAATATCCOVGAAAATAATGAAGATCCA 

CTGTTGTCCTTGAATTTTTGATAGAGTTC^^ 

CCGCAGCTAGTACATTATTTATTATTGGTAACGTACCACTTTCTAATGAGCC^ 

CAGATTCAGACGTTATATTTGAAAGTATTGGAAACATGAATACT^ 

GGGATGAAATCTACX3AGTATATATTCTCGTAT6A(XXrrAAATTCA^ 

TTTTGCCCCAGAAGATATACCATGCATCTCTTTTACAA^ 

GGACAAAGTATACTCATTACCrCACmXrCrCAGTT^ 

TAACAATAAACCTCACTCGTGAATTGAGTGAGGTGGCTAGTAGGCTT^^ 

CAGGATGGCTTGCAAAACCAAAACTAAGCAGCX3TATGGGGTCAATTAGATAA^ 

ATAAATATATTGGTGG<X?ATGATATTGATGCATTGAATAAAAAAAATC 

TTTTTGATGGGTTCACACCGGGATCTTCTGCCAATT^ 

CATTCACACCTTTCCAAGCTCAAGTTACTTCGCAAAGCT 

TGCATAATGC<X».TAATGTACCAAGCCATAGTGTGCTGCATT^ 

CAAAGGGGTTAGTTGAAGCAAACTTACCGTATACGCATAGGATCGGTGATAGTTTGCATO 
GATCTCCTCAGCGCATTCATAATACACAGTT0GCTCCT6 

TGAGAAGAGTTAGAACAGACCAGCATACAAACGAAAAGGCTTTGAAGAGTCAGCAGAT^ 

TAGAGAAAAAGTCTACQGCCTACACTCCACAATTTGGACAGAACCATAGCGTTC 

AAAAGTCTAATTCGAATGTGCCATCTTTATTTGCCGACTTC 

GAACAGTGCCGTCTAATTATGTGTCTAGTCCTGACTTAGTAAGAAGGGAGTCTATCATAT 

CTACCGGATCAGAATTTCTTCCTCCTCCCAAAATTGGGGTACCTACTi^ 

CGCAGGGATCGCTTATGTACTCACCAAGTGTQGAAGCTTTG^ 

CGCAAGTTCATGAGACGGGATAOIATGATTTTGGTAAC^ 

CTGAAGATGAATOTCACACATCACATGATAATAGCAATGCTC 

ACTCTGCAGATGTTACAGATGAAACAATGGATATTGAAGGACCTGGCTTCAAC 

AGAATCTTCTTCCTATGGAGCCCAACCACCAGCCrACGTCPACA^^ 

CTATTAGTGACGATATCCAACCGATTCTTCAAACTAACGTGGAGGTC 

CATCGAAAATGGAAAATTCTICTTCCCTCCATTGAAAATGAAAGAAGTAGCG 

CAGAAAACATTTCAAAATCAGCATCATCAGCATATTTACCATCAACTGGTGGA^ 

TCGAAAACAGACCGCTAACTCAGGATGAAAACAGTATCTCA^^ 

ACTTGCCAGCAGGAAGTATTTCAATGGAAGCTAAACCAATTTCTCAAGT^ 

CAAGAAATGTTAATAATAAAGCATCCAAACTTGTCGAGCAACATATG^ 

CAAAAAGTACTGACGCAACCAAAATGAACTACrCACCATACGTGCCTCAATCAACTC 

CTAGTGCAGATGGCGATGAATCAACGATTCTGAAAACATCXSCCTGCTATATATGCAAGA^ 

CTCACCAAGCACATGCATCCAATCCATCACAATACTTTOr^^ 

AAACTGCTTCATTCGAATTATCTGAATCAACATCCCAGGCACAAAGTAATGGAAATGT^ 
CTTCAGAAAATAGATTCAGCCCAATAAAGAAAGCCXSAAGTCGTCGAGAAAGACACTTTTC 
AACCTACTATTAGGAAGGCTTCAACTAA(XAATACAGGGCTTTO 

ATGCGGATAAATACAATGACGTTATTGAAGATGAATCCGATGACGACAATATGTCTACTG 

ATGAGGCAAAGAACAGAAAGGAAGAAAAAAAGAATGTGAATATGAAAAAGGAAACAAAAC 

CAAGTAACAAGGACATAGATGACAAGTCTAATGGTTGGTTTGGTTGGTTC 

CTGGCGACAAAAAAGTGTATAAGGCCAAGCTAGGTCATAAAAACACACTATACTATGATG 

AAAAATTGAAACGTTGGGTGAATAAGGACGCAACCGAAGAGGAAAAACAAAAAATTATTG 

AAAGTTCGGCACCACCACCTCCTCCAATOjTGAAACGTAAAGATGGCGGC^ 
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AGCCACXSTTCAGGCCCCATCAATAATTOXrrACX^^ 
CGAACAATCCAATCACTGGTGAGCCTTTGCCGATCA^ 
CCAATCCAAACAATTCTCCATCACCATCCTC^^ 
TGACTAGCAAAAAGGCAAACGGTTTGGATGATTTATTGAGl^^ 

CAGCAAGTACGAGAAQGAAGAAGAAAACAGCGAGAGGCTATGTTAATGTAATGGATAACA 
TACAATAA 

>YPL085W, 2195 aa (SEQ ID NO 384) 

MTPEAKKWOJQKKra-KQKQKKAAEKAASHSEEPLELPESTINSSFNDD 

SDVPPVSSSTNISPANETQLEIPirrQELHHKLLNDSDQHDITADSNDLP 

TQTKPAHSQEYEETAAHLSSRNPSLDWAGELHinniEHTQKIAVSAVEEDS 

DSIIISSU^ATPSQYimFLPSIXINLLSPELSSGDTPTHNN^lJ^ 

ISI^ANNVLPDELSKEEDERLKLETHVSTEEKKQDIJU)QETAENLFTSSTEPSEN^ 

GDDTSMLFQDDESDQKVPWEEDVTaODFHNENTNNTQESAPNTDDRD 

CTAADERSYSEETSEDIFHGHDKQVVEGQNDFTGKNIENESQKLMGEGNH^ 

IEPGKDIQDQAEDLFTQSSGDLGE\^PWESTOKNADVTSKSQEKHEDLFAASGN^ 

EVSDGEVSSGKTENSMQTSTEKIAEQKFSFLENDDDLLDDDDSFU^SEEEDTVPOTT^OT 

TNLTSKPVEEKKASRYKPIIEEEAGMRQEQVHFTNTTGIVTPQQFHGLTK^ 

SVPNIVSPKPPVVKDNRSNFKINEEKKKSDAYDFPLEIISESSKKGHAKPVAVPTQR^ 

GNSFSSLDKPIPQSIOCGSNNSNRPPVIPLGTQEPRSSRTMSAISQSPVOT 

LQQAPIQSGMPLPimJIPPPALKVETWSAPPIRAIU^SNASVGSSASFGAIU^ 

NGVPPVSPYGQATINLPTANKYAPVSPWQQKQYPSWQNIXSASAVNTPN^^ 

SISSYTPNQNEHASRYAPNYQQSYQVPYTSQPVGPVAGNSSYQSQTRSSYAVPHMPQAQT 

SASIQPHANIQPPTGILPLAPLRPLDPUJAATOTiQPRASaniTAANSLPLANLPLAENILP 

EIITHRATSSVAPPRQENNPIKIDNEALLRRQFPIFHWSAANKWYAVPPIPDQSQYMIS 

SSIVQEIKVTPIDQIIKPNDMLKSFPGPIXJSAKLKKKDLTKWMETTIKSISEMESSTO 

IWQLLEMKLNDKVNWKNISKLLYNSDELLMYLSQPFPNGOMXPNA^ 

QTGNHDEALRLALSKRDYAIJVLLVGSLMGKDRWSEV^QKYLY^ 

LIFQVFVGNSKMAIKSFYTNNETSQWASENWKSIVAAVLINIPEiraEDPLLIPPVVI.EFL 

lEFGIFLTKKGLTAAASTLFIIGNVPLSNEPVMADSDVIFESIGNMNTFESILWDErYEY 

IFSYDPKFKGFSSILPQKIYHASLLQEQGIJISLGTKYTDYLSSSVRKLPKKDILTI^ 

ELSEVASRLSESOTXSWLAKPIOiSSVWGQLDKSFNKYIGGDDIDALmaCN^ 

GSSANSSTVDLTQTFTPFQAQ\rrSQSYViyiTALLHNAHNVPSHSV^ 

NLPYTHRIGDSLQGSPQRIHNTQFAAAEPQMASLRRVRTDQHTNEKALKSQQILEKKSTA 

YTPQFGQNHSVPMEKSNSim^SLFADFPAPPKLGTVPSNYVSSPDLVRRESIISTGSEFL 

PPPKIGVPTKANSSQGSLMYSPSVEiUjPIDPVVPQVHETOTNDFGNKHSQKS^ 

SHDNSNADQNTLKDSADVTDETMDIEGPGFNDVKNLLPMEPNHQPTSTVNPIQTISDDIQ 

PILQlTWE\mGTDASKMENSLPSIENERSSEEQPENISKSASSAYI*PSTGGLSLENRPLT 

QDENSrSEWQSTYLPAGSISMEAKPISQVQDVPRNVNNKASKLVEQHMAPPKP 

KMNYSPYVPQSTAASADGDESTILKTSPAIYARTHQAHASNPSQYFPLVNQANETASFEL 

SESTSQAQSNGNVASENRFSPIKKAEVVEia>rFQPTIRKASTOQYRAFKPLESDADKYND 

VIEDESDDDNMSTDEAKITOCEEKKNVNMKKETKPSNKDIDDKSNGWFGWLK^^ 

KAKLGHKWTLYYDEKLKRWVina)ATEEEKQKIIESSAPPPPPIV^^ 

NNSLPPVHATS\n:PNNPITGEPLPIKTSPSPTGPNPimSPSPSSPISRISGVNLTSK^ 

GLDDLLSLAGGPKPASTRRKKKTARGYVNVMDNIQ 

>YPL190C, 2909 bp, CDS: 501-2909 (SBQ ID NO 387) 

taatcttcgctacttcaagtttcataatcaatcgactttctgtat^ 

gtgatgcagtttcattatgacaccacaaatacaaaagagactatttaaatatgtatatag 

atcacattccaaaaaagaaaaccattaataatatcactctttaatattc 

gaaaaagcgctattcttattcgcttcctaactac<xk:cctagt^ 

tgtagaacgataaattatggtatcccacgtgattgagtgtaaccctgaat^ 

AAAATGAAGCGGAAGAAGCAAAGGACAAAAAACAATTCATTTGATTTTG^ 

TGAAGGTCTAATAAAAGCTATCTTGAGCATCTTTATTAGATTCTG^ 

TTTTCTTTGGTCAAAATATAATAATTGACTTACGTTT^ 

ATAATAACCATCIWAAGCCATGTCAGATGAAAACCATAACAGTGATGTTCAAGATAT^ 
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CTTCACCTOAACTATCCGTCX5ATAGTAACTCTAAW 

GCX5CAGACGATGGAATCX5AATTTGACGCCXX:AGAGj3^^ 

AGGAAAATGAAGAACAACACGAACTGGAAGATGTGAAOGATGAAG^ 

AGGAAAAAGGAGAGGAAAACX3GGGAAGTAATAAACACAGAAGAAGAAGAAGAAGAA6AAC 

ATCAACAAAAAGGCGGAAATGATGATGACGATGATGATAATGAAGAGGAAGAAGAGG^ 

AAGAGGATGATGAOSATGATGATGATGACGACGATGATGATGAAGAAGAA^^ 

AAGAAGAAGAAOGCAAaSACAACAGTTOGGTAGGCT^ 

AGGATGAGGAAGACAAAAAGGATAAAACCAAAGATAAAGAGGTCGAACTTC^^ 

CATTGGAAAAAGAACAAAAGGACGTAGATGAAGCTATAAAAAAAATAACTOTTG^ 

ATGATAATACTCACTTTCCAACTAATATGGAAAATGTTAATTATO 

aagtcaagtacattatggacagtaacatgctaaatttgcctk:agt^ 

AAGAAGAAAAGATGTCroaSATTTTAGCAATGTTAAATTCi^ 

ccgtacctcctcatgatagtactatctcaacaacagctagcgcctc 

caagaagcaatgatcaaagaaaacctccattgtoigatgcccaaagacgtatgaga 

ctagggcggatttatcpaagccgattaccgaagaagaacacgaccgto 

TGCACGGTGAAAATAAAATCACCGAGATGCACAATATTCCTCCGAAGTCAAG^ 

TTGGTAATTTGCCGCTAAAGAACGTTTCTAAGGA 

ACGGTCATATCATGCAAATCAATATCAAAAATGCCTTTG^ 

CTCAAAGCGTTAGAGATGCAATTGAATGO^GTCTCAAGJ^ 

TGATCCTGGAAGTTTCTAGCTCGAATGCTTOTCCT^ 

caaacagtagttctacttttatttcttccga^^ 
acatgtacaatgatoacaatggtgctggctaougaaatcc^ 

GCAACATTTTCGTTAAAAGAACX:GCAGAT0i3nPAC^ 

ttagggacgggactggtttggaaactcatatgattttcttc 

gaaagcttatcaatgatgccgcatataatggggtgtggggcgttgtt^ 

cacacaatgtagatgttcaaactttctacaaagg<nx:acaaggtgaa^ 

aatatattagcatatccgctgatgacgcagttgccattttraa 

gaaataattctcgtcctactgattaccgtgctatgagccatcagcaa^ 

ctcctcctcttcctgttccaaacggcccagctgtcxxsacc^ 

accagggttacagtatgcctcctccacaacaacaacagcaacagccatatggtaattatg 

ggatgccaccaccatcccatcaccaaggatatggttctcaacctccaattccaatc 

agagctacggtcgctaccagacttctattccaccaccacctccacaacaacaaattcctc 

aagggtatggtcgttatcaggctggtccgccrcctcaaccaccttctcaaactcc^ 

accagcaacaactattatctgccattcaaaaccttccacctaacgttc 

tttcaatggcccaacaacagcaacaacaacctcatgct^ 

tacaatcaatgcaaggcx!aggctcctcaacaacagca^^ 

ctatgaactcatccrctccccctcctatgagtaccaattacaat^ 

CAAAACCCTCTGCCCCACCAATGTCACACCAACCTOXSCaVCCTCAACAAC^ 

AACAACAACAGCAACAGCAACAGCAACAGCAACCTGCTGGCAATAATGTT^ 

TAGATAGTTTAGCAAAACTACAAAAATAG 

>YPL190C, 602 aa (SEQ ID NO 388) 

MSDENHNSDVQDrPSPELSVDSNSNE^mLMNNSSADDGIEFDAPEEEREAEREEE^^ 

ELEDVNDEEEEDKEEKGEENGEVINTEEEEEEEHQQKGGNDDDDDDNEEEEEEEEDDDDD 

DDDDDDDEEEEEEEEEEGNDNSSVGSDSAAEDGEDEEDKKDKTKDKEVELRRETLEKEQK 

D\mEAIKKITREEI!n)NTHFPTNMENVNYDLLQKQVKYTMDSNHLNLPQ 

ILAMLNSNSDTALSVPPH0STISTTASASATSGARSNIX2RKPPLSDAQRjRMRFPRADLSK 

PITEEEHDRYAAYLHGENKITEMHNIPPKSRLFIGNLPLKNVSKEDLFRIFSPYGHIMQI 

NIKNAFGFIQFDNPQSVRDAIBCESQEMNFGKKLILEVSSSNARPQFDHGDHGTNSSSTF 

ISSAKRPFQTESGDKYNDDNGAGYKKSIUUrrVSCNIFVKRTADRTYAIE\^^ 

ETDMI FLKPRlffilXSKLIKfDAAYNGVWGVXn^VNKTHNVDVCyrFY^ 

DDAVAIFIWIKNNRl^SRPTDYRAMSHQQNIYGAPPLPVPNGPAVGP^ 

PPQQQQQQPYGNYGMPPPSHDQGYGSQPPIPMNQSYGRYQTSIPPPPPQQQIPQGYGRYQ 

AGPPPQPPSQTPMDQQQLLSAIQNLPPNWSNLLSMAQQQQQQPHAQQQLVGLIQSMQGQ 

APQQQQQQLGGYSSMNSSSPPPMSTNYNGQNISAKPiSAPPMSHQPPPPQQQQQQQQQQQQ 

QQQQPAGNNVQSLLDSLAKLQK 
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>YPL201C, 18B6 bp, CDS: 501-1886 (SBQ ID NO 389) 

ATTTCATCACTTCATTAGTTATAAAAAGGA(OTmaVT^^ 

TTATTGTCGCTAATTTTCTTTCCAAT/^ 

ATTGXSTTGGACAACGTTGATGTTACCTTCCTTGTTA 

TCTT(nTCTGCAATATTGCCTTTTGGGAAGAAGG^ 

TTTTTACTATATTTACTGTATCTTCGATTG^ 

TTGCAGCTCAACCCCGCATTTCXXjGAGTTTT^^ 

TCGGCGGCTATTGGTGGGCCGGAAATGGTGACAOICT^ 

TACATGmSTATAAGCGAAATOVCAAGGATAATAATGTATTGK^ 

AAAATAATCATAAOSAAATCATGGGTATACXrrATGCAAATATACCAGGATGGG^ 

TGCAATTTTACCACACGAGATATCAGAACXJTATTTGACGAACGGGCGA 

ACTACACGGTCAATAATGATTACCCACAGCTTCCAG^^ 

AGCTTACCTTTAGCAATGTCGGAGAGGATGGTGGAGATGTTGGAAACTAT^ 

ACGATGATGGTGACGAAGAAAAGGAACTTGAAGATGTTTTTCGAAGTAACCGT^ 

AATTTGTACQGATTAATAACTATTTTACTACCCACX5ATTTACyu^ 

GAAATTTCAATAGCAAGTACTGGATTTTTTATTCT 

TGCTGTATGACTTTAACX3GCX:aACATTTGATT^ 

TGIVATTTACTGCTATCGGAOXZAATAATATGTATGGACT^ 

ACACCATTCAAATTTTAGTTGGATTTCAGAATGGAAAGTTGTT 

TGAACGGAAACGTAAACAATCACTTGCTTTTGAAGGATCC^^ 

GCCACCTATCTATATTAAATGTCTGGGCAGGTTTGTTQCCACA 

GTTTGAAAGATGGGCTGCTAATAACTTCTTTAGATCACCi^ 

AAAGTTTCCATACCAACATTGATTTGCCTGTAGATCTAC(^ 

CCGTTTTAAATTTCCCrCAGTTTACTTTATAC^^ 

AGAATCTATTAGGATCGGATGCraCCAaX!TAAACA^^ 

TAGACGAAGACGTTCAAAAGATCGACTATCTTCTTAA^ 

CCAACATGAGATATCTOTCCATTCCAACAAGAGACOZCATAGAGAATTC^^ 

CACCCGTCTCAGACAGCGAGGTirrATCCAATATTTTAaUVGACA 

ATGCTTCAGGAACAGGACGTCAGATAGCAAAC^ATG^ 

AACATCTCTACGGAACAGCGTTATCGGTATACAAGTACTCTATATCTTTCAAACGGTGC^ 
TGTTCGTGGGCTACTCAGACATTAGGGCCAAATACGGTATAAGGAGTGTCAAAGATCTCT 
TTGTTGGTAACTGTCCCTCTGTAAATAGCCCAGTGCTGACAATTCTC 
ACATTCAAACAATTCTTCTTAAATAA 

>YPL201C, 461 aa (SEQ ID NO 390) 

MGIPMQIYQDGKGVQFYHTRYQNVFDERASKY(aOT!VNNDYPQLPDTIKEHIDQM 

GEDGGDVGNYSEEDDDGDEEKELEDVFRSNRGLEFVRINNYFTTHDLQSFKSFRNFNSKY 

WIFYSNQAEDKKLLLYDTOGQHLIFIKQQFYGQLNLLLSDAIICMDCNFGY^ 

GFQNGKLLKI^CDLNGN\mNHLLLKDPSTSSHQSHLSILNWAGLLPHFWSFSLKTC 

ITSLDHQQSNGSFQSFHTNIDLPTOLRTTTNVKSVIJaFPQFTLYKGNDMIFHCK^ 

ASTLNKEINFMLKIDEDVQKIDYLLKTNHILLB119MRYLSIPTRDPIE^ 

VYPIFYKTQELHVHASGTGRQIANNGKYIFITEQHLYGTALSVYKYSISFKRWLFVGYSD 

IRAKYGIRSVKDLFVGNCPSVNSPVLTILTDDNNIQTILLK 

>YPR02BW, 1176 bp, exonl : 501-551, intronl: 552-684, exon2 : 
685-1176 (SEQ ID NO 393) 

ACAAACCCTGTCAATCTCCTGAAAAACAAAAATTAAGTGCTTGAGAAGACCTTCAG^ 

GTTGCATAGATAGGATGGGTGAGCGCAATTACTAGTTACXXIAGTAAGTAGGTTATATGG^ 

TGCTGGAGGGGCAGTACTGATTTAATCACAATCCGGATTAAACTTCC^ 

AAAACTACATCAAGTCAAAAGATTTTCATTCACTCTT^ 

CCTTTATTTTTTTATCACCATTCTCGAAT^^ 

CTCTCTTCTTGTCCAOSTCAAAGGGAGTATGCXa'AACCXrca^ 

AAAAAAAATATGTCCTTCAAAATTTTTTTTGATTT 

CTTGTTATTCCGAAAGAAAGAATCTAAAATTGCAATTGGTAGTGAAAACAAATA 

GACATAACCGCACrCCAATCATGTCCGAATATGOlTCTAGTATTCA 

AATTCGATACCGTATGTAAGATGGTTTTATTGGTTCCATCGTCATCAT^ 
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caaatgacx:cgacacacx;taacx:gaagcagttatactaaa^^ 

tck:ttgctacatttttttctacagaagtact^^ 

aataaaactaatttgcctaaatcttatttagttgct^^ 

ttgatttttattaacxstcggaggtgtagctga^^ 

ttgccagcatatttatcgttggttgcttt^ 

CTCTTGACCTACTGGATTGTCTTTTCAT^^ 

attctatatttgattcx:attctactm 

TTGCCTCAAACTGGTGGCGCTAGAATGATCTATCAAAAGATCGTAGCCC 

AGATATATCCTAAGAGATGTTAGCAAGACAGAAAAGGATXyU^TTAGAGCTTCCGTC/^ 

GAGGCCTCTAAGGCTACAGGTGCTTCTGTTCATTAA 



>YPR028W, 180 aa (SEQ ID NO 394) 

MSEYASSIHSQMKQFDTKYSGNRILQQLErneTMLPKSYLVAGLGFAYLLLIPIN^ 

ILSNFAGFVLPAYLSLVALICrPTSTDDTQLLTYWIVFSFLSVIEF^ 

ferWLIYIALPQTGGAIttllYQKIVAPLTDRYIIJUJVSRrEro 

YDR145W, 2120 bp, CDS: 501-2120 (SEQ ID NO 99) 

AAGTGATTATCTGAATAATGAAAGATGGTAGGAAATAAGGTATTGAAACA 

GGTTCAAAACTTTAAAAGAAAACTGCCAAATAAACPra^^ 

CTGAAATTTCAACTTCAAAAAAAAAAAAACGCGTGTAAC^ 

AAAACGATGTCrrATGAATCCamrrTAATTAG 

CGTAGCXSAGGATGAATTAAATGCATTGTTGAATATGAAGAGCACCra 

GTATATAAATGTACAATCTTGATTOVTGACAGCTTT^^ 

CAAATGAATATCACXSATTTTGGCTGTATTACCCGGGC^ 

AATTTTGTTAAAAAATGTGTTAGACTTAAGTCGGAGCAAATGAA^ 

GCATATATAGCGCATAGGTTCGCTAGTGTAAGACAGGAGACTGTCCAATA 

GCATTCGAATCATAAeCGAATCTTTGCCAGTGTGTGTATAA^^ 

ATGTCTTCCAATCCAGAAAATTCTGGTGTTAATGCXSAATA^ 

CACTGGTAACGCTGATGCGATCACAGGAGCTCAGCAAAATATGGTACTGC 

AACCGAGACAGTTGCAAGAAATGGCCGOTAAGTTCAGGACATTAC^ 

GAAGCAAGAAATGTAGGTGWUVCTACTCCPAGGGGCAAGGAATTGATGTT 

CCAAGCCGCAAAGATCAAACAGGTATATGATGCCCTTACACTGAATAGGA 

GAAGACAACAGGCTGCGCAAGCCTACAATAATACTTOUUITO 

AGCAATCCAGCTTCTATTCCTACTGAAAATGTCa:TAATTCATC^ 

ACAACAACAACAACAACAACAGACAAGAAACAACA6TAACAAATTTAGCA 

ATATGATAAAACAGGTTCTCACCCOGGAAGAGAACXSU^GAATATGA 

CTATGGCAGAATTTCCAAGTCCGTCATACGAGTATAAAGGAGAAAGAGAC 

CTACTTCAAACAAAATATTGATAGGTTAGAACAAGAAATAAATAAACAGA 

CGGACGAAGGGCCCAAGCAGCAGCTACAAGAAAAGAAAATTGAACnXKZTT 

AACGATTGGAAGGTGCTAAAAATTGAGTATACCAAGCTGTTCAATAATTA 

TCAAAACAGTAAAAAAACATTCTATGTAGAGTGTGCAAGACACAATCCGG 

CTTTACATAAATTCTTGCAAGAAAGCACTCAACAGCAAOGAGTGCAGO^ 

CAAAGGGTACAACAACAACAACAACAACAGCAGCA0CA6C 

GCAACAGCAACAGCAACAGCAACAGCAACGCCAGGGTCAAAACCAAAGAA 

AGATTTCTAGTTCTAATTCTACTGAAATACCCTCTGTAACCGGCCCTGAT 

GCACTGAAATCGCAGCAGCAGCAGCAGAATACAATAACTGCCACCAATAA 

TCCCAGGGGCAATGTTAACACTTCACAGACrcAACAATCGAAAGCTAAGG 

TAACCAATGTAAATGCAACGGCATCTATGTTGAATAATATAAGTTCGAGC 

AAATCGGCAATATTCAAACAAACAGAGCCTGCCATACCCATATCGGAAAA 

TATATCTACCAAAACACCAGCACCGGTAGCTTATAGATCCAACAGACCTA 

CAATAACTGGAGGTTCTGCTATGAATGCCAGTGCTTTGAATACACCAGCA 

ACAACTAAATTACCACCCTATGAAATGGATACTCAGAGAGTTATGTCAAA 

GCGTAAATTAAGAGAGTTAGTGAAGACTGTCGGAATTGATGAGGGTGACG 

GTGAAACTGTCATTGACGGTGATGTTGAGGAATTACTATTCGATC 

GACGATTTTGTTACTAATGTTACAGCTTTTTC^^ 

CAGAAAATCGGACAATTTGGAGGCAAGAGACATTCACTTACATTT^ 
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GAAATTGGAATATTAGGATTCX:TG(nTATTCXXXa^^ 
ACAAGAAAATGGAATCO^TCTCAAAATTATAAC^ 
CACATCAGATAAGCWAGCAGCTGCAAAAAACAATOGAAACAATGTTGCi^ 
GCTTGAATACAAAAAAATAA 

YDR145W, 539 aa (SEQ ID NO 100) 

MSSNPENSGVNANNimyrcNADAITCAQQNMVLQP 

EAPWGETTPRGKELMFQAAKIKQVYDALTimRRQQAAQAYNNTSNSNS 

SNPAS I PTENVPNSSQQQQQQQQQTRNNSNKFSNMIRQVLTPEENQEYEK 

LWQNFQVIWTSrKEKETYLKQNIDRLEQEINKQTDEGPKQQLQEKKIELL 

NDWKVLKIEYTKLFNNYQNSKKTFYVECARHNPALHKFLQEST^^ 

QRVQQQQQQQQQQQQQQQQQQQQQQQRQGQNQRKISSSNSTEIPSVTGPD 

ALKSQQQQQNTITATNNPRGNVOTSQTEQSKAKVTNVNATASM^^ 

KSAIFKQTEPAIPISENISTKTPAPVAYRSNRPTITGGSAMNASALNTPA 

TTKLPPYEMDTQRVHSKRKLRELVKT\rGIDB6D6ET\rCI^ 

DDFVTNVTAFSCRLAKHRKSDNLEARDIQLHLERNWNIRIPGYSM 

TRKWNPSQNYNQKLQSITSDKVAAAKNNGWNVASLOT 

YDR216W, 4472bp, CDS: 501-4472 (SEQ ID NO 109) 

CAAAGAACAACGCCOTAAAAATAGGAAAACXnrrTT^^ 

TATTATTGTTGTTGTGCTGTTGTTTATTGTGCTATACTO 

TCTGGACTTCCGATCGGAAATTTTCTTCCCTI^^ 

ACAGTTATATATCATTCATCTGAATTTCK^C^^ 

TACCTCCTTATTCXZAACATTTGCTCGACTACTATAGAAAAGCCTT^ 

TTTATCTTTGAAAGAAAGAAAAGGTGTCATAGCAAAAGTTTA 

CTGTTTTGATATACTH:CCTCTTATTa5 

ATAAATTAACCAATCATTTTGCTACTTTCCCGGTl^^ 

ACACTTCAGAAAAATATTCTGCTACTATT<XrrTAer^ 

TTGTTITCCAAAAAAAAAAAATATAAAAAAAATAATCATACTCTATTACT 

ATGGCTAACGTAGAAAAACCAAACGATTGTTCAGGCTTTCCCGTTGT^ 

CTTGAATTCGTGCTTTTCTAACGGCTTCAATAATC 

AAATGGAAACGGATGATTCACCGATTTTATTAATGTCATCATCAGCTTCC 

AGAGAAAACrcAAACACTTTCTCTGTGATAC:AGAGGA(:X3X:C^ 

GATCATTACCACAAATAATAATATGAACTCX::AAGATTAAaUVGC^ 

ACAAGTTGCCCGAAAATTTAAGGCTTAATGGTAGAACCX:CCAGTGGGAAA 

CTAAGGTCATTTGTTTGCGAGGTTTGTACGAGAGCXS^^ 

GCACTTGAAAAGACATTACAGATCGCATACAAATGAAAAACCTTATCCCT 

GTGGCCTCTGCAACAGATGCTTTAOTAGGAGGGACTTACTXjAT 

gctcaaaaaatccatagtggtaatttaggggaaacgattt<x:catacc^ 
gaaagtgtcgagaactataactaaagctcggaaaaattctgcatcctcag 

TCAAGTTTCAAACTCCAACCTATGGTACTCCAGATAATGGTAATTT^ 

aatcgcactactgccaatacaagaagaaaagcaagccctgaagctaatct 
taaacgtaagtacttgaaaaaactgacgcgcagggcttcatttagcgc^ 

AATCAGCATCCAGCTATGCTTTGCCCGACCAATCTT^^ 

CCAAAGGATCGTGTTAAATTTTCTACGCCTGAATTAGTTCC^ 

GAAGAATCCTGAACTTGACTCTTCGTTTGACXyrGAATATG^ 

TAAACCTAAATCTAGATTCCAATTTCAATATAGCATTAAACCGTTC^ 

TCTTCTGGATCAACAATGAATTTGGATTATAAATTGCCCGAATCAGCAAA 

TAACTACACATATTCTTCCGGCTCACCAACCCGCGCATATGTCGGCGCTA 

ACACGAATTCTAAGAAOSCTTCATTTAATGACGCAGAC^ 

TCGTACTGGATAAAAGCCTATAATGATCATTTGTTTTCAGTATCTGAAAG 

TGATGAAACTTCTCCAATGAACTCTGAATTAAACGACACTAAATTAATCG 

TCCCAGATTTTAAATCGACTATACATCATTTGAAGGATTCAAGGTCCTCC 

TCTTGGACTGTTGCTATAGATAATAATAGCAATAACAATAAGGTATCAGA 

CAACCAACCTGATTTCGTCGATTTTCAAGAACTGCT^ 

TAGGTAATGATTTGTTAGAGACCACTGCCGTTTTAAAAGAATTTGAACT^ 
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TTACATCATGaVTAGOGTAAGTGCTACCGCCACOTXa^ 

TTCCCATTTGAACCTATCAAACTCTCCAATT^ 

ATAAGAATAAAGAGGGGACCAATGACGATATGTTGAT^ 

GATCATCCTTCCAATCGCGAAGATGATCTGGATAAGCTATGTAATATGAC 

CAGAGATGTTCAAGCCATATTCAGTCAATATTTGAAAQGAGAAGAGTCTA 

AAaSATCCCTGGAAGACTTTTTATCAACGTCAAAC^^ 

GATAGOGGCAACTATACTTTTTATGGGTTAGATTGTTTA^ 

AATATCAAGAGCTCIXX!CGGCCTCCACTGTGAACAAC^ 

ATTCCATAGAATCAAAGCTATTTAATGAACCAATGAGAAATATGTGCATT 

AAAGTGCTTAGATACTATGAAAAGTTCAGTCATGATAGTAGTGAGAGTGT 

CATGGACTCTAATCCAAACITGCTGTCaUiAGAATl^^ 

TGAGTGAATTGAACGAATATTTAGATCTTTTCAAGAAT 

CATTTCCCTATTATTCACCCAAGCITGCTTGATTT^ 

GCAACGATATACTAATGAGGATGGGTATGATGACGCTGAAAACGCGCAGT 

TGTTTGATCGATTAAGTCAAGGGACAGATAAAGAATATGATTACGAQC^ 

TATCAAATCTTGTCCy^TTTCGAAAATCGTTTGTTTACCCTO 

CACATTTGGTTCTTTGCATAAGTTCXKJTTACAAAT^^ 

TGTATGAGATGAGTAGAAGAATTCTACATTer^^ 

AGGTGTCGCAGTACAACAGTAAATGACAGTTATOIGAACATTTGGTTC 

GCAATCCCTAATATTGAGCTTCATGTTaxr^ 

AGAAAATTGACTCCrCTTTGATGAAAAGGCAAT^ 

ACGATCAGATCAAACTCTTTACCGACAATTTCTGCAAAT^^ 

TATCAATAATAACAATGAACCrrTAACATTTGGTTC^^ 

TCATTTTTGAGTCAAAAATTAGATGCACCTTAATGGC^ 

CAGTTCTTGAAATGTTTCTTCCATATTAAATTOGAT^^ 

AAAAGATGTTGAAACCATTTATATTCCCGACAATGAGTCAAAATGGGCC^ 

GTGAATCGATAATATGTAATGGGOVTGTTGTGCAAAAGa^^ 

GATTTTAGAAACTTTTATTACAGTTTCAOSTATGGA^^ 

ACOVGAATTTTTAGGGTCATCTATGATTTATTATGAATACGAr^ 

AAGGAACCAAATCACATGTGTTTTTGGATCGAATCGATACGAAAAGGCTA 

GAGAGGAGTCITGACACrrTCTTCCTATGGC^ 

CAATA^lAAATATTGCGATCraAATTGATGACACCATAAT^^ 

ATTTAATGTCAATGAGATTCATCAAACAGATTGATCGCTCGTTTACTG^^ 

AAGGTTAGAAAAGGACAAATAGCAAAGATATATGATrrcTTT^^ 

TGTGAGGTTGAArmmK5AAGAATTATTCA^ 

TTTTAGTAGCGTTGAACTTTTCyUlTCCGTAATAT^ 

GAAGAAGAAAGTGATTGCTCCCAAAGAATGAATTCTOrAGAGCTGC 

GATCCACCTGAATAATCAAGCGCTTTCIKmnTCAATO 

ACTATTGCTTCATCCTAATTATCAAATTTTTATTOGAT^^ 

CCAAATTTTAAGTTACTGAGAATTTTTATTGAGTTGAGAAG 

TTCTATTTTACTTCCCACACTTTCAAGATTGTATCCGCAAGAGT^^ 

GATTTCCTGATGTTGTATTTACGCAACAATTTATAAATAAAGATAATGGT 

ATGCTTGTCCCTGGTTTATCCGCAAATGAACACCATAATGGTGCAAGTGC 

AGCTGTTAAGACTAAGTTAGCCAAAAAGATCAATGTTGAAGGG<n»TC 

TGTTTATTAATGAAATCCTAGITAACTCTTTTAACGATACCTCTT^^ 

AATATGGAGGATCCTATTCGAAATGAATTTTCCTTTGATAATGGGGACAG 

GGCAGTGACAGACTTGCCTCXSTTCAGCACATTTCXr^ 

TAGAAGGTATTAACTTCAGCGGCTTAAATGATTCXXIATCAAACTG 

acittgaatcttttacgttacggggaaaatca 

tggtggaaaggggcaaggatttgccgaaaagta(x:aattatctctgaaat 

atgttactattgccaagttatttttcaccaatgttaaagaaaactacatt 

cattgtcacatgttagataagatggcaagtgatttccacactttggaaaa 

tcatctaaagggaaacagttga 
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YDR216W, 1323 aa (SEQ ID NO 110) 
lIANVEKFNDCSGFPVVDLNSCFSNGFTlNEKQEIEtfBTO 

rensntfsviqrtpdgkiittnni«!nskinkqu)klpen^^ 
lrsfvcevctwvfarqehlkrhyrshtnbkpctcglcmc^^ 
aqkihsgnix;etishtkkvsrtitkarknsassvkfqtptygtpdngnfl 

NRTTA£^RRKASP£AlAfKRK^ 

PKI)RVKFSTPEL\^LDLKNPELDSSFDIJminiDIiNIJ^ 

SSGSTMNLDYKLPESANNYTYSSGSPTRAYVGAlsmiSKNASF^ 

SYV«KAYNDHLFSVSESDETSPMMSEIiOT>Tia-IVPDFKSTIHHI*K^ 

SVm^AXDNNSNNNKVSDNQPDFVDFQEIiLDNDTLGNDLLETTAVLKEFBL 

IJroDSVSATATSNEIDLSHmLSNSPISPHKLIYKNKEG'im)DMIiISFGL 

DHPSNREDDUJKLOniTRDVQAIFSQYLKGEESKRSLEDFLSTSNRKEKP 

dsgmytfygijx:ltlskisralpastvnnnqpshsiesklfnepmrnmci 
k\n^ryyekfshdssesvmdsnpnllskellmpavseij9eyldlfknn^ 

HFPI IHPSLLDLDLDSLQRYTNEDGYDDAENAQLFDRLSQGTDKEYDYEH 

VQILSISKIVCLPIiFMATFGSLHKFGYKSQTIELYEMSRRILHSFLETKR 

RCRSTTVNDSYQNIWLMQSLILSFMFALVADYLEKIDSSLIIKRQLSA^ 

TIRSNCLPTISANSEKSIKNNNEPLTFGSPLQYIIFESKIRCTIJMATO 

QFLKCFFHIKFDLSIKEKDVETIYIPDNESKWASESIICWGHWQKQNFY 

DFRNFYYSFTYGHLHSIPEFIX5SSMIYYEYDLRKGTKSHVFLDRIDTKRL 

ERSLDTSSyGNDlaMAAT^^KNIAILIDIy^IILKNNU^SMRFI^^ 

KVRKGQIAKIYDSFLNSVRIiNFLKNYSVEVrU:^^ 

EEESDCSQRMNSPELPRIHLNNQALSVFNIi(K?yYYCPILIIKFLLDFEAT 

PNFKLLRIFIELRSLANSILLPTLSRLYPQEFSGFPDVVFTQQFINKDNG 

MLWGLSANEHHNGASAAVKTKLAKKINVEGLAMFINEILVNSFNI^ 

l^DPIRNEFSFDNGDRAVTDLPRSAHFLSDTGLBGINFSGLtlDSHQW 

TU^LLRYGEmiSSKHKNGGKGQGFAEKYQLSIJCYVTIAKLFFTNVKENYI 

HCHMLDKMASDFHTLENHIiKGNS 

YBR112C, 3401 bp, CDS: 501-3401 (SEQ ID NO 51) 

GGGTGCCGTATCXSGCTCTAATTATTTTATCKr^ 

TCTGCGCTACrCCTTTCTCGATCGTTGCTACTCCOHXXX^ 

TCTCCCGCGTACTGTACTCCATCTTTTTTTGGOGTTT^^ 

CTCGAACAAGGTTTGTTTAAATTTATTTTATTT^^ 

TCGTTCTTTTCCCTTCCGATTATCAAAGCAAAAGCGCATTTTT^^ 

TCTTTTTGTTTTTTGTTTCCTGTTC 

GAGTTCAATTGAGAGAACTAGAATCAACAAAGCCAAATACGACAACGTCA 

CTAGTCTTTGAACCAGAGGCGTATTCCCGTTACCTCTTTTCCCAT^ 

TGTTTTTCTTTTTCACTGCTATAAGCCTTTAGA 

ACAGCAACAACAACAAACAAAACACGACTGGAAAAAAAAAATTAGGAAAA 

ATGAATCCGGGCGGTGAACAAACAATAATGGAACAACCCGCTCAACAGCA 

ACAACAACAGCAACAACAACAGCAGCAACAGCWICAGCAGGCAGCAGTTC 

CTCAGCAGCCACTCGACCCATTAACACAATCAACTGCGGAAACTTGGCT 

TCCATTGCTTCTTTGGCAGAAACCCTTGGTGATGGTOACAGGGCCGC^ 

GGCATATGACGCCACTTTACAGTTCAATCCCTCATCTOCAAAGGCTTTAA 

CATCITTGGCTCACTTGTACCGTTCCAGAGACAT^^ 

GAATTATATGAAAGAGCACTTTTGGTAAATCCXXSAACTATCA 

GGCTACTTTAGGTCATTGTTATCTGATGCTGGATGATCTGCAAAGAGC^ 

ACAATGCCTATCAACAGGCTCTCTACCACCTCAGTAATCCCAACGTACCG 

AAATTATGGCATGGAATCGGCATTCTTTATGACAGATAT^ 

CTATGCCGAAGAAGCTTTTGCCAAAGTTTTGGAATTGGACCCTCAT^^ 

AAAAGGCAAACGAAATTTACTTCAGACTAGGTATTATTTATAAACATCAG 

GGTAAATGGTCTCAAGCTTTGGAATGCTT^ 

TCCTGCTCCCTTGCAGGAGTGGGACATATGGTTTCAGTTGGGTAG^ 

TGGAGAGTATGGGAGAGTGGCAAGGTGCGAAGGAAGCCTACGAGCATGTC 

TTGGCTCAAAATCAACATCATGCCAAAGTATTAOUICAATTAGGTTGTCT 
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TTAOSGTATGAGTAACGTACAATTTTATGACXCra^^ 

ATCrrCTAAAGTCOTTAGAAGCAGATC^ 

CATCTCX3GTAGAGT«:ATATGATTAGAACAGATTATACTGC^ 

TGCTnrCCAACAAOCTGTTAATAGAGATTCAAGAAAC^^ 

GCTCAATCGGTGTTTTATATTACCAAATTTCTCA^ 

GACGOSTACACAAGAGCCATAAGATTAAATCCTTATATTAGTGAAGT^ 

GTACGATCTAGGTACTCTTTACXSAAACTTG^ 

CCCTTGATGCGTATAAGCAAGCnXX:AAGACTGGACX5TAAATAATGT^ 

ATAAGAGAAAGATOAGAAGCTTTAACAAAGCAGTTAGAAAACCCAGGCAA 

TATAAACAAATCGAACGGTGCGCCAACGAATGCCPCK^^ 

CTGTGATTTTACAACCTACCTTACAACCTAATGATCAAGGAAATCCT^^ 

AACACTAGAATTTCAGCCCAATCTGCCAATGCTACTGCT^ 

ACAACAGCATCCTGCTCAACAAACGCCTATTAACTCTTCT^ 

ACAGTAATGGAGCTTCCCCTCAATTACAAGCTCAAGCTCAAGC^^ 

CAAGCACAAGCTCAAGCACAAGCACAAGCTCAAGCACAAGCACAATC^ 

AGCGCAAGCACAAGCACAAGCACAGGCGCAAGCACAGGCACAAGCACAAG 

CACAAGCACATGCACAAGCGCAAGCACAAGCACAAGCACAGGCACAAGCA 

CAAGCACAGGCGCAGGCACAACAACAACAAOUICAACAGCAAC^ 

ACAACAACAACAACAACAACAACAACAACAAOVACAACAAC^ 

AGCAGCAGCAATTACAGCCCCTACCAAGACAACTIGCTGC^^ 

GTTTCTGTGCAAATGTTAAATCCTCAACAAGGGCAACCATATAT^ 

GCCAACAGTCATACAAGCTCACCAACTGCAACXaiTTT^^ 

TGGAACATCCGCAAAGCTCTCAACTGCCACCTCAACA 

TCTGTTCAACATCCACAACAACTTCAAGGC 

CCAACCTTTAATCCAGCATAACGTGGAACAGAACXSTTTTACCTCyVAAA^ 

GATACATGGAAGGTGCAATCCACACTTTAGTAGATGCCGCCGTATCCAGT 

AGCACCCACACAGAGAATAACACAAAGTCrcCTCXm^ 

CATTCCAACGCAAGCTCCCGCAACAGGAATAACGAACGCTGAACCACAGG 

TAAAGAAGCAAAAGTTGAACTCTCCAAATTCAAACATCAACAAATTAGTA 

AATACTGCTACTTCCATTGAAGAAAATGCAAAATCTGAGGTGAGCAACCA 

ATCGCCAGCAGTAGTGGAGTCTAATACCAATAATACTTCACAAGAAGAAA 

AACCTGTAAAAGCAAACTCAATACCTTCAGTAATTGGOSCACAGG^^ 

CCACAGGAAGCTAGTCCTGCTGAAGAAGCTACCAAAGCAGCTTCTGTTTC 

TCCTTCTACAAAACCGCTTAATACGGAACCAGAGlXMCTAGTGTCa^ 

CAACTGTATCATCAGAAAGTTCAACAACAAAAGCAAATGACCAAAGCACT 

GCTGAGACCATAGAACTTTCTACTGCTACTGTTCCTGCAGAAGCAAGCCC 

TGTAGAAGACGAAGTAAGACAGCATTCTAAAGAGGAAAACGGCACAACTG 

AAGCATCTGCACCTTCTACTGAAGAGGCGGAGCCAGCAGCTTCCA^^ 

GCTGAAAAACAACAAGATGAAACCGCTGCTACAACX5ATAACTGTAATCAA 

ACCTACTTTGGAAACAATGGAAACAGTGAAAGAGGAGGCCAAAATGCGTC 

AGGAAGAGCAAACATCTCAAGAAAAATCCCCACAGGAGAACACACCT 

AGAGAAAATGTAGTAAGGCAAGTGGAAGAAGATGAAAACTAGGACGACrrA 

A 

YBR112C, 966 aa (SEQ ID NO 52) 

MNPGGEQTIMEQPAQQQQQQQQQQQQQQQQAAVPQQPLDPLTQSTAETWL 
SIASLAETLGIX5DRAAMAYDATLQFWPSSAKALTSLAHLYRSRDMFQRA^ 
ELYERALLVNPELSDVWATIX5H(m.MU:)DLQRAYNAYQQALYHLSNPNVP 
KLWHGIGILYDRYGSLDYAEEAFAKVLELDPHFEKANEIYFRLGIIYKHQ 
GKWSQALECFRYILPQPPAPLQEWDIWFQLGSVLESMGEWQGAKEAYEHV 
IJ^QNQHHAKVLQQLGCLYGMSm^QFTDPQKALDYLLKSLEADPSDATTWY 
HLGRVHMIRTDYTAAYDAFQQAVNRDSRNPIFWCSIGVLYYQISQYRDAL 
DAYTRAIRI^PYISEVWYDLGTLYETCNNQLSDALDAYKQAARLDVNNVH 
IRERLEALTKQLENPGNINKSNGAPTNASPAPPPVILQPTLQPNDQGNPL 
NTRISAQSANATASMVQQQHPAQQTPINSSATMYSNGASPQLQAQAQAQA 
QAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQAHAQAQAQAQAQAQA 
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QAQAQAQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQLQPLPRQQLQQKG 

VSVQMU^PQQGQPYITQPWIQAHQLQPFSTQAMEHPQSSQLPPQQQQLQ 

SVQHPQQLQGQPQAQAPQPLIQHNVBQNVLPQIOIYUEGAIHTLVDA^ 

STHTENimCSPRQPTHAIPTQAPATGITNAEFQVKKQKLNSPNSN^^ 

NTATSIEENAKSEVSNQSPAVVESimjNTSQKEKPVKANSIPSVIGAQEP 

PQEASPAEEATKAASVSPSTKPLI^EPESSSVQPTVSSESSTTKANDQST 

AETIELSTATVPABASFVEDEVRQHSKEENGTTEASAPSTEEAEPAASRD 

I^KQQDETAATTITVIKPTLETMETVICEEAKMREEEQTSQEKSPQENTLP 

RENWRQVEEDENYDD 

YMR043W, 1361 bp, CDS: 501-1361 (SEQ ID NO 305) 

AAGCTGTGCCAAACAAGGTCATCTCCAiyiTACTTACCAAJy^ 

GTACTGTACTGGAATCTCTGCrTTTTTCT^ 

TGTCTGCTTTTTTACGTGTGTTTTGGCGTTTC^^ 

CrCGTTGTTGTAAATCATTTTCTAAGTATTAT^ 

TACCCAATCGGTTTCCTATTCTCACCACTTTTTTCT^ 

CCTAACAAGCAATTITATTTTACGTTTGTTAATTCA^ 

TTTTTCAATTTTTTTTTTTTl^ 

CTGTTTTTTTCGATTCAGTTATAGGGAAAAAAACGGGAAAGGAAAGAG^ 

AAAAAAATTAGTGCAGAGCAATAAGAAGCGAAAATCAAAAAAAAGTTTTG 

GATCTGCAAGACTTGCTGTCACGCAACAATATTATAGCCACCCAGCAAAA 

ATGTCAGACATCGAAGAAGGTACGCCTACTAATAATGG6CAACAGAAGGA 

GAGAAGAAAGATAGAAATTAAGTTCATOGAGAATAAAACAAGGCXXrCATC 

TGACATTTTCCAAAAGGAAGCACGGTATCATGAAAAAGGCGTTTGAGCTT 

TCTGTTCTAACGGGGACCCAGGTCCTGTTGCTAGTOSTT^ 

TTTGGTATATACTTTCAGCACGCCGAAGTTT<^ 

AGGAAGGTAGAAACCTGATCCAGGCCTGTCTTAACGCCCCTGATGATGAG 

GAAGAAGACGAGGAGGAAGACGGTGATGATGATGATGATGATGACGATGA 

TGGTAATGATATGCAACGCCAGCAACCACAACAACAGCAACCGCAACAAC 

AGCAACAAGTATTGAATGCACACGCAAATAGCTTAGGCCATCTAAATCAA 

GATCAGGTACCGGCAGGCGCGCTGAAACAAGAGGTGAAGTCACAATTGCT 

AGGCGGTGCCAATCCTAATCAAAACTCAATGATTCAACAGCAGCAACATC 

ACACGCAGAATTCACAACCACAACAGCAACAGCAACAACAACCACAGCAG 

CAAATGTCACAGCAACAAATGTCACAGCATCCTCGACCACAGCAAGG 

ACCACATCCGCAACAATCGCAGCCACAGCAACAGCAACAACAACAACAAC 

AACTGCAACAGCAGCAACAGCAGCAACAACAACAACCCCTCACC^ 

CATCAGCCTCACCAACAGGCTTTTGCCAACGCTGC(:nX:CCCCTATC 

TGCTGAACAGAATGCTGCCTACCAACAATACTTTCAAGAACCGCAACAAG 

GCCAATACTAA 

YMR043W, 286 aa (SEQ ID NO 306) 

MSDIEEGTPTNNGQQKERRKIEIKFIENKTRRHVTFSKRKHGIMKKAFEL 
SVLTGTQVLLLWSETGLVYTFSTPKFEPIVTQQEGRNLIQACLNAPDDE 
EEDEEEDGDDDDDDDDDGNDMQRQQPQQQQPQQQQQVLNAHANSLGHLNQ 
DQVPAGALKQEVKSQLLGGANPNQNSMIQQQQHHTQNSQPQQQQQQQPQQ 
QMSQQQMSQHPRPQQGIPHPQQSQPQQQQQQQQQLQQQQQQQQQQPLTGI 
HQPHQQAFANAASPYLNAEQNAAYQQYFQEPQQGQY 

YPL089C. 2531 bp, CDS: 501-2531 (SEQ ID NO 385) 

TTCCACGTTCGCAAAAAATACTTCCACGGTGACGAAGrax;TCTCA^^ 

TATATTAAATGCAGAAATCGTCTTATCATTATTGGCXnKnXZTTAACGGCG 

CAGCATCACCGGGTGATGAATGCCAAGCCGCAGAAAGAAAGAAAAAAATT 

TACTTCAGATTTCTGATAAAAATAAAAC(3GAAGAGATGAAA(K:TAATAAT 

AGAAACAGCTCGATCTTCCTCTGAACAATAATAATTAAAGGACAGACAAA 

AAGAAACGTAAGAAAGAAGCGAGC(::TGTT(rrAAA(?rGTTCAACGAC^ 

TCAATTAGAACT(X:CTACTCCTGATAGCCAACTCAACTTTTGACTCGT^ 
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WVGTAATTGAIUVGCTGGCAAGCAGIUVTTATTC^^ 

TCTATCACGTTGTGAGGTTAATATCCCCOGGAGOVAACA 

GAAAAAAACTTAAATATTAAAGTGTCGCAAAACTATACTATAGATACAAC 

ATGGGTAGACGGAAGATTGAAATCX:AGAGAATTT<n^TGAC^^ 

GGCTGTCACGTTTATAAAACXn*AAAGCnKXX:T^^ 

AACTATCCGTTCTTTGTCAAGTAGACATAGCCGTCATTA^^ 

AATAACAOSTTCTATGAGTTTTCCTCTGTGGATACXa^^ 

TCACTACCAAAATGACAAAAACTTGCTTCACG^ 

ATTATGGAGACTTTCACUUUU1GTGCATC03TO 

CTCAGGTCGTOTATGTCAAATAAGCCTT<:X5AAATa^ 

GAACCAGTCAGAAAATGATGATGATGAGAACAATGATGATC 

ATCATGGC^TTTTGAGAGGAATTCAAATATGCAOTO 

TCTCATAAAAATATACCGAGTGCACACATGAAGTTGTTATCCCCGACCGC 

ACTCATTTCAAAGATGGATGGTAGTGAGCAAAATAAACXn^ 

ACGCGCTGCCGCCTTTACAACAT^^ 

CAAATAAGTAGAACTCCGCAACAGCAACAGCAGOyUUVTATATCGA^ 

ATACCATAGTAGCATGTACAATCTTAACCAGCCTTCATCCAG 

CTCCTTCCACGATGGATTTTCCAAAATTACCAAGCT^^ 

TTTAATGGTCGTCCTCCACCCATTTCCATT^^ 

GCCATTTACAAATGCATCCTCAAGGACCCCTAAACACSGAGC^ 

ACAATAGTGGCAGCAATAATAATGACAACAGCAACTACAC^ 

TCTAATTCTTTGGAAGACTCTATTCAGCAGACTGTC^^ 

ATTGTCCGCCAGACCGGTACTTCGTGTGAGAATTOCXSAAC^ 

GCAGTAATTCX:GCTATTCCAAGTGAACCCm:CTCT^ 

GCCAACGGCAATAGTATGGGCTCTTCGCAGATAATGAAAGAAAACAAAAC 

AAGTAGGTCTAGCAAAATTTCTCCACTATCOXaiTCT^ 

TAACTCTCCAAAAAGGTAATAATGGCAGAATGGTAATAAAATTGCCAAAT 

GCAAATGCG<X:TAACGGTTCTAACAATGGTAATGGCAGTAACAATi^ 

TCACCCTTATCCTTTCGGAAGTGGGTCTTCACCT(^^ 

AGCCATACATTGCCTICTCCCTTGCAACCATCGAATATTCCTGGCGGACCT 

TTCCAACAAAATACATCTTTTTTAGCTCAAAGACAAACOCAGCAATAC 

ACAAATGTCTTTCAAAAAACAGAGCCAAACAGTACCATTAACTACAACAT 

TAACCGGACGCCCCCOTTCAACTTTTTCaSGCCCT^^ 

CCrrcAACTGGTTCACTGCCATCGAAGTTCXJTACATCAT^^ 

TTCTCCAAATGTTTCTTCTATATCGATGTTTCCAGl^^ 

CCAACAGTGCCAAGCCGGGAAACACAAACAATCXrTGGTAC^^ 

GTACAGACGGCCGTAAACAACGGCAACTCCAGCAATATCAGCAGCACTAA 

CAACACTAACAACAACAACTUVCAATAACAACAACAAC^^ 

ACAGCAACAACGGCAACGACAATAACAGTAACAATAGCAATAACAGTTAC 

TATAGTAATAATGAAGATGCACCCGTAAATGGAGCTGCTATTTCAGAACA 

TACTACCGATGGTGACrCGAACAATCAGTCCAACTCAAGTACA 

CTGCTGCCACCGCATATAATGGAAATACCGGGCTGACTCCATACATAAAT 

ACTGCTCAAACACCACTAGGCACTAAATTCTTTAATTTT^ 

TTCAGGAGAAAAAAATTCAAGCAAAATATAA 

YPL089C, 676 aa (SEQ ID NO 386) 

MGRRKIEIQIUSDDIUmAVTFXKRKAGLFKKAHELSVIXXJV^ 

tmTFVT:FSSVIX[TroLIYHYQNDKl^LHE\na)PSDYGDFHKS^ 

LRSSMSNKPSKSNVKGMNQSENDDDENNDEDDDDHGNFERNSNMHSNKKA 

SDKNIPSAHMKLLSPTALISKMDGSEQNKRHPENALPPLQHLKRLKPDPL 

QISRTPQQQQQQNISRPYHSSMYNLNQPSSSSSSPSTMDFPKLPSFQNSS 

FNGRPPPISISPNKFSKPFTNASSRTPKQEHKINNSGSNNNDNSNYTQSP 

SNSLEDSIQQTVKARRKLSARPVLRVRIPNNNFSSNSAIPSEPSSASSTS 

ANGNSMGSSQI^IKENKTSRSSKISPLSASASGPLTLQKGNNGRMVIKLPN 

ANAPNGSNNGNGSNNNNHPYPFGSGSSPLFSATQPYIATPLQPSNIPGGP 

FQQNTSFLAQRQTQQYQQMSFKKQSQTVPLTTTLTGRPPSTFSGPETSNG 
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PPTGSLPSKFVHDIMSNSPNVSSISMFPDWSMGmSAKPGNTNNP 
VQTAVimGNSSNISSTONTNimNNNNNlW 
YSNNEDAPVNGAAISEHTTIXSDSNNQSNSSTYDA^^ 
TAQTPLGTKFFNFSTDISGEKNSSKI 

YOR372C, 2165 bp. CDS: 501-2165 (SEQ ID NO 371) 

AAAATCGTGGTTACTTTCATATTCCTTAAACACTTTAC^ 

GCGCGTTCGAGCGTAGCTTTCGTGGTGAATTTATTGTAAGATT^ 

TGGCTCGATAGTTCTGCXrrcCTGaJTATCC^^ 

TTACTATTCAACCTAGTCGGCAATTTTTTCACCTCAATAT^ 

TTCTGGCATCCTAGATACTCATCTGTATTTATTCATTATt^ 

CGTTAATAGCATTCOVGTAAACAAGTTrAGGTCACTAC^ 

TTTGGCGTTTGGCGTAACCCTCCTCGCGAAAA6AAACX3GGACGC^^ 

AAAAAACAACAAAACAAGAACAAAACAAAACAAATAGGACAGAGCCTTAA 

GGAGCTGCAAGGATXrrrCTGAATATTTGGCATCGGCATTGTGW 

AAGTGTCCAAATTGGAATAAATTGGTCAGAATAGAGCATTGATTCC^ 

ATGGACAGAGATATAAGCTACaVGCAAAATTATACCTCAACTGGGGC^ 

TGCAACTTCCTCAAGACAGCCCTCTACGGACAATAATGCAGATACA^ 

TTTTGAAGGTAATGTCAGAATTCAAATATAATTTTAACA 

ACAACGACTCAATTCCCCACGCCCTATTCTTCPA^^ 

TCAAGATCATTTTGCCAATACAGACGCTCACAACAGTTCXSAC^^ 

CGTCGTTGGTAGAGAACTVGTATATTACCGCATCATCAGCAGATAC^ 

CAACAACAACAACAACAACAACAACAACAACAACAGO^AGCTCTAG^ 

ACTTGTACCTCCTGCTGTCACAAGGACAGATACAAGTGAGACT^^ 

ATATCAACGrrcAACXriTCTTCTGTTTTGCAGTT^ 

AGCGAATTTTTGGTTGCATCCCCAGAGCAATTCAAAGA^ 

CTCTCCGTCCACCAATTTCAATTTCTTTCACAA^ 

CACTTCGATTTGTAACAGATTCTAACGGTGCTCAGCAAAGCACCAC^ 

AACCCAGGTCAACAACAGAATGTTTTTAGCAATGTCG^ 

TTTGAAGAGTAATGGAAAAACACCCTCATCTTCATGCACCGGCGCATTTO 

CACGCACTCCTCTGAGTAAGATTGACATGAATCTCATGTTCAATCAACCG 

CTGCCGACATCTCCATCAAAAAGGTTCTCCTCCCTGTCGTTGA^^ 

TGGAAGTUUUUVTTCroAATGAaSTCGGTACAC^^ 

TATCGTCTAACAGCGCGTTAGTG<5ATTTTCAGAAGGCAAGAAAGGATATT 

ACCACTAATGCAACATCCATAGGGCTGGAAAATGCCAAC^ACATC^ 

GAGAACXSCCGCTAAGATCTAACAATAAAAAATTATTTATTAAAACX^CCCC 

AGGATACCATCAATAGCACTAGCACACTAACTAAGGACAACGAAAATAAA 

CAGGACATATACGGCTCnrCACCGACTACCATCCAATTAAATTCATC 

AACTAAATCTATCTCCAAATTGGATAACTCTAGAATTCCCTTGT^ 

CGAGATCAGATAACATTCTGGATTCCAATGTGGATGACCAATTGTTTGAT 

TTGGGGTTGACAAGATTACCTTTATCACCAACACCAAATTGTAAT^ 

GCATAGTACAACCACAGGTACATCTGCCTTACAAATT(XnK5AGCTACCCA 

AGATGGGGTCTTTTAGAAGTGATACGGGAATCAATCCAATTTC^ 

AACACAGTTTCTTTTAAGAGCAAATCAGGCAATAATAATTCA 

AATCAAAAAAAATGGGAAGAAACCTTCCAAATTTCAAATTATTGTC^^ 

ATATTGATCAATTTAACCAGGATACATCATCGTCATCTTTATCATCATC 

ttgaatgcaagtt<x;agtgcagggaattcaaattcaaa(X5taacaaa 
aagagcaagtaaactcaaaagatcacagtctttacttt^ 
cgaaatcacaagcaaggaaaagcrgtaattctaaatct 
ttcaattcacagtaa 

YOR372C, 554 aa (SEQ ID NO 372) 

MDRDISYQQNYTSTGATATSSRQPSTDNNADTNFUCVMSEFKYNFNSPLP 
TTTQFPTPYSSNQYQQTQDHFANTDAHNSSSNESSLVENSILPHHQQIQQ 
QQQQQQQQQQQQQALGSLVPPAVTRTDTSETLDDINVQPSSVLQFGNSLP 
SEFLVASPEQFKEFLLDSPSTNFNFFHKTPAKTPLRFVTDSNGAQQSTTE 



wo 02/064766 



44/251 

NPGQQQNWSNVDIlilNLLKSNGKTPSSSCTGAPSRTPLSKIDMNI^^ 

LPTSPSKRFSSLSLTPYGRKILTOVGTPYAKALISSNSALTOFQKAR^ 

TTOATSIGLENAIWILQRtPLRSNNKKLFiCT 

QDIYGSSPTTIQIJISSITKSISiaiiDNSRIPLIASRSDNILDSNVDDQI'FD 
USLTRLPLSPTPNCNSLHSTTTGTSALQIPELPKMGSFRSDTGINPISSS 
imfSFKSKSGNNNSKGRIKKNGKKPSKFQirVANIDQFNQDTSSSSLSSS 
LNASSSAGNSNSNVTKIOUVSIXiailSQSLLSDSGSKSQAIUCSCNSKSNGN^ 
FNSQ 

YDR224C, 896 bp, CDS; 501-896 (SEQ ID NO 111) 

TTTCTTCAACAACGACGAGTTAACTATTGTGCTOT^^ 

AATACACTCCATTCTAATAGCTTOGCACAGTGAGGC^^ 

AGCGCTAATGAATTATTTGTGAGCTCGGCGAGTTCAAATT^ 

GCGGTTGGGTCGTTAACTATGGTTAGAaXnx:A^ 

AGGCTGTTCrcACrTTTTCGCG(^^ 

GAGAACGATGGATTTAAAATCAAGAGAATTGGCCTTAGTAGTGGCAAAT^ 
CTACCTTGGTTGGTTATCTTGTAACXJATTGGTAAGAAAGGGGCATC 
TTTTCTTGATGTATATAAACAACATGATTTGATCATC^ 
TTTATTAAAGACGTTTCTCTTTCCGCATTTT^ 

TTTATCCTATATAGACAAGTCAAACCACAAATAAACCATACACACATACA 

ATGTCTGCTAAAGCCGAAAAGAAACCAGCCTCCAAAGCCCCAGCTGAAAA 

GAAACCAGCCGCTAAAAAGACrrrCCACTTCCACT^ 

GCAAGGCTAGAAAQGAAACATACTCTTCTTACATTTACAAAGTTT^ 

CAAACTCACCCTGACACTGGTATTTCCCAAAAGTCCATGTCT 

CTCTTTCGTTAAOGATATCTTTGAAAGAATOGCTACTC 

TGGCTGCGTATAACAAGAAGTCTACTATCTOTGCTA^ 

GCTGTTAGATTGATCTTACCAGGTGAATTGGCTAAGCATGCTGTC 

AGGTACTAGAGCTGTTACCAAGTACrCTTCCTCTACTCAAGC^ 

YDR224C, 131 aa (SEQ ID NO 112) 

MSAIOUSKKPASKAPAEKKPAAKKTSTSTDGKKRSKARKETYSSYIY^ 

QTHPDTGISQKSMSILNSFVNDIFERIATEASKLAAYNKKSTISAKEIQT 

AVRLILPGELAKHAVSEGTRAVTKYSSSTQA 

YLR294C, 830 bp, CDS: 501-830 (SEQ ID NO 281) 

ACCAACCAACTTCTTCCTTTCTCCTCAATATCAAAGAAAAAAA 

CCACTGCTCAGATGTTATAAGGAAGGGGTGTTAACTTATATACAGGTTCA 

TCTACCAGTCACCAGTCCATACAAACTTGAACCGTCTGCGTACCAGTCCT 

AATCAAAATGTTCCCTATCGCTTOCAGAAGAATACTGCTCAATGCT^ 

TTCTGCCATTGAGACTGTGCAATAGAAATTTCACTACCACAAGAATATCC 

TACAACGTCATACAAGATTTGTATTTGAGGGAACTAAAAGACACCAAACT 

GGCTCCAAGTACCTTGCAAGATGCTGAAGGTAATGTTAAGCCTTGGAACC 

CACCACAAAAACCAAATCTACCAGAATTGGAACTTCAAGGCCCAGAGGCT 

TTAAAGGCTTACACCGAGCAAAATGTAGAAACTGCTCATGTTGCTAAAGA 

GTCTGAAGAGGGTGAGTC AGAGCC AATTCAAGAGGATTGGCTAGTTTTG 

ATGATGCTGAGGAAACCAAAGAAAGTCATTCAACTTTTCATAGCATCCTC 

CTTGTCGAAGAAAAAACAAACAGAACCACAAGCTGAACAAGATCATTATT 

TTTGGCTTTCTTCCTCTCATCTTTTTATATTCG^ 

AAAAAGCAAAATACACTACGCACTCTTTGTAATCAGCCACACAAAATGCA 
GAATTTATTTTTTAAACAAAAAATACAATTGTACATAGACACGTCT^ 
CTTTCCTATTACTACTATTCTTTTATTTCAATAACTATTACT^ 
ATGACCTACGCTTCTTTGGTAAATAAATAA 

YLR294C, 109aa (SEQ ID NO 282) 

tMLRKPKKVIELFIASSLSKKKCJTEPQAEQDHYFWLSSSHLFIFESSTIK 
KKQNTLRTLCNQPHKMQNLFFKQKIQLYIDTSLSFLLLLFFYFNNYYFLS 
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MTYASLVNK 

YMR256C, 683 bp, CDS: 501-683 (SEQ ID NO 319) 

CTWrCAGTTATTTACCTTCCTTTCTCl^^ 

ATACACACCGCTAAAAACCTITGCATCAACTTATAC^^ 

GACGCTATTTGGAAACAAGATGTAACX:CTTTTTTT^^ 

TTTGTACTCGTAAAGAGTACXHm^ATTTATTTATTC^ 

ATACCATGTAAATATAAGCGCATATAATCACTACmTCTTAGTACAGCTA 

GAATTGCTGACGCTTACAATTGCTTTATTGTTT^ 

CATATAGTGTCAGCAAAAAAAAAAAAAGGCAGTACTTGATTGGCTACGCC 

GCGCATCGTCCGAGAAATCCGGCCTGGTAGGGGCAGGTTTGAAAAa 

ATAGAAATAAAAGATGATATTATTTATTCATCCXATGAATAGTAGAA 

GATATAAGATTCTAAACCAACAAGTACAGAAAGCAAAACAATAATAAATA 

ATGGCTAATAAAGTTATTCAACTACAGAAAATCTTCCAATCT^ 

ACCTCTATGGTGGAGACATCCAAGGTCAGCTTTATAa:^^ 

ATGCTATTTTTGCGGTAGCCGTCGTTACACCACITCT 

GCTATTAGAGGTATCAAAGCCAAGAAGGCATAG 

YMR256C, 60 aa (SEQ ID NO 320) 

MANKVTQLQKIFQSSTKPLWWRHPRSALYLYPFYAIFAVAVVTPLLYIPN 
AIRGIKAKKA 

YLR327C, 761 bp, CDS: 501-761 (SEQ ID NO 287) 

TTCTCATACGTATGTTTTTTTAGATTATCXiaVCCTT^^ 

tgtggcggggaagatgttgagctagc(x:cgt(k:a(:agtggaagagacgga 

ggcgattgtggggtttcatcggattgtgc(x5gaagaag(x:c^ 

ttgagccacccccccctcaggagtaaatttacacaaacagtggtggtgcc 

TATGGT(X5TATACGAGATAGT6ATAGAA(XnXXrroGATT<3^^ 
TTTGTAGGCGTTTATGGATATGGTATGGATATGC5TAT(KXnTC 
TAATCCAGACACCACTGGAAATATATATAAGCSAGAGAGTTCTGGCAGGTA 
GATTTGTACTCCnxn^ACCACTTTCTlCTACTCCl^^ 

tttattataagcacagcaaaaacgttaaataaatctaataagatttcatt 

ataacataacattaaag(:acacaaatttctaacacaaa(:acaattcaaac 

atgaccagaactagcaaatggacagtccacgaagcaaagtctaacccaaa 

gtatttcacccataacggcaactttg(3(5(5a(mn?c^ 

gagga(kx!tatgggaaaggcaattgg(k3caagcctg<kxatgagattaat 

gacttaatcgattctggcgaaattaagacagtcttcaacaagaccagaag 

GGGCTCTAACTCCCAAAACAATGAAAGAAGGKrnrrcrrGAT^^ 
ACCACATCTAA 

YLR327C, 86 aa (SEQ ID NO 288) 

MTRTSKWTVHEAKSNPKYFTHN(5NFGESPNHVKRC;GYGKC3NWGKPGDEIN 
DLIDSGEIKTVFNKTRRGSNSQNNERRLSDLQQYHI 

YHR161C, 2414 bp, CDS: 501-2414 (SEQ ID NO 211) 

GTCATGCGCGCAATAGGAAAGCGCACGAAACAAATGAGTAATTCGTAGGA 

AACAATGCAGCC<X:CAGCKm:A(K:AACTGACGTGACrrCV^CCTC(3CTra 

GTAGAAAAAGATGACGCCCTGGCAGAGAGGTGG(XX3AATTGAGGC3GTCCT 

CGCTACCCACCTTAAGJTATGGAAGAATATGATGAAGAATATGATGATAAC 

TCTTGGAA(XX;AGC(KK:(^TTCCATCACTTr^ 

GGG(K:CTCAGTTCX5ATACTTGGTATTCAC5GCTTCCAGCGTTG<?^ 

AGTTAGCGGTATGGTATGCACATGGTGTTGATCKrrTGCmKJTAATCA 

GTTAGGTGAATTGAGCAGTAGCGATATTAGATATATTTAGTATTTTATAG 

CGTCTTTTT(X5T(XXXK5AGGAA(K5ACAAAAC(nxnCT(X^ 

(X;ACTGTTCGATATCGCAGATA(H'AGAGTATAAATTTCX3ATTGAGGCGAG 

ATGACAACATATTTCAAGTTGGTAAAAGGT(X!TACCAAGATCAAGTCAGC 
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CCCGCCCAAACAGAAGTATCTGGATCCGATACTGTTG^ 

AAGAGGATTTCTATGAGATCGTGAAGGGTTTGGATTC 

ACGGCGTGGACTATTGTGTATAAATOKniGTTGOTOGTT^ 

AAGGGAGGGTTCCAAAGATGTTGCArrGCGGTACTACTCT 

AGTTTTTTGACATTGAAAACATACX5TGGCTCCAAT^^ 

GACATGAGGGCyvCTTGATAGATACGATAATTATCTGAAGG^ 

GGAGTTTGGTAAAATCAAAAAGGACTATGTGAGAGACX3GCTATCGAACAC 

TGAAGCTGAACAGTGGCAATTACGGAAGCTCCAGAAACAAGCAACA 

ATCAATATAGCACTAGATCATGTGGAGTCCCTAGAGGTAC^ 

CCTGATTAAAAACAAGTATACACAATATGATTTGACTAACXSAATTC 

TATTTGGTTTCAAGCIKKn^ATTCAAGACOT 

CrCAACGAAGGTATCATAACTCTGCTGGAGTCrra 

TCATAATGCAGAGAGAACTCTAGACCTGTACAAGACGTTTGTTGATO^^ 

CCGAGCAOGTTGTCAGGTACTTGAAGAGCGGGAAGACTGCGGGCTTC 

ATACCCGTCATCAAGCATATCACTACCAAACKXSTCA^ 

ACATCTGATAGAGGATGATAAGACGCACAACACrrraGTC 

GTTCTCAAGGAAGTGCTGGGGCCGTAGTAGCCaU^TCTACT^^ 

AGGTTGGAGCAAATCOKXSAACAAAAAAGGATACTAGAGGCA 

AAACGAACAAGTAGCGATTTCCCCTGCTCTAACTACTGT^ 

AATCTTACAACCCGTTTGGAACAGACTCTTCT 

ATGGCTGTGGCTAATCJUVACGCAACAGATXXXIAAATAACCC^ 

TCAAACTCAGCCACAGGTGATGAATACACCAACOGCTCATAC^ 

CAAATTTAAAOSTTCCTGAATATGCAGCGGTCCAAC^ 

AACCCTGTACAAGATGCTGGOSTAAGTGCCCAACAAACGGGGTACTATTC 

GATTAACAACCATTTAACACOCACATTTACAGGTGCAGGGT^^ 

ACTCCGTTTCACAGGATACAACTGCCGCTTCTAATCAACAAGT^^ 

TCACAAACTGGTTCTAACAACCCGTTCGCATTGCACAACGCCGCGACGAT 

CGCAACAGGGAATCCTGCACACGAAAATGTCTTAAATAACCCATTOT 

GACCAAACTOTGATGAACAAAATACCAATATGCCGCTACAACAACAGATA 

ATAAGTAACCCTTTTCAAAACCAAACGTACAATCAACAACAATTTCAACA 

ACAAAAAATGCCTTTGAGCTCGATCAATAGCGTTATGACAACCCCTACTA 

GCATGCAGGGATCGATGAATATTCXITCAGCGTTTTGATAAAATGGAAT^ 

CAGGCTCACTACACTCAGAATCyVTCTCCAACAACAGCAACAACAG 

GCAACAACAGCAACAGCAACAACAGCAACCACAACAGGGTTATTATGTGC 

CTGCAACTGCAGGAGCCAACCCTGTTACAAATATAACTGGGACAGTTCAA 

cctcaaaatttccctttctatccacaacagcaaccacaa(x:gg^ 
tcaaacacagcaaccagttttaggaaaccaatatgctaacaacctcaatt 

TAATTGATATGTAA 

YHR161C, 637 aa (SEQ ID NO 212) 

MTTYFKLVKGATKIKSAPPKQKYLDPILLGTSNBEDFYEIVKGLDSRIND 

TAWTIVYKSLLWHLMIREGSKDVALRYYSRNLEFFDIENIRGSNGSASG 

DMRALDRYDNYLKVmCREFGKIKKDYVRDGYRTLKLNSGNYGSSRNKQHS 

INIALDHVESLEVQIQALIKNKYTQYDLSNELIIFGPKLLIQDLLALYNA 

LNEGIITLLESFFELSHHWAERTLDLYKTFVDLTEHWRYLKSGKTAGLK 

IPVIKHITTKLVRSLEEHLIEDDKTHNTFVPVDSSQGSAGAWAKSTAQE 

RLEQIREQKRILEAQLKNEQVAISPALTTVTAAQSYNPFGTDSSMHTNI P 

MAVANQTQQIANNPFVSQTQPQVMNTPTAHTEPAOT-NVPBYAAVQHlW 

NPVQDAGVSAQQTGYYSINNHLTPTFTGAGFGGYSVSQDTTAASNQQVSH 

SQTGSIWPFALHNAATIATGNPAHENVUWPFSRPNFDEQNTNMPLQQ 

I SNPFQNQTYNQQQFQQQKMPLSS INSVMTTPTSMQGSMNI PQRFDKMEF 

Q7VHYTQ1WLQQQQQQQQQQQQQQQQQPQQGYYVPATAGANPVTNITGTVQ 

PQNFPFYPQQQPQPEQSQTQQPVLGNQYANNLNLIDM 

YLR206W, 2342 bp, CDS: 501-2342 (SEQ ID NO 277) 
TACACCCTGACTTTCCCCATCATACGACGATGCKrrAGTAAACOT 
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CGCACCTGTTAGATAAACAAGTGCGCOZAAGATC^^ 

GATATCACC ACTCAGTATTCTACAGTCGAGCATAGCGTAGTCT^^ 

TCCOGCACGATCCATTGTATTGTTTGTO^ 

GATTAATCGTATATACATGGCX^TACAAGAAATTACXX:^^ 

GAAAAAAAAAGTAGTGGAAACTAAAGAAAGAAGACTTTACTTACGGACCC 

TTTCAAGGATTGACACACnXZCCAATATTTTGCT 

TGAAGGAGGCGTT(XnTTATTTAATTATTTTGTT^^ 

TGCGAATACGCTCACATTCTAGTTTGACCOTCAGAAAT^ 

CTTTTGTTTATTTTGACACACCCXn'ATTAAGTGTATT^ 

ATGTCTAAGCAGTTTGTTCGTTCTGCAAAGAACATGATGAAGGGCT 

ATCCACACAAGTGCTTGTGAGAGATGCCACGGOGAACGACTTO 

CATCGATAGACACKrrCX5ACGATTTGGCACA^ 

GACTTCTTCGAGATTATGGATATGTTAGACAAGAGGCTGAACGATAAGGG 

CAAATACTGGAGACACGTTGCCAAATCGCTGACCGTTTTGGACTA 

TTCGTTTCGGGAGTGAGAACTGTGTGCTATGGTGCAGAGAGJ^^ 

GTAATTAAGACATTAAGGGAATTCAGACACGAAAATGAGTCCGGATTTGA 

CGAGGGACAAATTATCAGAGTAAAGGCTAAAGAACTCGTCTCTTTGTTGA 

ATGATGAAGAAAGGCTAIXCGAAGAGAGGTCTATGAATACAAGAAACAGA 

AGGGCGAACAGA6CIXX:TAGGCCAAGGCC^GAA6ACAAAGAACAAGGAG 

caacccacacgattciotxn^ccixot 

tagaggagagcagaattactgctcaagaagatgaacaacgtagaagagaa 
ctggcccagtacgaojatgaagatcctgacttccaju^^ 
aagtaaagaagaagaggagttgaagcaattgcaggaactacagagattac 
agaagcaacaacagtctctgtctcaatttcaagctoot^ 

CAACCACAACAACAACCTVGCGTAOTACGACATTTTCGGTAATC^ 

ccaagatgaatacttacagtatcagtaccaacaggaccaggaacaagcaa 
tggctcagcaaagatggctggaccagcagcaagaacaacagcagcttgct 
gaacaacaatattttcagcagcaacaacaagctgoggcc^ 

CTTGCAACAGCAACAAAO^GCCGCTAATATGCAACAACAACAACA^ 

ccgctgattttcaacaacctttgcctacaggttctaataatc 

atggataatcttgaaagacaaaagcaggagcaacagcatgctcaattgca 

aagacaacaagaagaagctagacaacaacaagaacaattgaagctacaac 

aattgcaaagacaacaacaagaggaagctcaattacaccagaagaggcaa 

gaagaagcccaattacaacagcagcaaggoiaattgctacaacagc^ 

ccagttccagcaacaacaacccttgaagcaaacaaggactgggaaccagt 

ctatatcggataaatacagcgacttgaataccttgttagcaactggtaca 

gggatagatacttttggtaacactggagaggcacgtattcctgcacaaca 

TACAAAGACAGGCACATTTATAAATTCTCAGGGTACAGGCTA 

ttactaatgaacccaagaacaaccctttcttaagcaaccaataca 

ttaccaagcacaaatatcgtgcccacxx:aaacagggtacgggtttggtaa 

ccaacctouuvgtcctcctactaattctcctcagcyu^ 

taagctactctcagccacaacagcaacaacagccacagcaacaaccgcaa 

tacatgcaaaatttccaacaacagcaacctcaatacgcccaaaacttcca 

acaacaaccacaatacactcaaaattatcaacaacaaccacaatacattc 

aacctcatcaacaacaacagcagcagcagcagcagcaacagcagcaacag 

ggatatactcctcaccaaggtgtaagcttaattgatctttga 

YLR206W, 613 aa (SEQ ID NO 278) 

MSKQFVRSAKNMMKGYSSTQVLVRDATANDSRTPSIDTLDDLAQRSYDSV 

DFFEIMDMLDKRI«in)KGECYWRHVAKSLT\n:J9YLV^ 

VIKTLREFTUIENESGFDEGQI IRVKAKELVSLLNDEERLREERSMNTRNR 

RANRAARPRPRRQRTRSNPHDSSPSYQDDLEKALEESRITAQEDEQRRRE 

LAQYDDEDPDFQAALQLSKEEEELKQLQELQRLQKQQQSLSQFQAPLQQQ 

QPQQQPAYYDIFGNPISQDEYLQYQYQQDQEQAMAQQRWLDQQQEQQQLA 

EQQYFQQQQQAAAAASALQQQQTAANMQQQQQQPADFQQPLPTGSNNPFS 

MDNLERQKQEQQHAQLQRQQEBARQQQEQLKLQQLQRQQQEEAQLHQKRQ 
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EBAQLCK}QQAQLIiQQQAQFQQQQPLKQTRTGNQSISDIOrSDLNTLLATGT 
GIDTFGNTGEARIPAQHTKTGTFmSQGTGYKQVTNEPKNNPFLSNQYTG 
LPSTNIVPTQTGYGFGNQPQSPPTNSPQQNPTGISYSQPQQQQQPQQQPQ 
YMQNFQQQQPQYAQNFQQQPQYTQNYQQQPQYIQPHQQQQQQQQQQQQQQ 
GYTPDQGVSLIDL 

YDR342C, 2213 bp, CDS: 501-2213 (SEQ ID NO 119) 

CACTTCTCAGAAATGCATGCAGTGGCAGCACGCTAATT(X3AA1^^ 

CCAGAAAGGCAACGCAAAATTTTTTTTCCAGGGAATAAAC^ 

CCACTACTTCTCGTAGGAACAATTTCGGGa:CCTKX:GTGTTCTT^^ 

TTCATCTTTTACATTTGCTTCTGCTGGATAAT^^ 

AAAATTAGATGGCAAAAAGTCGTCTTTCAAGG^ 

TCGAGATCCCCTGTAACTTATTGGCAACTGAAAGAATGAAAAGGAGGAAA 

ATACAAAATATACTAGAACTGAAAAAAAAAAAGTATAAATAGAGACGATA 

TATGCCAATACTTCACAATGTTCGAATCTATTCri^^ 

TAAAATAATAAAACATCAAGAACAAACAAGCTCAACT^^ 

AACAAAGAATAAACACAAAAACAAAAAGTTTTTTTAAT^^ 

ATGTCACAAGACGCKXrTATTGCAGAGCAAACTCCTGTW 

TGCTGTTGACTCAGCCTCCCACTCGGTTTTATCTAC^^ 

CTGAAAGAGATGAAATAAAAGCTTATGGTGAA6GTGAAGAGCACGAACCT 

GTCGTTGAAATTCCAAAGAGACCAGCTTCTGCXrrATCl^ 

TATGTGTATCATGATCGCCTTTGGTGGTTTC^^ 

gtaccatttctggtttcatcaatcaaa(x:gatttcat^ 
atgaagcataaagatggtactaattatttctctaaggttagaactggttt 

GATTGTCTCCATTTTCAACATTGGTTGTGCC^^ 

CCAAATTGGGTGATATGTACGGTCGTAAGGTGGGTTTGATTGTCGTTC 

GTCATCTACATCATCGGTATTATTATTCAAATTGCATCTATCAAC^^ 

GTACCAATATTTCATCQGTAGAATTATTTCXXXOTr^^ 

TTGCCGTTTTATCTCCTATGTTGATTTCTGAAGTATCCCCAAAGCATTTA 

AGGGGTACTTTAGTCTCTTGCTACCAATTGATGATTACroCCGGTATTTT 

CrrGGGTTACTGTACCAACTTCGGTACTAAGAACTACTCCAACTCTGTGC 

AATGGAGAGTTCCATTAGGTTTGTGTTTTGCCTGGGCTTTC 

GGTGGTATGACATTTGTTCCAGAGTCTCCACGTTATT^^ 

TAAGATCGAAGAAGCCAAACGTTCTATTGCOnWPCTAAC;^ 

TTGATGATCCATCTGTTTTGGCTGAAGTCGAAGCTGTCT^^ 

GAGGCAGAGAAATTAGCTQGTAATGCATCCTGGGGTGAATTGT^ 

CAAGACAAAGGTCCTTCAGCGTTTGATCATGGGTGCTATGATTCA^ 

TACAACAATTGACAGGTGATAACTATTTCTT^ 

TTCAAGGCTGTTGGTTTGAGTGACTCTTTCGA^ 

TATTGTTAACTTTGCTTCCACCTTTGTTGGTArra 

ATGGTCGTCGTACITCTTTCCTATGGGGTGCTGCATC^ 

ATGGTTGTCTATGCOTCCGTGGGTGTCACCAGATTATGGCCAAAT^ 

AGACCAACCATCTTCCAAGGGTGCTGGTAACTGTATGATTGTCTTTGCCT 

GTTTCTATATTTTCTGTTTTGCTACTACATGGGCTC^^ 

QqvpQYTTCTGAAACTTTCCCATTGAGAGTCAAGTCTAAG 

TGCTACAGCTGCTAATTGGTTGTGGGGTTTCTTGATTQGT^^ 

catttattactggtgctattaacotk:tactaoggttao(otttc 
tgtttggtcttcatgttcotctatgttttgttagt^ 

GGGTTTGACTTTGGAAGAAGTCAACACCATGTGGGAAGAAGGTGTTCTAC 

catggaagtctgcctcatgggttccaccatccagaagaggtgccaactac 
gacgctgaagaaatgactcacgatgacaagccattgtacaagagaatgtt 
cagcaccaaataa 

YDR342C, 570 aa (SEQ ID NO 120) 

MSQDAAIAEQTPVEHLSAVDSASHSVLSTPSNKAERDEIKAYGEGEEHEP 
VVEIPKRPASAYVTVSIMCIMIAFGGEWGWDTGTISGFINQTDFIRRFG 
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MKHia)GT!m.SKVmT6LIVSIFNIGC^G6IILSK^^ 

VIYIIGIIIQIASINKWYQYFIGRIISGLOVGGIAVLSPMLISEVSPKHL 

RGTLVSCYQUaTAGIFLGYCnOTGTraJYSNSVQWRVPLGIXFAWALF^ 

GGMTFWESPRV1AEVGKIEEAKRSIAVSNK\^VDDPSVIAE\^ 

EAEKIAGNASWGELFSSKTKVLQRLIMGAMIQSI«iLTGDNyFFYYGTO 

FKAVGLSDSFETSIVLGIVNFASTFVGIYVVERYGRRTGLLWGAASMTAC 

MVVYASVGWiUJWPNGQDQPSSKGAGNCMIVFACFyiFCFATTW?^ 

WSETFPLRVKSKAMSIATAANWLW6FLIGFFTPFITGAINFYYGYVFMG 

CLVFMFFYVLLVVPETKGLTLEE\mTMWEE6VLFWKSASWVPPSRRGANY 

DAEEMTHDDKPLYKRMFSTK 

YDR343C, 2213 bp, CDS: 501-2213 (SBQ ID NO 121) 

AAAAAAATGTTTTTTAGGCAACGGAGATTCGTTOT 

ACAAAAAGTGCAGGTACATTGTGGGGCCCCGGCM^CXSAAAA 

TTCCTTTAAACGCTGGAAAAAAAGGAGAAATTATTGGAAC^^ 

ATAGTCCGTAGGCAAATTGAAAATGTTCCTTAAAAAATTTTO 

TCATTGAGATTATTCAGATGCCCrCOGTGCCTTC^^ 

GAGATGTCTCGGATCTGTATGCAGATTTTGGCTTG^ 

AAATGGGTATACAATATAGAAAGCACAGAAACATATAAAAAGAGCTCGAG 

AAAAGACATATGGTTTGTAAC?TATCTTCTTC^^ 

TTTAATAATAAAAAAACAAGAACAAACAAGGTCAACTTGTC^^ 

AACAAAGAATAAACACAAAAACAAAAAGTTTTTTTAATTTTAAT(^^ 

ATCTCACAAGACGCTGCTATTGCAGAGOUUVCl^^ 

TGCTGTTGACTCAGCCTCCCACTCGGTTTTATCTACACC^ 

CTGAAAGAGATGAAATAAAAGCTTATGGT6AAGGTGAAGA0CACGAACCT 

GTCGTTGAAATTCCAAAGAGACCAGCTTCKXXrrAT^^ 

TATGTGTATCATGATCGCCTTTGGTGGTTTCGTT^ 

GTACCATTTCTGGTTT^TCAATCAAACCGAT^^ 

ATGAAGCATAAAGATGGTACTAATTATTTGTCTAAGGTTAGAACTGGTTT 

GATTGTCTCCAriTTCAACATTGGTTGTGCCATTGGTG^ 

CCAAATTGGGTGATATGTACGGTCGTAAGGTGGGTTTGAITCTCGTTGTO 

GTCATCTACATCATCGGTATTATTATTCAAATlXXyVTCTATCA^ 

GTACCAATATTTCATCGGTAGAATTATTTCCGGTTTQGGTG 

TTGCCGTTTTATCTCCTATGTTGATTTCTGA^ 

AGGGGTACTTTAGTCTCTTGCTACCAATTGATGATTACI^ 

CTTGGGTTACTGTACCAACrTa^TACTAAGAACTA(^^ 

AATGGAGAGTTCCATTAGGTTTGTGTTTTGCCTGGGC^^ 

GGTGGTATGACATTTGTTCCAGAGTCTCCACGTTATTTGGCTGAAG 

TAAGATCGAAGAAGCCAAACGTTCTATTGCCGTTTCTAACAAGGTTC 

TTGATGATCCATCTGTTTTGGCTGAAGT(X5AAGCTGTC^^ 

GAGGCAGAGAAATTAGCTGGTAATGCATCXritXXMTGAATTGl^ 

CAAGACAAAGGTCCTTCAGCGTTTGATCATX3GGTGCTATGATTCAATCTC 

TACAACAATTGACAGGTGATAACTATTTCTTCTACTATGGTACTACTATO 

TTCAAGGCTGTTGGTTTGAGTGACTCTTTCXJAAACXn^ 

TATTGTTAACTTTGCTTCCACCTTTGTTGGTATTTACGT^ 

ATGGTCGTCGTACTTGTTTGCTATGGGGTGCTGCATCCATGACT^ 

ATGGTTGTCTATGCTTCCGTGGGTGTCACCAGATTATGGCCAAATXMTC 

AGACCAACCATCTTCCAAGGGTGCTGGTAACTGTATGATTCTCTT^ 

GTTTCTATATTTTCTGTTTTGCTACTACATGGGCTCCAATTCCT^ 

GTTGTTTCTGAAACITrCCCATTGAGAGTCAAGTCTAAGGCT 

TGCTACAGCTGCTAATTGGTTGTGGGGTTTCTTGATTXKSm 

CATTTATTACTGGTGCTATTAACTTCTACTACGGTTACXSTTT^^ 

TGTTTGGTCTCCATGTTCTTCTATGWTTGTTAGTT^^ 

GGGTTTGACTTTGGAAGAAGTCAACACCATGTGGGAAGAAGGTGTTOT 

CATGGAAGTCTGCCTCATGGGTTCCACCATCTAGAAGAGGTGCCAAC^ 

GACGCTGAAGAAATGGCTCACGATCATAAQCCATTGTACAAGAGAATGTT 
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CAGCACCAAATAA 

YDR343C, 570 aa (SEQ ID NO 122) 

MSQDAAIAEQTPVEHLSAVDSASHSVIiSTPSNKAERDEIKAYGEGEEHEP 

VA^IPKRPASAYVWSIMCIMIAFtSKSFWGWOT^ 

MKHKDGmm^SKVRTGLIVSIFNIGC/UiGGIILSa^ 

VIYIIGIIIQIASIinCWyQYFIGRIISGLGVGGlAVLSPMLIS^^ 

RGTLVSCYQLMITAGIFLGYCTNFGTKNYSNSVQWRVPLGLCPAWALFMI 

GGMTPVPBSPRYLAEV6KIEEAiaiSIAVSNKVAVDDPS\n:.AEVE^ 

EAEKLAGNASWGELFSSKTKVLQRLIMGAMIQSLQQLTGDNYFFYYGTTI 

FKAVGLSDSFETSIVIiGIVNFASTFVGIYWERYGRRTCLLWGAASMTAC 

MVVYASVGVTRLWPNGQIXJPSSKGAGNCMIWACFYIFCFATTWAPIPYV 

WSETFPLRVKSKAMSIATAANWLWGFLIGFFTPFITGAINFYYGYVFMG 

CLVFMFFYVLLVVPETKGLTLEEVNTMWEEGVLPWKSASWVPPSRRGANY 

DAEEMAHDDKPLYKRMFSTK 

YGR192C, 1499 bp, CDS: 501-1499 (SEQ ID NO 183) 

ACAGTTTATTCCTGGCATCCACTAAATATAATGGAGCCCGCTTT^ 

TGGCATCCAGAAAAAAAAAGAATCCCAGCACCAAAATATTGTTTTCTTCA 

CCAACCATCAGTTCM'AGGTCCATTCTCOTAGC^^ 

GGGCACAAACAGGCAAAAAACGGGCACAACCTCiUlT^^ 

TGCCTGGAGTAAATGATGACACAAGGCAATT6ACX:CACGCATGTATCT^ 

CTCATTTTCTTACACCTTCTATTACCTTCTGCTC^ 

AGCTGAAAAAAAAGGrroAAACCAGTTCCCTGAAATTATTCCCCTACOT 

ACTAATAAGTATATAAAGAOGGTAGGTATTGATTCTAATTCTGTAAA 

ATTTCTTAAACTTCTTAAATTCTACTTTTATAGTT 

TTTAAAACACCAAGAACTTAGTTTCGAATAAACACACATAAACAAACAAA 

ATGGTTAGAGTTGCTATTAACGGTTTOSGTAGAATC^ 

GAGAAri^TTTCTCTAGACCAAACGTCGAAGTTGTTG(^^ 

CATTCATCACCAACGACTACGCTGCTTACATGTTCAAGTACGACTCCACT 

CACGGTAGATACGCTGGTGAAGTTTCCCACGATGACAAGCACATCATTGT 

CGATGGTAAGAAGATTGCTACTTACCAAGAAAGAGACCCAGCTAACTTGC 

CATGGGGTTCTTCCAACGTTGACATCGCCATTGAC^^ 

AAGGAATTAGACACTGCTCAAAAGCACATTGACGCTGGTGCCAAGAAGGT 

TGTTATCACTGCTCCATCTTCCACCGCCCCAATGTTCX5T^ 

ACGAAGAAAAATACACTTCTCACTTGAAGATTGTT^ 

ACCACCAACTGTTTGGCTCCATTGGCCAAGGTTATCAACGATGCT^ 

TATTGAAGAAGGTTTGATGACCACTGTCCACTCTTTC 

AGACTGTTGACGGTCCATCCCACAAGGACTGGAGAGGTGGTAGAACCGCT 

TCCGGTAACATCATCCCATCCTCCACCGGTGCTGCTAAGGCTGTCGGT/^ 

GGTCTTGCCAGAATTGCAAGGTAAGTTGACXXSCTATGGCI^^ 

CAACCGTCGATGTCTCCGTTGTTGACTTGACTGTCAAGTTC 

ACCACCrACGATGAAATCAAGAAGGTTGTTAAGGCTGOXjCTG 

GTTGAAGGGTGTTTTGGGTTACACCGAAGACGCTGTTGT^^ 

TCTTGGGTGACTCTCACTCTTCCATCTTCGATGCTTCCGC^^ 

TTGTCTCC AAAGTTCGTCAAGTTGGTCTCCTGGTACGACA^ 

TTACTCTACCAGAGTTGTCX5A(nTGGTTGAACACSTl^ 

YGR192C, 332 aa (SEQ ID NO 184) 

MVRVAINGFGRIGRLVMRIALSRPNVEVVALNDPFITNDYAAYMFKYDST 

HGRYAGEVSHDDKHIIVDGKKIATYQERDPANLPWGSSNVDIAIDSTGVF 

KELDTAQKHIDAGAKKWITAPSSTAPMFVMGVNEEKYTSDLKIVSNASC 

TTNCLAPLAKVniNDAFGIEEGLMTTVHSLTATQKTVDGPSHKDWRG^ 

SGNIIPSSTGAAKAVGK\n^PELQGKLTGMAFRVPTTOVSVVDLTVKI^^ 

TTYDEIKKNnnCAAAEGKLKGVLGYTEDAVVSSDFLGDSHSSIFDASAGIQ 

LSPKFVKLVSWYDNEYGYSTRWDLVEHVAKA 
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YOR374W, 2060 bp, CDS: 501-2060 (SEQ ID NO 373) 

<xaccctctggttagatgacactcctgc<xx;aa 
cx:ccataactatacxx:gtacx3CAGtactaaaaatgtatgtaatta^ 

TGTATGTAACAATTTCACCGTTTTGTGTAACAAT^ 

TTGATCCTTTAGTACCGTCCGCyVCATGATGTCATTTCCCTC 

TTTCCTGGTATGATTCCCCGCeCGGGOSACXKM'AeGGCn^ 

atgcxsggacttcxxstccacaggtatcttttt^^ 

ggaaaatgaggggokxyrctaggtaagcagaatgaggagaaatttgtaat 

gaaaatggaagttcx;gcggttatataaatggggggggtttgtcto 

ATTGACrTCACTCTCCTTTCX:TCAAAAATT^^ 

GTATCTGGAAAACCAACCAAGAAAACTACAATAAC^AAAATAA^ 

ATGTTCAGTAGATCTACX3CTCTGCOTAAAGACGTCTGCA 

GAGACTTCAATTGAGATATTTCTCACACCTTC^ 

AG(nGCCCAATGGGTTGGAATATGAGCAACCAACX3GQGT^ 

AACAAGTTTGTTCCTTCTAAACAGAACaUMSACC^^ 

TTCCACGGAAGAAGAAATATGTCATATTTATGAAGGTAGAGAGGACGATG 

TGGAAGAGGCCGTGCAGGCCGCCGACCGTGCCTTCTCTAAT(^ 

AACGGTATCGACCCTATTGACAGGGGTAAGGCTTTCTACAGGTTAGC 

ATTAATOGAACAGGACAAGGATGTCATTGCTTCCATOGAGACTT^^ 

ACGGTAAAGCTATCTCTTCCTCGAGAGGAGATXnTOAT^ 

TATTTGAAATCTTCTGCTGGCTTTGCTG 

TGATACTGGTAGAACCCATTTTTCTTACACTAAGAGACAGCX: 

TTTGTGGGCAGATTATTCCirrGGAATTT^^ 

AAGATTGCCCCTCCTTTGGTCACCGGTAACA<XX5TOT 

CGAATCCACCCCATTGTCCGCTTTGTATGTGTCTAAATACATCCCACAGG 

CGGGTATTCCACCTGGTGTGATCAACATTGTATCCGGGTTTGGT 

GTGGGTGAGGCCATTACAAACCATCCAAAAATCAAAAAGGTTGCCTT^ 

AGGGTCCACGGCTACX^GGTAGACACATTTACaiGTCOGC^^ 

TGAAAAAAGTGACTTTGGAGCTGGGTGGTAAATCA(XyUUVCATTC 

GCGGACGCCGAGTTGAAAAAAGCCGTGCAAAACATTATCCTTGGTATCTA 

CTACAATTCTGGTGAGGTCTCTTGTGCGGGtTC^^ 

AATCTATTTACGACAAATTCATTGAAGAGTTCAAAGCC^ 

ATCAAGGTGGGCGACCCATTCGATGAATCTACirrTCC^ 

CTCTCAAATG(^CTAAACAAAATCTTGAAATACGTTGAC^ 

ATGAAGGTGCTACTTTGATTACCGGTGGTCAAAGATTAGGTAGCAAGGGT 

TACTTCATTAAGCCAACTGTCTTTGGTGAOyrrAAGGAAGAG^ 

TGTCAAAGAGGAAATCTTTGGCCCTGTTGTCACTGTAACCAAAOT 

CTGCCGACGAAGTCATTAACATGGCGAAOGATTCTGAATACGGGTT^ 

GCTGGTATTCACACCTCTAATATTAATACOGCCTTAAAAGTGGCTC 

AGTTAATGCGGGTACGGTCTGGATAAACACTTATAACGATTTCCACCACG 

CAGTTCCTTTCGGTGGGTTCAATGCATCTGGTTTGGGCAGGGAAATGTC 

GTTGATGCTTTACAAAACTACTT6CAAGTTAAAG0GGTCX:GTGCC^^ 

GGACGAGTAA 

yOR374W, 519 aa (SEQ ID NO 374) 

MFSRSTLCLKTSASSIGRLQLRYFSHLPMTVPXKLPNGLEYEQPTGLFIN 

NKFVPSKQNKTFEVINPSTEEEICHIYEGREDDVEEAVQAADRAFSNGSW 

NGIDPIDRGKALYRLAELIEQDKDVIASIETLDNGKAISSSRGDVDLVIN 

VI,KSSAGFADKIDGRMIDTGRTHFSYTKRQPLGVCGQIIPWNFPLIJ4WA^ 

KIAPALVTGNTWLKTAESTPLSALYVSKYIPQAGIPPGVINIVSGFGKI 

VGEAITNHPKIKKVAFTGSTATGRHIYQSAAAGLKKVTLELGGKSPNIVF 

ADAELKKAVQNIILGIYYNSGEVCCAGSRVYVEESIVDKFIEEFKAASES 

IKVGDPFDESTFQGAQTSQMQLNKILKYVDIGKNEGATLITGGERLGSKG 

YFI KPTWGDVKEDMRI VKEEIFGPVVTVTKFKSADEVramANDSEYGUV 

AGIHTSNINTALKVADRVNAGTVViTCNTYNDFHHAVPFGGFN^^ 

VDALQNYLQVKAVRAKLDE 
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YER177W, 1304 bp, CDS: 501-1304 (SEQ ID NO 151) 

AGATAGATAGATATAGATAGATAATGGACGTAGTTATAG^ 

GGTAGATO^AAAACACAGGGGAAAAAGGGGGGGGGGGGGGGGAGAd^G 

CAGCCACGTGACXX3GCTTCCTCTTTGGAAA(^^ 

AGCTACTTTATTCCXSGCCTGGAGTCAAAAGAGGAAGCT^^ 

GCTTCCTCTTTGTGGCCGGGGCGCGGGGGGACGAGGCAAAAAGCAAAGA^ 

AAGCAAAAAAAATAAAAAAAAAAACAAAAAAACAGGGGTATGAGAAAAAG 

ACACGCTTTTCCACGCGCAGCAAAAAGGAAAAAGGAAAAGGAAACTCTTT 

ATTATTGGACCTTAAACCTGAAAACGAGACGAACCGTAACATAAAACCGT 

GTAGTTTCTGCAAAAATAACTTAGTTTTTCCTACnT^ 

CGCAAGCAAGTGAGAAGAAAAAGCAAGTTAAAGATAAACTAAAGATAAAA 

ATGTCAACCAGTCGTGAAGATTCTGTGTACCTAGCCAAGTTGGCTGAAC^ 

GGCCGAACGTTATGAAGAAATGGTCGAAAACATGAAGACTGTTGCCTCCT 

CTGGCCAAGAGTTGTCGGTCGAAGAGCGTAATTTGTTGTCTGTC 

AAGAACGTTATTGGTGCTC^TCGTGCCTCTT^ 

TGAGCAAAAGGAGGAGTCCAAGGAGAAGTCXXSAACACXrAGGTC 

TTTGTTCGTACCGTTCGAAGATTGAGACCGAACTAACTAAGATCTCCGA 

GATATTrTOTCCGTGCTAGACrcCCACTTAATT^^ 

cgagtccaaggttttctactataagatgaagggtgactacx:accgttatt 

TGGCTCAATTTTCTAGTGGCGATGCTAGAGAAAAGGCC^ 

TTAGAAGCATACAAGACCGCTTCTGAAATTGCCACCACAGAGTTAC^^ 

AACTCACCCAATCCGTCTAGGTTTGGCTCTTAACTTCTC^ 

ATGAAATTCAAAACTCTCaVGACAAAGCCTGOMrr^^ 

TTTGACGACGCTATTGCTGAGTTGGACACTC^^ 

AGATAGCACACTTATCATGCAACTGCTAAGGGACAATTTAACCTTATGGA 

CTTCAGACATGTCa3AGT0(X;GTCAAGCTGAAGACX^ 

CAACATCAGCAACAGCAGCCACCTGCTGCrGCCGAAGGTGAAGCACCAAA 

GTAA 

VER177W, 267 aa (SEQ ID NO 152) 

MSTSREDSVYLAKIiAEQAERYEEMVENMKTVASSGQELSVEERNLLSVAY 
KNVIGARRASWRIVSSIEQKEESKEKSEHQVELICSYRSKIETELTKISD 
DILS\^DSHLIPSATTGESKVFYYKMKGDYHRYLAEPSSGDAREKATNAS 
LEAYKTASEIATTEI-PPTHPIRIX3LALNFSVFYYEIQNSPDKACHLAKQA 
FDDAIAELDTLSEESYKDSTLIMQLIiRDNLTLWTSDMSESGQAEDQQQQQ 
QHQQQQPPAAAEGEAPK 



YOR267C, 2780 bp, CDS: 501-2780 (SEQ ID NO 363) 

TAGTTCTAriTGGCTATATATTTCAGAGTGACIAAATCTTTAAGA 

AACTGAGAATTAGCATATAGAATCATTCATACyyvCTGTTTACAAACAAGT 

AAGCCCAAGACAGTTCCC:AACC<X:TTAAAGAA(nm^^^ 

AAAGTTCGTTTACATTTCACACACACAGTTTTTTTTCA 

TCTTCCTTTTCCCGTTTTTTTCAAAAAGCITAGAAATCTTCTTCACCT^ 

TATTTTTCTAGAATCGTGAAGAATTTCCAGATTTAACAGTTTTCCACT^ 

TTCAATAAGGAAATAGTAGGAATAATAAAAAAA<3GATAGTAGTAACGATA 

TACGTCGACTTTCCAGACTGGTCTCGAGCXX3GAATTAAATACAATAGCAG 

CGTTTGACTACCACATTGTAGCTCCGCTAGAATTGATCGAAAACAAAAAT 

AATAACACTAATAATTATAATAATA0C3GTAGAACTATTTCTCGTATAAAG 

ATGCCTAATCTATTGTCGAGAAACCCATTXXIATGGTCATCATAATGACCA 

TCATCATGACCGTGAAAATTCGTCTAATAACCCGCCACAGTTGATCAGAA 

GTTCTAAATCTTTCTTAAACTTCATTGGTAGAAAACAAAGTAATGACT^ 

CTAAGAAGCGAGAAATCTACAGATTCCATGAAATCTACrACAACCACTAC 

AAATTATACTACAACAAACCTTAATAACAACACCCATAGCCATTCTAATG 

CAACCAGTATCTCAACAAACAACTACAATAATAACTATGAAACAAACCAC 

CACCATAATArrTCTCATGGGCTCCATGACTATACTTCTCCCGCCTCTCC 
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aaaacaaacccactccatggcagaattgaaaaogtttt^^ 
taaataaaaaactatctatgtctcaactt(x;ttcc^ 

CATTCa^CCCCACCTTCAAAATCAACTTCTACAGTTAA^^ . -^^f v y v 

CTATCGTGCCCAGCATCCTCATGGCm 

AGTCTGCTATACCGCCAAGTACOJATTCTATCCTATCTTTG^ 

ATTAATATATATCACGATGATTGTATTGTGGCT^^ 

GGGTAAGTTATTGGGTTCCGGTGCCGGTGGGTCCXnrrAAAGT^ 

GACCAACTGATGGTGCTACTTTTGCCGTCAAAGAATTCAGArc 

CCGAATGAGAGTGTGAAAGAATATGGCAAGAAGTGCACCGCAGAAT^^ 

TATTGGTTCGACTTTACATCACCCAAATGTTATCGAAACTGTTCA 

TCTCTGATTCTAAACAAAATAAATACTATGAAGTTATGGAGTACTGTCCG 

ATTGATTTTTTTGCTGITCTTATGACAGGCAAG^ 

CAACTGTTGCTTGAAGCAATTGACTGAAGGTGTTAAATATTTACAl^^ 

TGGGATTGGCACATAGAGATOTGAAATTGGATAATTGTGTCATGACT^ 

CAGGGTATTTTGAAATTAATTGATTTTGGTAGTGCTGT^ 

TCCTTTTGAAGATGGCGTAACGATXXXrTCATGGAA^^ 

CTTACTTAGCGCCGGAAGTGATTACCTCCACCAAATCTTATGATCCTCAG 

TGCGTCGATATATGGTCTATTGGGATCATATATTGTTCTATGGT^ 

AAGGTTTCCATGGAAAGCCCCTAGAGATTCTGACGATAATTTTAGATTAT 

ATTGTATGCCGGATGATATAGAACACGACTATGTTGAATCTGCCAGGCAT 

CACGAAGAGTTACTGAAGGAAAGAAAAGAAAAGOGTCAAAGGTTTTTGAA 

TCACAGTGACTGTTCCGCCATCAATCAGCAACAAOCAGCTCATGAATCAA 

ACTTGAAAACAGTTCAAAATCAAGTTCCAAATACTCaV^^ 

GGTAAAAGCGATAACAAACCAGACATTGTGGAAGAAGAAACCGAAGAAAA 

TAAAGAAGATGATAGCAATAATGATAAAGAAAGCAOXXrAGATAATGACA 

AGGAAAGTACCATCGATATTAAAATAAGCAAAAATGAGAATAAAAGCACG 

GTAGTTTCAGCTAACCCAAAGAAAGTAGATGCCGATGCCGACGCTGATTG 

CGATGCTAATGGTGACTCTAACGGCAGAGTGGATTGCAAGGCTAACA • 

ACTCCAATGACAAAACGGATTGTAATGCTAACAATGACTGCAGCAATGAA 

TCGGATTGTAACGCTAAAGTTGATACTAACGTCAACACTGCTGCCAACGC 

TAACCCTGATATGGTTCCCCAAAACAATCCACAACAACAACAACAACAAC 

AACAACAACAACAACAACAACAACAACAACAACAACAACAACACCATCAT 

CACCAGCATCAAAATCAAGACAAGGCCCATAGTATCGCTTCCGATAATAA 

ATCGAGTCAACAGCACAGAQGACCTCACCATAAAAAAATTATTCATGGCC 

CATACCGTCTATTACGTCTACTACCACATGCTTCAAGACCTATCATGTCC 

CGTATACTGCAAGTAGATCCAAAGAAAAGAGCAACOTTAGATGATATT^ 

TAATGATGAATGGTiTGCCGCCATTGCTGCCTGTACCATGGA 

ATAAAGTTATTAGAGCGCCTGGCCATCACCATACATTGGTTAGGGAGGAA 

AATGCTCACTTAGAGACCTACAAGGTTTAA 

YOR267C, 759 aa (SEQ ID NO 364) 

MPNLLSRNPFHGHHNDHHHDRENSSNNPPQLIRSSKSFLNFIGRKQSNDS 
LRSEKSTDSMKSTTTTTimriTNliNl^ 

HHNISHGLHDYTSPASPKQTHS^IAELKRFFRPSVNKKLSMSQLRSKKHST 
HSPPPSKSTSTVOTJONHYRAQHPHGFTDHYAHTQSAIPPSTDSILSLSNN 
INI VHDDC I L AQKYGKIiGKLLGSGAGGSVKVLVRPTDGATFAVKEFRPRK 
PNESVKEYAKKCTAEFCIGSTLHHPNVIETVmVFSDSKQNKryiEVMEYCP 
IDFFAVVMTGKMSRGEINCCLKQLTEGVKYLHSMGLAHRDLKLDNCVMTS 
QGILKLIDFGSAWFRYPFEDGVTMAHGIVGSDPYLAPEVITSTKSYDPQ 
CVDIWSIGI lYCCMVLKRFPl^PRDSDDNFRLYCMPDDIEHDYVESARH 
HEELLKERKEKRQRFUmSOCSAINQQQPAHESNLKTVQNQVPNTPASIQ 
GKSDNKPDIVEEETEENKEDDSNNDKESTPDNDKESTIDIKISKNENKST 
WSANPKKVDADADADCDANGDSNGRVDCKANSDCNDKTDCNANNDCSNE 
SDCNAK\a)TNVNTAANANPDMVPQNNPQQQQQQQQQQQQQQQQQQQQHHH 
HQHQNQDKAHSIASDNKSSQQHRGPHHKKIIHGPYRiiLRLLPHASRPIMS 
RILQVDPKKRATLDDIFNDEWFAAIAACTMDSKNKVIRAPGHHHTLVREE 
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NAHLETYKV 

YLRllOC, 902 bp, CDS: 501-902 (SBQ ID NO 275) 

tattggcgtctgatttoasttttggg^ 

aaaactccgcacaagtcx:cagaaagcgggaaagaaataaaacgcc:accaa 

aaaaaaaaaaataaaagccaatcctcgaagcgtgggtggtaggccctgga 

ttatcccgtacaagtatttctcaggagtaaaaaaaoxyr^ 

ttccccatttcgcggccacctacgccgctatctttgc^ 

gataactcagcaaattttgcatattcgtgttgcagtatt(^ 

agtcttacttccaacataacggcagaaagaaatgtgagaaaattttgcat 

cctttgcctccgttcaagtatataaagtcggcatgctt^ 

TTCCATCCTACATTGTTCTAATTATTCTTATO^ 

ACATACCAAGAAATTAATCTTCTGTCATTCGCTTAAAaiCT 

ATGCAATTTTCTACTGTCGCTTCTATCGCCGCTCT^^ 

TGCCGCTGCTAACGTTACCACTGCTACTGTCAGCCAAG^ 

TGGTCACCATCACTTCTTGTGAAGACCACGTCTGTTC^ 

CCAGCTTTGGTTTCCACOXITACCGTCACCGTCGATGACGTO 

ATACACCACCTGGTGCCCATTGACCACTGAAGCCCCAAAGAACGGTACTT 

CTACTGCTCCTCCAGTTACCTCTACTGAAGCTCaUVAGAACAC^ 

GCTGCTCCAACTCACTCTGTCACCTCm^ACACr^^ 

TTTGCCAGCTGCTGGTGCTTTGTTGGCTQG^ 

AA 

YLRllOC, 133 aa (SEQ ID NO 276) 

MQFSWASIAAVAAVASAAANVTTATVSQESTTLVTITSCEDHVCSETVS 

PALVSTATVTVDDVITQYTTWCPLTTEAPKNGTSTAAPVTSTEAPK^ 

AAPTHSVTSYTGAAAKALPAAGALLAGAAALLL 

YLR109W, 1031 bp, CDS: 501-1031 (SEQ ID NO 273) 

TGTCTATTAGTAATCAAGAAAAGAACCCTAAATCATCGGCGTCCCCTGTG 

GGGCTCTCGGAAAAACCGGTCCTGACGTCACTGAAAAGATTTCGGCACAT 

GGTCATGGGACCAGAGAAAAATTAATCCGACATGTGGAATATTTCCTTCC 

GTTAAGGTAGTGAGCGCGGATTTTTTCTGATTTGTAATTATACGGGG 

TCTGGCCAAAAAGGTCAGTATTTGGTGATGAAGT^AATATCATCTTTO 

ATTTTCTTCTCTATCATTCTTTTTCTTTTTC 

ATTCACATATTGTTGAGAGGTTAAATGAAAAATAAAGGGGTGGAAAATTA 

AGGACGAGATGTAAGGGAAAAGCATAAACGAAACATTATATAAAGGAGCA 

CAATTTCCTCTCCCTTGCCAATTGTGCATATACCGTTTCl^ 

ATTTCAACAAACCAGAACAACACAAGTACTACCAATAACCACAACAAAAC 

ATGTCTGACTTAGTTAACAAGAAATTCCCA6CTGGCGACTACAAATTCCA 

ATACATTGCTATCAGCCAAAGTGATGCTGACAGTGAATCTTGTAAGATGC 

CACAAACAGTTGAATGGTCCAAATTAATTTCTGAAAACAAGAAGGTTATC 

ATTACCGGTGCTCCAGCTGCTTTCTCCCCAACCTGTACTGTCAGCCATAT 

TCCAGGTTACATCAACTACTTGGATGAATTA6TTAAGGAAAAGGAAGTTG 

ACCAAGTGATCGTTGTTACTGTTGACAACCCGTTCGCTAACCAAGCGTGG 

GCTAAGAGTTTAGGTGTTAAGGACACCACACACATCAAGTTTGCCTCCGA 

CCCAGGCTGTGCTTTCACCAAATCCATTGGTTTOGAATTAGCCGTC 

ACGGTGTTTACTGGAGTGGTAGATGGGCCATGGTTGTTGAAAACGGTATC 

GTTACTTACGCTGCCAAGGAAACCAACCCAGGTACCGATGTGACCGTTTC 

CTCAGTCGAAAGTGTCTTGGCTCATTTGTAG 

YLR109W, 176 aa (SEQ ID NO 274) 

MSDLVNKKFPAGDYKFQYIAISQSDADSESCKMPQTVEWSKLISENKKVI 
ITGAPAAFSPTCTVSHIPGYINYLDELVKEKEVDQVIVVTVDNPFANQAW 
AKS[iG\nCDTTHIKFASDPGCAFTKSIGFELAVGDG\nfWSGRWAMWENGI 
VTYAAKETNPGTDVTVSSVESVLAHL 
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YBL081W, 1607 bp, CDS: 501-1607 (SEQ ID NO 29) 
TTGTTGCAACAATTTTGGGATGCTTCTGC^ 
CTTCTCTAGCrCATOGCTTCCCAGGGTCaiC^ 
CTTGCGTGTCX3AAGATTCAGGTCTC»AG^^ 

TAGATATTAAGAACTATATACATCXSAATAAGATGCCAGCACAGAAGAGAT 

AGGCAATCAGTTTAGATACTACAGACACTATCCAATAGTOCAAAGCAAAA 

GCAGCATAGAAAAAAGAGAATCmSTTTCCAGCTT^ 

TTCGTTTTTCCTGATCTTTTTTT^^ 

TACCTTCCATCCTTCX;CTTAATATTTGATAa»C^^ 

ATTATTATTTGTTACTATTATTATTTATCATTTGGGTTTCC^ 

AATAATTTTCTTTTTTTTITT^ 

ATGCCAGGCCAGATAATCAGCATTCCGTTTTTGT(^^ 

GGATAAATACHTGTTGGAGTACCXXIAGTTTGAAGCT^^ 

GTAATTCCTTCCAGTCTCACAATGOKICC^^ 

CCCCATTACAATCACATGAAATACAACAACACTGGTAGCtATTACTATTA 

CAACAACAACAATAACAGCAGTGTAAACCCACATAACCAAGCTGGTCTAC 

AATCCATTAACAGATCTATTCCATCGGCCCCXJTACQGGGCTTACAACCTIG 

AACAGAGCTAATGACGTACCATATATGAATACCCAAAAGAAACACCACAG 

ATTTAGCGCTAACAATAATTTGAACCAGCAAAAATACAAGCAATATCC^ 

AGTATACGTCCAATCCAATGGTTACIGCACATCT^^ 

CAACTGTACTACAATAGCAACGTCAATGCTCACAACAACAACAA(^ 

CAACAACAACAACAACAACAACAACAACAGCAACAACAAC^ 

ACAACCAGACXXIAGTTCTCCACGAGGTACTTa^^ 

TCGTTGACTTCTTCCACTTCTAA(:nX:ATCCTCTCCATACA^ 

CTTCGAATACATTTTGCCGTCAACTTCGGCAGCTTC 

CGTCATCATCAAACAACTCTATGCACACCAACCCAACCACT^ 

ACATCCGCCGATTTAATCAATGATTTACCCXSTGGGCCCC^^ 

GCTTATCTCGGATCTACATTCTCCACCAACTOTATCT^ 

GCCAAACCCTGCTCATGTCCTCCACCACATCTAGCTHZTATTGGCACCA^ 

ATAAACCCACCGCAACATTCACCATCCCCATCGCAAAGGGAGGATTTTTC 

GACGGCACCAGTGAACATGTCTTCGTCCGCATCACTCTTGATGfl^ 

CTTCTTTAGGATGGGGGTCTAACC7VCATGAACGTATCTTCATCCTCTCAA 

CCAGCATCATCAAGACCCTTTGGCATTTGGAATACTGACATGAGCGT^^ 

GAGTTGA 

YBL081W, 368 aa (SEQ ID NO 30) 

MPGQI I S I PFLSQNEDMDKYLLEYRSLKLLHQSSNSFQSHNAPSHQSNYH 

PHYNHMKYNNTGSYYYYNNNNNSSVNPHNQAGLQSnmSIPSAPYGAYNQ 

NIVaroVPYMOTXiKKHHRFSANNNIJ«QQKYKQYPQYTSNPM\n:'AH^ 

QLYYNSimfAHNNNtmSNNNNNNNNNSNNNNNLYNC^ 

SLTSSTSNSSSPYNQSTFEYILPSTSAASTOLSSSSSNNSMHTNPTTATS 

TSADLINDLPVGPTSSSLISDLHSPPTVSFLPASQTLLMSSTTSSSIGTN 

INPPQHSPSPSQREDFSTAPVNMSSSASLLHNDSSLGWGSNHMNVSSSSQ 

PASSRPFGIWNTDMSVWS 

YDR366C, 699 hp, CDS: 501-899 (SEQ ID NO 12S) 

ctgtcgatattg(x;ttactttgtagtgcaitattt(:^ 

gtgtcttccaaggtgaaccattgcgtggtaaaccatagagtaaaaaaaca 

agtggaaatggtatcgattgtataaagtaogcagatttgcgaaaatacca 

gcaagtttg(5cttatgaatcaaatacagcccttgtgagaatacgattaat 

gtaaataccgaccaaagatatgctatccattgcataaaatccaacggatg 

acccgtgaacaatgctaaaataccataagcaccactgcatttgtttagaa 

TGGAAATACCTAAGACAATCTCAACTGCAA(X3TATAGCGGCATAAACCCC 

aaaaaagactatgaaaaaaaaatatgtttgagaacaggttagtaaaattg 

tgctttgcttcgaatccttacaagttaacaaaaatttatagcgttt^ 

gaaacatacttttggaagggttagaagagatgatctcataactaaggtta 
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ATGGTTACAATTOGTAGTT(XrKX:CT^ 

TTTTGTACAGATCACTTATACAGCTTTACACAGAT^^ 

GCACTTTTTTTTCXJAAGATTATTGAAGAG^^ 

AAACATAGGTTCCCAAACCTATATAAATATATATATGTATATGTATATAT 

ACTACATATATGCTTTGAGAAATATGTGAATGTTGAGATAATTGOT 

TTCCATTGTTGATAAAGGCTATAATATTAGGTATACAGAATATACTAGAA 

GTTCTCCTCAAGGATTTAGGAATCCATAAAAGGGAATCTGCAAT^^ 

CAATTCTATAAATATTATTATCATCATTTTATATGTOT 

yDR366C, 132 aa (SEQ ID NO 126) 

MVTIGSSSLVLFLFFWFVQITYTALHRFSRLLCTFFSKIIEEGCV^ 

KHRFPNLYKYIYVYVYILHICFEKYVNVEIIVGIPLLIKAIILGIQNILE 

VLLKDLGIHKRESAILHNSINIIIIILYVYIH 

YDR154C, 851 bp, CDS: 501-851 (SEQ ID NO 101) 

TAGACGGGCTTCCACGCGCTTCCACTCATTTCT(^^ 

TGGCCCTTCTCACTTTGGTTGGGCTTAaxrro 

CCCTGTATAAATATAAACGTATTCTCTTGAGCXOTCTATCC^^ 

TGTCGTCATCATTTGTTCCTCCTTTTTCGCTAGATAGGTTATATO 

TTGTCTTCAATTTAATATCTCAACT^^ 

ACCATGTCCCAAGTCTATTTTGATGTCGAAGCTGATGGC^ 

ccgtgtcgttttcaagttgtacaacgacatagt<xx:aaagac^ 

ACTTCAGAGCTCTATGTACX:GGTCAAAAGGGATTCX3KX^ 

CCATTCCACAGAGTTATTCCAGACPraVTGTTGC^ 

TGCTGGTAACGGTACCGGCGGTAAGTCTATCTACGGTGGCAAAT^ 

ATGAAAACTTCAAGAAGCACCACGACAGACCAGGTTTGTTGTCCATG^ 

AACGCCGGTCCAAACACCAACGGTTCTCAATTCTTCATCACC^ 

atgcccatggttggacggtaagcatgttgtctl^^ 
gttacgacatcgttaagaaggttgagtccttgggttctccto 

ACCAAGGCTAGAATTGTTGTTGCCAAGTCCGGTGAATTATAACCGCTCTG 

cctggaacaatacagcaaaaattgaaacgaactattctctc^ 

ATGTATATGTATAAGGTATGTGTATGTATGACAATCAATTCTTATAACTA 
A 

YDR154C, 116 aa (SEQ ID NO 102) 

MKTSRSTTTDQVCCPWPTPVQTPTVI^SSSPPFHAHGWTVSMLSLVI^ 
VTTSLRRLS PWVLLPVPPRLELLLPSPVNYNRSAWNinrAKIETNYSLI^ 
MYMYKVCVCMTINSYN 

YHR162W, 890 bp, CDS: 501-890 (SEQ ID NO 213) 

cgctcgcttccaagagttatcatcatattcttcatcatattcttccatac 
ttaaggtgggtagcgaggacccctcaattccca:acctctctgccagggc 
gtcatctttttctacaaaa(x:ca(3gctgagtca0(m:agttgctgaccct 
gggggctgcattgtttcctacgaattactcatttgtttog^^ 

TATTGCGCGCATGACTAGGATGGAAAAAAAAAGAAGAAAAAGAAAAGCGT 
TGAGTATATAATAAGAAAGAAGAAAAAGTCCGAGAGAAAAGAAGCACAAA 
GGTTTTTCCTCGAGGAAAACAGTAAAGTTTGATA(3GCACATa;TTC 
CGCTGACTGCAATAGGAAACTGAAATAGAC(K3C:AAACCATTAGTTCATTC 

gaaagaacgtattgtcgagaattatcactcactatatcagaaaattgaca 
cacgaattatataaacgaagttatacagaaaaagattaaagaaaagaaaa 
atgtctacatcatccgtacgttttgcatttag(kxkotct(3gcaaagtga 
gacaggccccaagacggtgcatttctgggct<xrractttgaaatggggtc 

TGGTTTTCGCTGGATTCAGCGATATGAAGAGACCGGTGGAAAAAATTTCT 

ggtgctcaaaatttgtcgctgctatcta(:tgcgctgatttggac^ 

GTCCTTTGTCATCAAGCCAAGAAACATCTTGTTGGCTTC^ 
TTCTTTGTCTGACCGCTGGCTATCAATTCXXSTAGAATTGCCi^ 
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ATACGGAATGGCGACTCTATATCGCAATTGTGTAGCTATA^^ 
OXCGACGAAAGCAAAAAGGAAATTACTACC^^ 

YHR162W, 129 aa (SEQ ID NO 214) 

MSTSSVRFAFRRFWQSEm5PKT\mFWAPTLKWGLWAGFSDMKRPV^ 

GAQNLSLLSTALIOTRWSFNnCKPRNILIASVNSFLCLTAGYQIXSRIAN^ 

IRNGDSISQLCSYILSGADESKKEITTGR 

YGR243W, 941 bp, CDS: 501-941 (SEQ ID NO 189) 
, CCTCCACCAAAGCAAAATGAAAACAAAGCCATACTGGGAAAAA^^ 
AAAAAAATGGTAGGAGTAAAAGAAAAGAAAAAATAAAGGTTACCCTGCAG 
TTTGGATAGTCGGGTAACATTTGGCCCTTTTCC^^ 
TTACCCCGATOACCCCTCATCTTGGGAGTGCCCCXXri^^ 
CCAATCGGCTATTAACGGCTTTACXSTCATTCaSTGGGC^ 
CCGCTCCCTGGTTTGGTCACGCAAAACCGAIUIGGCTCA^ 
GCCATCATATATATATATGCGGCTGCGTGCGTGTATTCT<X^ 
TGGTGCGTTGCAATroGAGTATTGGAGAAAATTTTC^^ 
ACXSGCGGAAATACTTCATATAAAAAAAAAGAATAOUVTCAGTC 
CTATACGCATAAGCATTCAAGACACATAGAAACACAAACCTATATTT^ 
ATGTCAGCATCAGCTTTTAATTTTGCCTTTAGAAGATTTT^ 
AACAGGCCCTAAAACAGTACACTTCTGGGCCCCAACTTTGAAGTG^ 
TGGTCTTCGCAGGGCTAAATGATATTAAGAGGCCTGTTGAGAAGGT^ 
GGAGCACAAAATTTATCTTTATTAGOGACXSGCACTGAT^^ 
GTCGTTTGTCATCAAGCCCAAGAACTATCTGTTAGCITC 
TCCTGGGTTGCACTGCAGGCTACCATCTAACAAGAATTGOTAACTTTAGG 
ATACGGAACGGTGATTCOTTrAAACAGGTTATTCACTACATAATAAAAGG 
GGAGACTCCTGCAGCCGTCGCAGCAAAGCAAACTGCATCCACATCGATG 
ACAAAGGTGTGATCGGTACTAATCCGCCAATAACGCACTGA 

VGR243W, 146 aa (SEQ ID NO 190) 
MSASAFNFAFRRFIimSETGPKTNTOWAPTLKVraLVFAGLNDI 
GAQNLSLLATALIWTRWSFXniKPKNYLiASVNFFLGCTAGYHL^ 
IRNGDSFKQVIHYIIKGETPAAVAAKQTASTSMNKGVIGTNPPITH 

YBR050C, 1517 bp, CDS: 501-1517 (SEQ ID NO 43) 

AAGTACGATATGGTATAACTGTAACATT6AAGGACTGAAGGACTGAAGGA 

CTGAAGGACTATAGTCAAGGGCCAATGGGGAAGGTCCCTTCCAGGCCATT 

TGCCCGATAGTTTGTCCTTCTCTTGCTTTTCOGAC^^ 

GGCGGGGCAGCACTGGATAAAAAAACGTGGGGG<3atf;T6ATTAAATTTATA 

CGCTTATTGTGTCAACACGGAAACCTTATAGTTATCATTACTAACATCGC 

AACAAGCTGCTTTTTTACTCGTTTTTAGCCACACCATACCCCCT^ 

AACTAATAATGCATAAAATAGTTATTGCTTCITCAGTTGCAGCT^ 

TGGACGTACTGTTATATATGGCATGTCTTCGCATGTCOSTCAAAT^ 

GTTGTCTCGAAACTTAGGCTGTCGTTCTTGCTGTCTGTCTTCTC 

TAATATATTGGAATAAGAAAAAAAAAATAGGAACAAGAAAGTGTGTGAGA 

ATGACTTTGAGTAATTGCGACTCTTTGGATAACTTATTCCAGGACCCTCC 

AGAGGAAGAAGAAAGTAGTAAATTCGTTGAGGO^GTCACyUlCTTTGATGA 

ATAGAAACGATATGGGATATCCTCCCGCCGCTGCAAATGGTACGTATTGC 

TTAAAAAAAATCAAGTCTTTGAATGCCAAACAGTGGAAAATAAACAAGAA 

AAGAATGTGCATGTTGCCAGCAGTAAAGAAGAAAAATTTCGACTTTC 

AGCAAAGAAGTTTAATCTTGAATTTAAATTTATGGAAATTCATCAAGTTT 

ATCAATTGTAGTAGTAAAAACAATTACAATAAAAATAATAAGCATGTGAG 

AAGCTCGAACAACACTGTAAAAAATGAAAATGTTTTACCGTTACAAAAAC 

ACAAGAAAGTGGACAATGATCAAAGATTGGAGAACCrTTTTTGGA^ 

TCGTTTAAGGCACGCAAAA(3GAGAGATATAAT(X»K:AAGCCACGAG 

GCATATCAAATTTAACGATAACGTTGAACAGTCTATTATAACTGATGAGC 
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ATTTCATACAAAGGCTTCCTTCTACACXSGTT^^ 

CGCCCTTGTTCAAAGTCTGAACTAGATCCCTGTATT^^ 

TAAGCGAAGTTTCTATGATTATAACAGCGTTTAOGTOX^GAGT^ 

ttattacgactgccgctgccactg(x:attatcagtagtaatagt^ 
tatcagcgtgggcacgatgttcgcgatgttccaagaaatgtt^^ 
ggcaggagaaacagatttcagtagtgtgcttggqgttgactc^ 
agttatccaacataagtcatcattcca:a3taaaacctt^^ 

AGTCATTCGACCTTCATTTTOJAGTCGGAAACTGACAC^ 

TGACGCTGAAACAGAAAATGACATTGACGCTTACATAGACACC^ 

CCAACCTGCTCCTATAA 

YBR050C, 338 aa (SEQ ID NO 44) 

MTLSNCDSLDNLFQDPPEEEESSKFVEAVRTLMNFNDMGYPPAAANGTYC 

LKKIKSLNAKQWKINKKRMCMLPAVKKKNFDFHEQRSLIL^^ 

rNCSSKlWnTOJNKHVRSSN^m^KNENVLPLQKHI^^ 

WFKARKRWDIMGKPRERHIKFNDNVEQCIITDEHFIQRLPSTRI-NSTDEQ 

RPCSKSELDPCIGNAASKRSFYDYNSVYVASDAIITTAAATAIISSNSGD 

YQRGHDVRDVPRNVLLQAGETDFSSVLRVDSDLKLSNISHHSPViaPSSTS 

SHSTFIFESETDTDTDTDAETENDIDAYIDTSIPNLLL 

YEIiOVlW, 1991 bp, CDS: 501-1991 (SBQ ID NO 143) 

TAGCTTGACCTGGTCAGATTAATCAGCTTCCAACGTTACT^ 

AAGAATCTA(X:CAAAAT6TCTCGAGCATCTT6ATAATTACAGTATC 

GTCCCGACTTGGCATTTGTTTAAATTTCTAAGATGCT^^ 

TAATTGTCAAGAAAGCACAACAAATTGTCTGCaUVTCTC^ 

GCATTTTATGTTTTTTCATTTTTTTTTTT^^ 

GATATTGTCCACAGTCATCTAAAAGAATGACCATTTCGACGACTTAGTTC 

GGAAAATATTTCCAGCXSGATCACACCACTTCCCACAGTT^ 

AATCTAAGTCACGCGCGGAAACTCAAAGGTTGTGAGTATATAAGTGATCA 

CTCGCTTATATAACTGACGAGGCAGAACAGGGTGCCAAAATGCTCCTCAA 

TATTTTATTCATTTGAGATTCAAGGCTTAAAGAOVGCATAT^ 

ATGACGGCCGCACATCCTGTTGCTCAGTTAACTGO^ 

AGTCAAGAGAAACCCAAATTTCAAAGTTCTCGACTCGGAAGATT^ 

ACTTTCGTTCGATTTTGTCAAATGATGAAATCTTAAACrCTCAAGCTCC^ 

GAAGAGCTTGCTTCGTTTAACCAGGACTGGATOAAAAAATATAGAGGCCA 

GTCCAATTTAATTCTCTTGCCAAACTCCACTGATAAAGTGTCCAAGATO 

TGAAATACTGTAACGATAAAAAGTTGGCAGTAGTACCACAAGGTGGTAAC 

ACCGACTTGGTCGGAGCCTCTGTTCCGGTATTTGATGAGATTGTTCTTTC 

TCTAAGAAATATGAACAAAGTCAGAGATTTTGATCCAGTTAGCGGGAC 

TCAAGTGTGACGCGGGTGTCGTTATCCGTCATGCXX^TCAA 

GACCATGACCATATCTTCCCATTGGATCTGCCTTCTAGAAA 

AGTGGGCGGTGTAGTTTCAACAAATGCAGGTGGTTTGAACTTT^ 

ATGGGTCTCTACACGGTAATGTTTTGGGTTTQGAAGTGGTGCTA^^ 

GGTGAGATTATCAGCAATATCAATGCCCTAAGGAAGGACAATACTGGTTA 

TGACTTGAAACAATTATTCATCGGTGCAGAGGGTACTATCGGTGTCGTTA 

CTGGTGTATCCATAGTTGCAGCAGCAAAGCCAAAAGCCTTGAATGCCGTA 

TTTTTTGGTATTGAGAATTTCGATACOSTTCAC^^ 

TAAAAGTGAATTATCTGAGATTTTATCTGCTT^ 

GCTCCATTGAATGTACGATAGAATACTTGAAGGACTTGCCTTTCCCTCTG 

GAGAACCAACACAACTTTTATGTTCTTATTGAAACGTCAGGGTCCAATAA 

GAGACACGACGATGAGAAGCTGACTGCTTTCCTCAAAGATACCACA 

CTAAATTAATTTCGGAGGGTATGATGGCTAAGGACAAAGCCGATTTTGA^ 

AGACTTTGGACCTGGAGAAAATCTGTTCCAACAGCTTGTAATO 

TGGTATGTACAAGTATGACATGTCACTTCAATTGAAAGATTTATATTCCG 

TATCTGCGGCTGTGACGGAGAGATTAAACGCAGCXXXmTGATTG^ 

GCACCAAAACCAGTTGTTAAATCATGTGGTTATGGTCATGTCGGTGACGG 
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I^CATCC ATTTiUVATATCGCGGTAAGAGAATTTAC^^ 

ACTTACTAGAACCATTTCTTTATGAATATATT(^ . . : ; 

ATC AGTGCTGAG<:M'GGGATdGGTTTCC^ 

CAaaVGAAGTGATATTGAAATTAGATTTATGAAQGATATC^i^^ 
ACGATCCAAATGGAATCTTAAACCaVTACAAGTACATTTC^ 

YEL071W, 496 aa (SEQ ID NO 144) 

MTAAHPVAQLTAEAYPKVKRNPNPKVLDSEDLAYFRSILSNDEILNSQAP 

EELASFNQDWMKKYRGQSNLILLPNSTDKVSKIMKYaroKIaJl^^ 

TDLVGASVPWDEIVLSLRNMNKV^FDPVSGTFKCDAGVVMRDAHQ 

DHDHIFPLDLPSRNNCQVGGWSTOAGGLNFLRYGSMGNVIXSLEVV^ 

GEIISNINALRKDOTX3YDLKQLFIGAEGTIG\ArrWSrVAAAKPKALMAV 

FFGIENFDTVQKLFVKAKSELSEILSAFEFMDRGSIECTIEYLKDLPFPL 

EMQHNFYVLIETSGSNKRHDDEKLTAFLKDTTDSiCLISEGMMAKDK^ 

RLWTVmKSVPTAOISVGGMYKYDMSLQLKDLYSVSAAVTERI^AAGLTC^ 

APKPVVKSCGYGHVGIX3NIHLNIAVREFTKQIEDLLEPFVYEYIASKKGS 

ISAEHGIGFHKKGKLHYTRSDIEIRFMKDIKNHYDPNGIIiNPYKYI 

YDR133C, 836 bp, CDS: 501-836 (SEQ ID NO 95) 
GTGCAGAGGGTGAATCAACGGCCCCTTCACAGAAACrGCGCAGGAAT^^ 
TCTGGTGTTTGTTATTTTTTTTTCCTTGTACTT 
CTAACTATTTTTTTTGCAATTT^ 

GATGGTTTAGTCATCTCTCGAAGTATATAAACCXnTGC^^ 

GTTCTTCATCGACTTCTCTCTGCTAGACTCTCT^ 

TAGAATAAAAAACCAAGGATAACAAACATCTTCm?^^ 

TAACTACAAATTAAAAATGCAATTCTCTACCGTOGC^^ 

TTGCCGCTGTTGCCTCCGCCGCTTCTAACATTACXIAC^ 

GAAGAATCTACCACTTTGGTCACTATCACTTCTTGTGA 

TTCTGAAACAGTTTCCCCAGCTTTGGTTTCCACTG^ 

ATGACGTTATCACTTAATACACCACCTGGTGTCCATTGCCAACCAC^ 

GCACCAAAGAATACXZACTTCTCCAGCTCCAACTGAAAA 

GCCAACTGAAAAGCCAACCCAACAAGGTTCTAGCACTCAAACTGTO 

CCTACACTGGTGCCGCTGTTAAGGCTTTGCCAGCTGCa 

GCTGGTGCTGCCGCTTTATTGTTGTAATTTAC^ 

TATTTTTAGAAAAATGGTTAAGTACTTTTCCGTCAATACAGC^ 

AATCGTTTTATTTCAATTAATAAGATATTCr(^ 

YDR133C, 111 aa (SEQ ID NO 96) 

WTLSLNTPPGVHCQPLKHQRIPLLQLQLKSQPKSQLKSQPNKVLALKLLP 
PTLVPLLRLCQLP\njCWLVLPLYCCWLUJLFTOIFLEKWLSTFPSIQI.PQ 

NRFISINKIFW 

YHL021C, 1898 bp, CDS: 501-1898 (SEQ ID NO 193) 

GGTAAAAGAAATGATCAGGGAGCGTTTCTTCCAACAGCAGCAACAGTACA 

GGCAGCAACAGCAGAAGGATGGCAATTACGTAAAGCCCTCTCAGGACAAC 

GTGGATAGCAAGGACTAACCGAGACAGATTGACXJTCrrXCATGCATTACC 

ACCAGTAATAATATTATACGGAATAATATAGTTTATATAATATCCATAAT 

CATAATCATAATCATAATCATAATCATAATCGTGATATTGTACCAGCCCC 

GCTTCTCCCCTTTTGAACTACCATTATTATCGGACCCTCTTTACCTO^ 

ATGGCTCAGTAAGGACCHTTGCGCAGCCGTAAGGGGGTCCXXSAATA^ 

TCCGGGGTTGATCCTCGAGGAAAAGTGCTATCTATATAAGGAGAAGCCCT 

tctagatccaaatatcaggggtaactcttcacaactggccaggaacatat 
tccaagttaaaaagaaaaaataattattagaaac(:::aattaccaacacaag 
atgctaagatcaaatttatgcagaggatctcgaatccttgcaagactgac 
cactacaccaaggacatacacatctgcggcgacagctgccsgctgcgaatc 
ggggacatatcatcaaaacatacttcaatagagattctacgacaattacg 
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TTCTCCATGGAGGAGTCCAGCAAGCaSGTTTCCGl^^ 

TTTTCTTAGAGATGCCTCCCATAGTGCCAAGCI^^ 

TGTATCATAAOGAGAWitTCACC 

GACGGAAAATCTCTAGTGGTCAAATGGAAAGATGGCXKTC^^ 

CCCTTTACAATTCTTTATCGACTATAAAGGTTCCAGTTTTC 

CAACAAGAAAACAAGAATCCAGATATAGACCCCACTTATGGAATAAGCGC 

ATCCTGAAAGATAACGTCAAGGACTTACTTTC^^ 

TATTGATCCTAAGGATGACTCCAAGCTTTTCCAAACGCTGGTCAACCTAC 

AAAAGTTTGGTATCGCTTTCATTTCCGGTACTCCTTC^^ 

GGCCTTACCATACAAAAGATCTGTGAAAGGATCGGACCCATAAGATCGAC 

TGTACATGGTGAAGGTACATTTGACGTGAATGCATCCCAAGCGAC^ 

TTAATGCCCATTATGCCAATAAAGAOTTGCXXOTACATAC^ 

TTTTTAGAAAATGTGCCAGGTTTCCAGATTCTAaUlT^^ 

AGAAGGGGAAGATCCCAATACTAGACCCATGAATTACTTCGTGGACGCAT 

TTTATGCTACCCXSTAATGTTAGAGAATCGGATTTTGAQGCOT 

TTACAAATTGTTCCTGTAAATTATATATATGAAAA0GGCX5ATAAGAGGTA 

CTACCAATCCAAACCTTTAATCGAACATCACGACATTAACG^ 

CTCTTCTGGGTAATTATGAGGCCTTCATTAAATGCJITTAACT 

CCATACCAAGCACCTTTCACTTTCGGAAT^ 

AAATAATAATCTGGACOTX3AATTTAATTA(XACC0CAG<:y^ 

AGAGATTTTTGTTTAAGTCTTTCATTAGGGGGTTGAAC^^ 

CATATCAATGACTTCAACAATCAATTTAGATTG^ 

TTGTGTTATCTTTAACAACAGGAGAATTTTCC^^ 

GCTCAAACCAGCAATGGTTAAAGGGTTGCTATTTCGATTC^ 

AAGAGTAAATTAAAGTTCnTGGAAGAGAAGTTTCXyi^ 

YHL021C, 465 aa (SEQ ID NO 194) 

MLRSOT^CRGSRTLARLTTTPRTYTSAATAAAANRGHIIKTYFl^ 

FSMEESSKPVSVCFNNWLRDASHSAKLVTTGELYHNEKLTAPQDIQISE 

DGKSLVVKWKDGGHHQFPLQFFIDYKGSSFVSPATRKQESRYRPQLWNKR 

ILKDNVnODLLSVSYNEFIDPKDDSKLFQTLVNLQKFGIA^ 

GLTIQKICERIGPIRSTVHGEGTFDVNASQATSVNAHYANKDLPLHTDLP 

FLENWGFQILQSLPATEGEDPOTRPMNYFVDAFYATRNVRESDFEAYEA 

LQIVPVNYIYENGDKRYYQSKPLIEHHDINEDNTLLGNVEALIKCIOTSP 

PYQAPFTFGIYDKPSDLNNNLDLNLITTPAKLTERFLFKSFIRGLNLFES 

HINDFNNQFRlKlLPENCCVIFlJNRRILHANSLTSSNQaWLK^ 

KSKLKFLEEKFPHDK 

YKL054C, 2717 bp, CDS: 501-2717 (SEQ ID NO 237) 

cctgctctagacgaagctagggaggaggcgccgtttgaaaatggcggcaa 

actaaaagaagttgacaaatgaagtatatattttagcacagaatgtgcat 

tattcaacatgtaaatactaatactgcaatatcgacttataataatgtat 

agtgatccgtatattaatagatctgtttcaattctttacc^^ 

atccgtcacccxtgattctotcggaggtcagcactcgcxx^^ 

cgggaaatggtgqcaaaaagtagtggcgggaaaaggaaaaattttcgttc 

tctcccatataaacgtttcattccttttcx:taagtct^ 

cagaaacattcgtattttatatttgatcttttgaa 

cttaccaattaccccaaaaaaatcaccatcataaagtacttacatattta 

tttttgtttggtcgttttctcaatataatctacat^ 

atgtctacacaatttaggaagtctaatcataatagtcatagtagtaaa/^ 

actaaatcctgcgctaaagtccaaaatagatacgcttacagaattgttcc 

ctgactggacgagtgatgatttaattgatatagttcaagaatatgatgat 

ttggaaactataattgataaaatta(m*ccggcgcagtcacaagatggga 

tgaagtaaagaaacctgctaagaaggaaaaatatgaaaaaaaggagcaac 

aacactcatatgtccctcaacaacatttgccaaatccagaagatgatatt 

acatataagagttctaataatagcaattkrrrttacttct 
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CAGTAGTAACAATTATACTCAAGCCAGAAATJUUayVG^ 

CACGAGCTCATACAACCGGGAAACATGTTAATCTOGaW^ 

GTACCATCCAAGCCrorrrcAAACACTACATOGT^^ 

TGTAGATACTAAACATGACGTTCCiraUlGATTCAAATGAT^ 

AAGAATTAGAAGCACAAGGGCAACAAGCGCAGGAGAAAAATCAAGAAA^ 

GAGCAAGAAGAGCAACAACAGCAGGAAGGGCATAATAACAAAGAAGAACA 

CUUUlCAAATAGAGCAACCTTCOTTATCnTCi^ 

CATCTGCTTCACAACCAAAGAAAATGTCGTGGGCTGCAAT^ 

AAGCCAAAGGCTGTTAAAAAGACCGAGTCWXTCTT^^ 

ATTGAAGAAAGAAATAAGCGATATTAAGAAGGATGACCAAAAGTCTGAAG 

CTAGTGAAGAAAAAGTTAATGAACAAGAAACATCTCCACAAGAACAAGAG 

GAGGAGACTGCTGAACCTTCTGAAGAAAATGAAGAOIGAGTCCCTGAAGT 

GGACGGAGAAGAAGTCCAAGAAGAAGCTGAAAAAAAQGAACAAGTAAAAG 

AAGAGGAACAGACAGCGGAAGAGCTGGAACAAGAACAAGATAATGT^ 

GCTCCAGAAGAAGAAGTTACAGTTGTTGAAGAAAAGGTTGAAATTAGTGC 

TCTTATTTCAGAGCCTCCAGAAGATCAAGCTAATACTCTACCI^^ 

AACAACAATCCCAACAACCACAGCAACCACAGCAACCACAGCAACCACAG 

CAACCACAGCAACCACAGCAACAACAACAACXyVCAGCAACCACAAC^ 

ACAACAACAACTACAACAGCAACAGCAACAGCAACAACAACCAGTACAAG 

CTCAAGCTCAAGCCCAAGAAGAACAAirrATCT^^ 

CT^CUVGCAGCAACAATACGCTCAAOVACAGCAT^ 

TTTGTCCCAACAACAACAATATGCTCAGCAACAGCAACAGCATC 

CTCAATCACAACAACCTCAATCACAGCAAAGTCCACAAAC^^ 

GGGAACAACGTGGCTGCCCAAOVGTACTACATKn^ATC^^ 

TQGATATTCTTATCCAGGTATGTTTGATT(»CAAGGATAOGCTO 

AACAATATCAGCAACTTGCTCAAAACAAOGCTO^ 

AACCAATATAATTTCCAACAAGGTTATGGTCAAGCAGGCGCGAACACTGC 

TGCTGCTAATTTGACTAGTGCTGCCGCTGCTCCTGCC^ 

CTVGCTCACGCCCAACCTCAACAACAACAGCCATACGGTGGCTCATTCATG 

CCATACTACGCCCACTTTTACCAACAGTCATTCCCATATGGTC^ 

ATACGGTGTAGCTGGTCAATATCCATACCAGTTACCAAAGAACAATTACA 

ACTATTACCAAACTCAAAACGGTCAGGAACAGCAAAGTCCAAATCAAGGT 

GTTGCCCAGCATTCTGAAGACTCTCAACAGAAGCAATCACAACAGCAACA 

GCAACAGCAACCTCAAGGTCAACCCCAACCTGAAGTTCAAATGCAAAATG 

GCCAACCTGTTAACCCACAACAACAAATQCAGTTCCAACAATACTATC^ 

TTCCAACAACAACAGCAACAAGCTGCIKK^^ 

ACAAGGTGTACCATATGGCTACAACGGTTATGATTAOUITTCT 

CAAGAGGTTTCTACrAA 

VKL054C, 738 aa (SEQ ID NO 238) 

MSTQFRKS^mNSHSSKKIJ!^PALKSKII>TLTELFPDWTSDDLIDIVQEYDD 

LETIIDKITSGAVTRWDEVKKPAKKEKYEKKEQQHSYVPQQHLPNPEDDI 

TYKSSIWSNSFTSTKHNSSNNYTQAIWKKKVQTPRAHTTGKHVNLDKGra 

VPSKPVSNTTSWAAAVSVOTKHDVPQDSOTNNNEELEAQ^ 

EQEEQQQQEGHNNKEEHKQIEQPSLSSKKTTSRTSASQPKKMSWAAIATP 

KPKAVKiO'ESPLEt^AELKKBISDIKKDDQKSEASEEKVNEQETSAQEQE 

EETAEPSEENEDRVPBVDGEEVQEEAEKKEQVKEEBQTAEELEQEQDNVA 

APEEEVTVVEEKVEISAVISEPPEDQANTVPQPQQQSQQPQQPQQPQQPQ 

QPQQPQQQQQPQQPQQPQQQLQQQQQQQQQPVQAQAQAQEEQLSQNYYTQ 

QQQQQYAQQQHQLQQQYLSQQQQYAQQQQQHPQPQSQQPQSQQSPQSQKQ 

GNNVAAQQYYMYQNQFPGYSYPG^IFDSQGYAYGQQYQQLAQNNAQTSGNA 

NQYNFQQGYGQAGANTAAANLTSAAAAAAASPATAHAQPQQQQPYGGSFM 

PYYAHFYQQSFPYGQPQYGVAGQYPYQLPKNNYNYYQTQNGQEQQSPNQG 

VAQHSEDSQQKQSQQQQQQQPQGQPQPEVQMQNGQPVNPQQQMQFQQYYQ 

FQQQQQQAAAAAAAAAQQGVPYGYNGYDYNSKNSRGFY 
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YLR311C, 848 bp, CDS: 501-848 (SHQ ID NO 283) 

ACAAAACAGACTTAGTTATTTTATGGTATACAAC^^ 

GACGGTTGGCACiUVGAGAATTAACAi^ 

ACACCTATTTCTCAAGAATTCTTTtAAATCXXKr^^ 

TATTGCATAAAGAACAGAAACGCOKITGGAAAAGGCTCT^ 

CATAATAAATACAGGCAATTTTCTCCACATATTAAAAGGTATTTC^ 

TTCTTGCCAAIUUVGCAAAACAATGTTOGTCGG^ 

GCAAGCTTCGTTTCAAGTCAATGAAACCATTCOSAGTT^^ 

GrrCGCAAAGATACCAACTGGTTTGTAAAGCAGCTCAAAC^ 

GAAATTACAGCATTCGAGGATGTATAAAGCGATGTCAGAATGCAGGAAAA 

AAAATTATTTTAAGTGCAAACACTAGATCATCCAJU^CCCAGCA 

ATGAAATTAACAAAAGAAAAAAAAAACGACTGCTTAGTAGGAGTGTCATA 

TATCCCTCCTTTAAATTTTTTTACACTTAC^^ 

TAGAAAAGGTGCATCTCTCTCTCrCTCTCTCTCTATC^^ 

TTTTATTACTTTCATAACGTATGCTATCCATC^^ 

TTTTGTTATTCCCTTTTTTTACTCAGTTAGATTt^ 

ATATTCTTCGAAGCTTTTATGAGTTAAATATTTTGTTGCW 

GAAAATAGTCGACGTCAGTCACCTCCAQGTTATTATGTAATTCGCT 

VLR311C, 115 aa (SEQ ID NO 284) 

MKLTKEKKNDCLVGVSYIPPLNFFTLTFLFLLRIEKVHLSLSLSLSLSLR 
FYYFHNVCYPSLFLFFCFVIPFFYSVRFILLYLHILRSETnEIiNILLLYGA 
ENSRRQSPPGYYVIR 

YMR107W, 848 bp, CDS: 501-848 (SEQ ID NO 309) 

AGAGCAGAAATGATGAAGGGTGTTAGCGCCGTCCACTGATGTGCCTGGTA 

GTCATGATTTACGTATAACTAACACATCATGAGGAOKKrGGCGTCACCCC 

AACGCAAAAGAGTGACTTCCCTGCGCTTTGCCAAAACCCCATACATCGCC 

ATCTGGCTCCTGGCAGGGCGGTTGATGGACATCAGCCGCCTCCCTTAATT 

GCTAAAGCCTCCACAAGGCACAATTAAGCAATATTTCGGGAAAGTACACC 

AGTCAGTTTGCGCraTTATGACTGGGTTCTAAGGTACTAGATC 

GTGGTGACAGAATCAGGGAGATAAGAGGGAGCAGGGTGGGGTAATGATGT 

GCGATAACAATCTTGCTTGGCTAATCACCCCCATATCTTGTAGTGAGTAT 

ATAAATAGGAGCCTCCCTTCCTATTGCAACTCCATAAAATTTTTO^^ 

AGCCACTTCTGTAACAAGATAAATAAAACCAACTAATCGAGATATCAAAT 

ATGGGTAGTTTTTGGGACGCATTCGCAGTATACGACAAGAAAAAGCACG^ 

AGATCCAAGTGTATATGGAGGAAACCATAACAACACAGGAGACAGTAAAA 

CGCAGGTTATGTTTTCGAAAGAGTACCGTCAACCTAGGACACATCAGCAA 

GAGAACTTGCAGAGCATGAGAAGATCTTCCATAG6ATCACAGGACAGTTC 

CGATGTTGAGGACGTTAAGGAAGGGAGATTACCCGCAGAAGTAGAAATAC 

CAAAGAATGTTGACATCTCTAACATGTCGCAAGGTGAGTTTTTAAGAC^ 

TACGAAAGTTT6AGGAGGGGGGAACCCGACAATAAAGTAAATAGATAA 

YMR107W, 115 aa (SEQ ID NO 310) 

MGSFWDAFAVYDKKKHADPSVY(3GNHNNTGDSKTQVMFSKEYRQPRTHQQ 
ENLQSMRRSSIGSQDSSDVEOVKEGRIiPAEVEIPKNVDISNMSQGEFLRL 
YESLRRGEPDNKVNR 

YKL066W, 944 bp, CDS: 501-944 (SEQ ID NO 243) 

GAAAAACATCTCATAAATCATCCCroGAAAAATGTCTAGTCAAACAGAAA 

GAACTTTTATTGCGGTAAAACCAGATGGTGTCCAGAG(KKKrro 

CAAATTCTATCTCGTTTTGAAAAAAAAGGTTACAAACTAGTTGCTATTAA 

ATTAGTTAAAGCGGATGATAAATTACTAGAGCAACATTAC(3CAGAGCATG 

TTGGTAAACCATTTTTCCCAAAGATGGTATCCTTTATGAAGTC^ 

ATTTTGGCCACGGTCTGGGA(»(;GAAAAGAT<nX3(3TTAGAC/^ 

tattctt<mtgctactaatcctttcxxx:a£3tgca(x:ag(3^ 
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GTGATTTCGGTATTGACCTAGGCAGAAAOGTCT^^ 

GTTGATAGCGCTGAACGTGAAATCAATTTGTO 

AGTTGATTGGGAATCTAATCAAGCTAAGTGGATTTATC 

ATGGCATGGGAGGGTACATATGAGOGCCTTTTT^^ 

CTCATATCATGTTCCCTCACTAGCTAATAATATAATGAATTTTTTAG 

gagcjv(x;attatataaaaaaaataccacttatgttgctaccc^ 

gaatttataatacttaatgacgcttcaatgacgcctgatgt^ 

ttggctcccagtgaaattgccacacttccttctt^^ 

gtatcatcgaaaaatacaagttggcaaaggtctattacaat(x;cx3gaaot 

tacgatgttcatacggtttcagcgaatagtcttgtaatatccggaagcat 

gcctaccggcattattataggtagttcatcgcccttggactatgtagggg 

tacaagtaaataggcaacttgaaatggatctcxxn^attg^ 

YKL066W, 147 aa (SEQ ID NO 244) 
MAWEGTYERLFFlJUiGSSYHVPSLANNIMNFLEGARLYKKNT^^ 
EFIILITOASMTPDVKCFmPVKLPHFLLLSELYSIIEiOTaiAKVT^^ 
YDVHTVSANSLVISGSMPTGIIIGSSSPLDYVGVQVNRQLEMDLPIE 

YML053C, 1139 bp, CDS: 501-1139 (SEQ ID NO 295) 

GAGGCGACACCTGCTAATGTTTACAATTTTCCCGATT^^ 

CATACAGTGGGCTACATGGCACAGCACGGCAGTGCAGAGTGAGAAAATAT 

GACTTCACGCTCGAGGCGAGGCCACGCTTTCGAAGCTTCGAATGCCACTA 

CCTAGACCATTGCTGTTTTCTACCTTCAOGGTCC^ 

CTTAATGCAAGATTGCCATATCCGTTGTCATQGTACCAAACAGGGTAAT^ 

ATTTCTAGAAATCATGATACACGTATGACATCTGGGTAACCTA^ 

TGGGTAACCGATTTTTCTOTCCCTTT^ 

CTTTATTATTTTirrTTATATTTTTCATTTTGAC 

AAGAATACAATAGGACTGCGACAGAAACAGATAAGGGCTCTTTTTTCT^ 

GGGTTGGCTGCTTTTATTCATTAATTTAAGACTCAAGTGT^ 

ATGCTCTCATACtATGAACACAATACTGCGTTCCAAACAAACAATTGCAA 

TTCCGGTAGCAATGCCGCCACTACATACAACAGCGACGCCAATAATGATA 

CGATCATGAATAAAAGAAAAAATGACCATTTCGAGTTTGATACACAC^ 

TTCTACCAAAGATCGAAGAGAACAAAACXyuyiTTCT^ 

TTCGGTCGGTTCCGGGTGTGCTAATCTTAATAACAACAACAACAACATCA 

TCATCAACAACAACAACAACAACAATAATAATAATAATAACCATAATCAT 

AATAACAGCAATAATACTGCAACCTACAATAATATTCATTATAAAAAAAA 

TATCGAAATATGTCCCCTGAAACCGGTTAGTATGCACXIACACTATGAACA 

GCCGCTTACTGAACGAATCTGAATTOTATTCTGAAACAGAAGAGTACATG 

ATTCATGGTTATTTCGGTAACACTAATCGOGACaVTAACAGGCACG 

TACTGGAAGTGCTAGTATTATACAACACCyvGTATCATCTTCTACCATCCC 

AAAGTATAATTGCATCACAAGCACCCGGTACTGCCATGGCCGCGTTGACT 

AACAACAATATCGCTAACGATTACATGGATATAGATTAA 

YML053C, 212 aa (SEQ ID NO 296) 

MLSYYEHNTAFQTIWCIJSGSNAATTYNSDANNDTIMNKRKNDHF 

FYQRSKRTKIU:)SVSTKFSVGSGCANIJ«<]NNNNIIINNNNNI^^ 

NNSNNTATYNNIHinaajIEICPLKPVSMHHTMNSRLIiNESEFYSETEEYM 

IHGYFGNTNRDITGTSPTGSASIIQHQYHLLPSQSIIASQAPGTAMAALT 

NNNIANDYMDID 

Y0R121C. 806 bp, CDS: 501-806 (SEQ ID NO 355) 

GGTGACGCTGTTTGGGCTACTTCTGGTGGCCTATCTTTGCAACCAAAC^ 

AATTGGTGAAATTGTTCAAGGCTTCGACAATCCAGCTGGTTTGCAi^ 

ATGGTTTGCATATTCAAGGCCAAAAGTTCATGTTGTTX^ 

AGAAGTATCTACGGTAGACATGATGCTGA(3G(m5TT<nTrGTGTAAGAAC 

TAAGCAAACCGTTATTATTGCTCATTATCCACCAACCGTACAAGCCGGTG 



wo 02/064766 



PCT/EPOl/15398 



64/251 

TACTAATTTATGCAGGTAAAGTTTTCTTGCXrrTAT^^ 
GCATCTGCGGGATTTCGCTTCCTATTOT 

CTAATTATCACTGTAAAAGGCGCACTTTTTATATGTACTCAC^^ 

TTTAACATATTTACX3AAACAGTCTTAAGAATATCGACAT^^ 

ATGTTTAATTTATGTAGATATTACAATGATACGAGAAACACGC^^ 

ATTACTTGAATACITCGAAAGGAGACXmTTTOT 

TCGCCCTTTTCCTTCX3ATAT(^ 

CAAAGTAAATATTTTCCTCTTOSTTTTGATTO^ 

TTGGCAAGACAACATAACCTCTTTGGACGTGCCAGCTAATAACAACGTC 

CCGGGTTGAACGTTATTTTTCTTCGCAATTTCAAGGATAACCTC 

CAATAG 

Y0R121C, 101 aa (SEQ ID NO 356) 

MTOLSTYYNHTR^rIXiKQLLEYFERRPIWMYNPFFALFLRyVIDSFKVL^ 

QSKVT'PVRFDSIGIHRFWQDNITSLDVPANNNVSGI-NVIFLRNFro 

Q 

Y0L106W, 854 bp, CDS: 501-854 (SEQ ID NO 341) 

ATATGGTTTCATCATTTTGCrcAA 

TGCCAGlTCGTCGTACmXSAGGTTTTTCCAGAAAC^^ 

GTCCCrcTTTGCCAACAACTAATTCrCAAGGT^ 

GGCGATGCATCTGATACTTTTCAATTGATTTACTTCT^^ 

TAAGCCGATTTTGAGGCCGATTTTCAATTTCA^^ 

TAAAATTTAAAGTCATTAAACCTTTTCATGATATO 

AACACCATCGCAGAAAGTAGAGGCXKICAAAAAAATTATGACTGTAGAAGA 

AAGACGAAGACAGTTAGCTTTACAAGTTTTGGAAGAGCGTATGGT^^ 

CTTGATATATGGATCTATATAACTTGAAATATGCTCTATTAT^ 

TTAATGACGGCTGTTGGCATTTCGGTCTTTACCAAGGTAGTAC^ 

ATGCTGAATGTGCGCCAGTACTATCGAACCATAGAAACCCATATATTCCC 

CAATATTAATAATTCTACTGAGAAATGGGTGAATTTTGAAATAATTGTTG 

GGATTCCATCGTTGATAAAGGCTATAATATTAGGTATACAGAATGTACTA 

GAAGTTerCCTCGATGATATAGGAATCCCCATAATGGAATCTATAT^ 

ATGTACCAATATTACGATTATTCCTCATTCCATTTCATATGTTTCATTAT 

CCTATTACATTATCGATCOTTGCATTTCAGCTTCCTCTAACTO 

AGCTTCTATAATAACTTATGTCACTATCTAACACCGTATATGATAATATA 

TTGA 

VOL106W. 117 aa (SEQ ID NO 342) 

MLNVRQYYRTIETHIFPNINNSTEKWVNFEIIVGIPSLIKAIIUSIQNVL 
EVLLDDIGIPIMESIFLCTNITIIPHSISYVSLSYYIIDPCISASSNFGD 
SFYNNLCHYLTPYMIIY 



>YAL003W, 1487 bp, exonl: 501-580. intronl: 581-946, exon2: 
947-1487 (SEQ ID NO 17) 

CCGATGGAACGTTCTGGAAAAAGAAGAATAATTTAATTACTTTCTCAACTAAAATCTGGA 

gaaaaaacgcaaatgacagcttctaaacgttcc(;tgtgctttc 
aaagtttacaacaatcc:acaagaacgaaaat(3(x:<5ttgacaatgatga 



caaggaaattttttttctta(x;<k:tcagaacctgc^ 

aagcacyvacgtaacaatttcmixsacaaccgagcctttc 

cgcctctaaataaatagtttaaggttatctacccactatatttagttc^ 

ttccttctactctttatctttttacctcatgct^^ 

ac(x3aatatata(acacataat(xk:atc(yvc0cyitttctc 

AATTAAACGCTTCTTTGCK:TGACAAGTCATACATTGAA(3GGTATGT^ 
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CTTTATAGATCGTTCTTTTTCTTTCTT^ 

GTTAACTAATAATGATTACTTTTTTTOGCTTAT^^ ^ 

CXSTGTTTATGATGGGAAGTAAGACCCCCGATATG^^ 

TCACAGTATCTGAaSATAGCACAGAGCAGACTATCATTATTAGTTATCre 

TTCCTTTTTTGTTCAAAAAAAGAAAGACAGAGTCT 

TCTCATTACTAACAAGCAAAATGTTTTGTTTCTC^^ 

AAGCTGACGTCACTGTCTTCAAGGCTTTCCAATCTG<^ 

TCAACCACATCGCTTCCAAGGCCGATGAATTOGACTCTT^ 

CTGCCGAAGAAGAAGAAGATGACX3ATGTC3GATTTATTC^^ 

ACGCTGAAGCTGAAAAGTTGAAGGCTGAAAGAATTGCCGCATACAACGCTAAGA^ 

CTAAGCCAGCTAAGCCAGCTGCTAAGTCCATTGTCACTCTAGATC 

ATGAAACCAATTTGGAAGAAATGGTTGCTAAOTTCAAGGCXrATC 

CCTGGGGTGCTCACCAATTTATCCCAATTGGTTTCGGTATCA^ 

GTGTTGTCGAAGATGACAAGGTTTCCnTCGATGACT^ 

AAGACCACXSTCCAATCTACCGATATTGCKMrrATGCAAAAAOT 

>YAL003W, 206 aa (SEQ ID NO 18) 

MASTDFSKIETLKQLNASIADKiSYIEGTAVSQADVTV^KAFQSAYPEFSRWFNHIASK^ 
EFDSFPAASAAAAEEEEDDDVDLFGSDDEBADAEAEKLKAERIAAYNAKKAAKPAKPAAK 
SIVTLDX^WDDETNLEEMVANVKAIEMBGLTWGAHQFIPIGFGIKK^ 
LDDLQQSIEEDBDHVQSTDIAAHQKL 

>YAL060W, 1649 bp, CDS: 501-1649 (SEQ ID NO 19) 

aaagactacgagaatcaataaacgaggctaaactgratcacacatgattgtc 

ctcacgttctcgtgttaatcccxx:ggtcttcttgttto 

gcattctcttgacagtgttttatatacatcatatgtacatttatc 

AGCAGTTTAACATCAAGCCGGATTTGCTCACX3CTAC^^ 

agagaagaaaccggtgttttcctatccttgcctat^^ 

ctgtttctcttgatatgataataggtggaaacxstagaaaaaaaaatcgacatataaaag 

ggggcagatacttcgtgtgacaatggccaattcaagccxitt^ 

ttctttcttaaaaagtcttagtacgattgaccaagtcaga 

a7vaaaaagttttaarraattatgagagctttgg<^^ 

tcactaatgatatccctaggccagaaat(x;aaaccgacgatgaggttato 

cttggtgtgggatttgtggctcggatcttcacgagtacttggat^ 

CTAAAGATGGAGAGTGCCATAAATTATCCAACGCKX^ 

agatgtcaggaattgtttccaaggttggt<xrraaagtc 

acgtggtcgttgatgctgccagcagttgtgcggacctgcattc 

tttacaattccaaaccatgtgatgcttgtcagaggggcagtgaaaatct 

CCGGTTTTGTAGGACTAGGTCTGATCAGTGGTGGCTI^^ 
AACATCACATTATCCCGGTTCCAAAGGAAATTCCTCTAGATGTGGCTC 

ctctttctgtcacctggcatgctgttaagatttctggtttcaaaa 

tggttcttggtgcaggtcccattgggttgtgtaccatt^^ 

ctagtaaaattgtagtgtctgaaattgcagagagaagaatagaaatxxsccaaga^ 

gcgttgaggtgttcaatcx:ctccaagcacggtcataaatctatagagatac^ 

tgaccaagagccatgatgggtttgawacagttatgattgttctggtat^ 

tcgaaacctctttgaaggcattaacattcaaggqgacagccaccaacattgcagtttc 

gtccaaaacctgtcccattccaaccaatggatgtgactctccaagagaam 

grrcgatcggctatgttgtcgaagccttcgaagaagttgttcgtgccatccacaacggag 

acatcgccatggaagattgtaagcaactaatcactggtaagcaaaggattg 

gggaaaagggattccaagagttgatggatcacaaggaatccaacgttaagat^ 

CGCCTAACAATCACGGTGAAATGAAGTAA 
>YAL060W, 382 aa (SEQ ID NO 20) 

MRALAYFKKGDIHFTNDIPRPEIQTDDEVIIDVSWCGICGSDLHEYLDGPIFMPKDGECH 

KLSNAALPLAMGHEMSGIVSKVGPKVTTKVKVGDHVVVDAASSCADLHa^HSKF^ 

DACQRGSENLCTHAGFVGLGVISGGFAEQVWSQHHIIPVPKEIPLDVAALVEPLSVTWH 
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AVKISGFKKGSSALVU5AGPIGLCTILVLKG{«5ASKIWSEIAERRIEMA^^ 
SKHGHKSIEILRGLTKSHDGFDYSYDCSGIQVTFOTSLKALTFKGTATO 
QPimVTLQEKVim3SIGYVVEAFEEVVRAIHNGD3JV^^ 
LMDHKESNVKILLTPNNHGEMK 

>YBL058W/ 1772 bp, CDS: 501-1772 (SEQ ID NO 23) 

TTATTTACATAGTGCCATTGAACACTTTTC^ 

TAACACACACACAAAAGAGTCTTGCAGGTTCTCT^ 

GTATATTTGGTATGGGCATCAOVGGGACATGTTGGAGC^^ 

AACTAAAGCAACGTCTGGAAAGGCGTGCCAACAACGAATTTC 

TGGATAAAAGAAGCCAGCAAGTAGTGGACAGCTTAGTTAAGACACACAATTCATCTCTTT 

GTAAATAGTGTTATACCATAGTAGTAGTTTCAATAATATATTCCACTACTTATATC 

ACCCGCATTAGAACTCTTATTGGTGGCGAAAATOSATGGCAA 

TAATAGTTGTATGCTTAACATATTTCGATTTAAATATATAAGAAACGTCOT 

AATTAACTCATTATTTAGGTATGGaSGAAATACCTGATCAAAC^^ 

CATTGACCAATGTGTCGCTVTAACATAGCCGTTCAATATCTC^ 

ATGAAGCACTAAATTCCTATTATGCTTCTCAAACGGATGACCAAAAGGAT^ 

AAGCACATTGGAACAGACAGCAGGAGAAGGCCCTOUIGCAAGAAGCCTT 

CTTCGAATAAAGCCATAAATACGGAGCACGTTGGTGGGTTATGTCCAAAAC^ 

CACAAGGTAGCAACGAGTACTTGAAAAGGAAAGGTTCTACCTCTCCTGAAC(^ 

GTAGTAGCCGCTCTGGAAGTGGTAACAACTCCAGGTTTATC 

GAGGTCAAGCTGATGATGA(X;ATGAAGATCAACCXy^AAATACTTT^ 

CATCCGGCTTAGAGGTTACAGATCCTTCAGATCCTAATTCATT 

AAAAAGCGAGAAGGGGTGGTCAAATGGGCXSKITGAAAAC^ 

ATGAAATGGGTGCCAATAGGTITACTGGAAGAGGTT^ 

CAGCAGATGAAGTTOTAGAAGACAACACTTCACAATCACAACGT^ 

CAAGAGAAACTACATTTTGGAAGGAAGGTTTTCAAGT^ 

ATGATGATCCTGCGAACAGTTTCTATTTGAGCGAGTTAAATCAAGGGAGGGCTCCATTAA 

AGCTCTTAGATGTGCAATTTGGACAAGAAGTTGAAGTTAATGTATATAAAAAAT^ 

AGTCTTATAAAGCTCCGACGAGAAAACTGGGCXSGTTTTTCAGGCaVG^ 

GATCTCCTATCCCGGGTGAATCGTCACCTGCGGAQGTTCCAAAGAATC 

CTCAGGAACAACCCATGCCGGACAATGAGayU^AACAAGGOjACACCTC 

GATACGCAAATGGCAAAAGAGAAGTTTTGCACroCAAT^ 

TGTATGAGaVTGTGACATCAAATGCGAACACTGACCX:ATTO 

ATGCCTTTCCTATCAAACCAATAAGCAACGATGAGACaU^CATTGAAC^ 

TGAACTCCGTTGTCGTGCAAAGATGGGCATGA 

>YBL058W, 423 aa (SEQ ID NO 24) 

MAEIPDETIQQFMALTNVSHNIAVQYLSEFGDLNEAIJJSYYASQTDDQKDRREEAHWN^ 

QEKALKQEAFSTNSSNKAIOTEHVGGLCPKPGSSQGSNEYLKRKGSTSPEPTKGSSRSGS 

G^WSI^MSFSDMVRGQADDDDEDQPIm*FAGGETSGLE\^roPSDPNSLLKDLLEKARRG 

QMGAENGFRDDEDHEMGANRFTGRGFRIXSSTIDAADEVVEDNTSQSQRRPEICVrrREIT™ 

KEGFQVADGPLYRYDDPANSFYLSELNQGWVPLKLLDVQFGQEVEVNVYKKLDESYK^ 

RKLGGFSGQGQRLGSPIPGESSPAEVPKNETPAAQEQPMPDNEPKQGDTSIQIRYANGKR 

EVLHCNSTDTVKFLYEHWSNANTDPSRNFTLNYAFPIKPISNDETTLKDJ^ 

RWA 

>YBR039W, 1436 bp, CDS: 501-1436 (SEQ ID NO 41) 
TTGAGATTTTCCAAGTAGTAACTCATCTTTCTXSAGTGTGCrrATCA/^ 
GAATAAACTCTTGTTATTACGTATTCTTCATOCTTAT^^ 

TACATTTTCTAGACGTCGAAACGTAGAGCAATTGTCGATAAAACAAAAAAAAAGTAAGAA 
GATATATGAATAGGACGTGTCGCTAGAACTA(5TAAGTATATGATGGAGATATAATAAGTG 
AATTATTCGATATTTAATGAACGTTCTCATTTATT^ 

GAGAACCAATGAGCGGCGAGTAACTACGCGAGGAACCCGGACCGCAATAACGATTAAAGA 
AGGCCCGGAAGGGAGATGCTTAAATGATTATCACTCAGTTAAAAAAGACAAATAAGAAAC 
TATTGAGACTGAACCGTTTTGGTTAATTTCAG(3T«3AAACA^ 
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cattattttatttagtagtcatgttgtcaagaa^^ 

taatgtgccacx:aagcgcaagtgggtattctttataagacta^^ 

ctactttgaaagaagtggaaatgcxmtcaaatct 

aaactatgaagattcttgcatctacaagattgagtaaag^ 

caaagaagatggatgaagcagagcagttgttttaavagaacgccgaa^ 

atgttgaggctactgaaacaggtgctcctaaagagttgat^ 

aggggttgtgtggttctatccactctcaattqgctaaagc^^ 

atcaaccaaacgccgatatagtcactattggtgataaaattaaaatgcagctattc 

cccatcctaacaacattaaattgtctattaatggaattggtaaagatgccccaactto 

aagaatctgctttgattgccgataagttattgagtgtcatg;^ 

agatttccattttctacaatgacccagtgtcttccct 

CGATCTTTAACGCCAAGACCATTGAACAATCCCCATOIT^^ 

CGGACGCAAACGTTCCAAGAGATTTGTTTGAATATACTT^^ 

CAATGGCTCAAGGTTATGCIXXnXSAAATTTCCGra 

CCAAGAATGCCGGTGATATGATC^TCGTTACTCTAT^^ 

CTGTCATTACTAATGAACTGGTTGATATTATTACTGGTCC^^ 

>YBR039W, 311 aa (SEQ ID NO 42) 

MLSRIVSNNATRSVMCHQAQVGILYierNPVRTYATLKEVEMIU^KSIKNIEKI^ 

STRLSKAEKAKISAKKMDEAEQLFYKNAETKNLDVEATETC 

HSQLAKAVRRHLNDQPNADI^IGDKIKMQLLRTHPNNIKLSINGrGro 

DKLLSVMKAGTYPKISIFYNDPVSSLSFEPSEKPIFWAKTIBQSPSFGKFEIDTDANVPR 

DLFEYTIJU^QMLTAMAQGYAABISARRNAMDNASKNAGDMINRYSILYNRTRQAVITNEIi 

VDIITGASSLG 

>YBR062C, 848 bp, CDS: 501-848 (SEQ ID NO 45) 

CCATTTTGGTGACCAACTCTCCTACCCGAATTACTGTGATGATATATACTC^^ 

TAGTAATGGCTTCATTTTGCCTAAGTTGGTCAAAATTC 

CCGAGGAGCGCTCAGTTCGTTATAATACCAGTTTTGCCACTCCTAAACTACTAAAGA^ 

AATAGAAAGATATATTCATCAAACATAATCACAATCAAAAAAATGTCTACATATGAAGGT 

ATGTAATGATATATTATGAAGTAAGTTCCCCAAAGCCAATTAACTAACCGAATTTT 

TGCACTCATCATTAGATTAGAGGAACATGGAATACAACAAAACTCAAGGGATTACCAAGA 

AGTAGGAGGAACTTCACAGGAGGAGCAGAGAAGACAGGTCAAGATCCCAACTGCAAGGTC 

TATTTCAAAACTTTGGTAACACCA6TCGTGAGGGTO 

TTTTACGATTATTATCGCAAATGCTTCCAGAATCAOT 

TGGATAAAGGCAAGAGTGCGGGCTGTCCTGATACTTTTGCAGCC^^ 

ATAAAAAAAAGCTCAAAGCAACTGACAACTGCTCCATTTGTTA^^ 

ATGAGTACCCCTTAGTAGTTCAATTACCTCATTGCCATCATAAGTTCGAC 

TGTCTGTCTGGCTATCTCXJAAGTACAACATCTOCAT^^ 

ACCGAATCATTAATGAGATTGATACAACTGAAGCAGAACTGGAAGAAGAT^^ 

ACGGTTAA 

>YBR062C, 115 aa (SEQ ID NO 46) 

MLPESI^EEWLQEMDKGKSAGCPDTFAASLPRINKKKLKATDNCSICYTNYLEDEYPLW 
ELPHCHHKFDLECLSVWLSRSTTCPLCRDNVM6HRIINEIDTTEAELEEDWGMYG 

>YBR101C, 1373 bp, CDS: 501-1373 (SEQ ID NO 49) 

AATGATGAAATGTTATCCCCAGGGTCCATTAAGTCATCCAGAAAACAGATAGATGGATTC 

AAGGCCGTAGGTTTGGATTTTGTCTACAAATTGGACGAGTCT 

AAAATTCGCTAAACAAGATCACAGAAAATAAACCrrcACTTCAATATATATGATGTGTAGG 

TAGGGTATATACTTATACCACTGCTGTCGACAGTGTACn'AACCTATTTCCTATTTTGTAG 

GTAAGCTTTTCAGCTACTGGTTGGTCAAGTTGGGCCXrTATTAAGGTTGTAATC 

TCGTTTGAAATGATATACCTCTTGGACTGGAATCTTCTG^ 

AAGAGGAAGGCATCTCGCGCTGACAGAAATTTCXriTATAAACCACKZGAT^ 

AAAAGAGCACnCATCGTCAGTCAGAAAGCCATTACCrrTTCAACGAAAGACn^AAAATAG^ 

AAAAAAACACATACATAACTATGGAAAAC3<n'ATTACAGTGGTCTATT(X:GAATTCTCAAG 
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GGGACAAAGAAGCTATGGerAGGGO^GGCCAACClX^^ 

TCGGTGGTGGTGGTCCTGACXSATCXAACX^ . 

ATCCGGAGGTTGACTTAGAAACAAAACTCGTTG» 

AGAACTTAGATAATGCTAATAATATCGAAAATTTAAAACTGTGG^ 

TTCTTGTTCAGACGAAGGATGAAGAACTACGTGCTGCTGCT^ 

CTGTGCAAAACAACOTGGATTCX^CAAAATAATTTCATGA^ 

GCCTTATCGAAATAGCTAGTGACAAGACAAAGCCACTaaka^ 

ACGCACTATCTAATCTAATAAGAAACCACAAAGATATCTCAGAAAAGTTTT^^ 

atgggctcgactgcatagcacctgtattaagtgataacaccxxx::aa^ 

TGAGAGCCATTGCCTTATTGACaX:ATATTTGTCATC^ 

TCAGTGTGCTGAGAAAGGATGGAGTAATTGAAAGTACGATTGAGTGCTTGT^^ 

GTAACTTGAACATCATAGATAGAGTTCKmrrTTTCTX^ 

TAAAATTTAATGAACAGGAATTGCACAAATTGAACGAAGGTTACAAACAT^^ 

TAAAGGACAGACOTAATGAAGACGATTATTTAGCXXSTAAAGTATGTATTATC 

>yBR101C, 290 aa (SEQ ID NO 50) 

MEKLLQWSIANSQGDKEAMARAGQPDPKLLQQLFGGGGPDDPTIiMKESMAVIMNPEVDLE 

TKLVAFDNFEMLIENLDNAmiIENLKLWEPLIJ)VLVQTKDEELRAAALSIIGTAVQN^ 

SQIWFMKYDNGLRSLIEIASDKTKPLDVRTKAPYALSNLIRNHTOISEKF 

PVLSDNTAKPKLKMIUVIALLTAYLSSVKIDENIISVLiaaXJVIESTIECLSDE 

RVLSFLSHLISSGIKFNEQEIiHKLNEGYKHIEPLia)RLNEDDYI^^ 

>YBR139W, 2027 bp, CDS: 501-2027 (SEQ ID NO 55) 

GGAGGAGTCAAGGGCCTGGAAAGTACGGATCCTGTAGAAATATCACTGGCAATTATACTC 

AGTTTATTGTTGGTCTTGCTATTCATATTTGAGCT^^ 

GAGTTTGTGTCTACTGACTCCAACACCCTAGGCTOGAT^^ 

TTTTAACCTTTTAATTAGTGGTTGGATCAAGTTTTCGAGA 

TTGGATAAATAGTTTTTGACTCGTTTAGTATAATCX^TT^^ 

CTCTAAGATGTTCTTGTTTACAATGTGAGCGATTTAGGAAATTTCCTAi^^ 

GCGGCGCTAGCATTCTACGAAAGGTGAGATAACGCTTOSTTATCGAAAAATGTCAGG^ 

CAGGGGTTATATAAGAACGAAAATTGTCATCCTGCATTTT^^ 

AAAAGTGATACOJACATACAATGAAGTATCTAAACTTAGTTTTCGTGC^^ 

TTAGCATCAAATAOKZCTCATTCGGCCXSAGCCTTTTCT^^ 

TTGCCAATTTGGATAAACAGCrAAAGCTTCCAC»^^ 

ACCGTTTGAATCACGATGATCCGCTGTTTACAACTTTT 

ACAGTTTGAGACTTAGAACAGTAGATCCTTCTAAACTAGGAATTGACACCGTAAAAC^ 
GGTCGGGTTACATGGACTATAAGGATTCCAAACACTTTTl^ 
GGAACGATCCTGCTAACGACCCAATTATTCTTTGGTTAAATGGTGGACCl^ 
CGTTTACTGGGTTGCTATTTGAACTAGGCCCCTCATO 

TCCACAATCCCTATTCTTGGAATAATAACGCTTCAATGATCTTCTTAGAACAG^ 

GAGTCGGCTTTTCCTATGGTGATGAAAAAGTCTCCTCTACAAAATTAGCAGGC 

CGTACATTTTCCTGGAATTGTTTTTTGAAGC^^ 

ACATTGCAGGCGAATCCTATGCAGGACATTATATCCCrCAAATTGCACATGAGATCGT^ 

TCAAGAACCCTGAAAGAACGTTCAATTTAACTTCAGTTATGATTGGTAAT^ 

ACCCTTTGATTCAAGCAGATTATTATGAACCAATGGCATGCGGGAAAGGGGGCT 

CTGTTCTCTCATCAGAAGAATGTGAGAAAATGAGTAAAGCTGCAGGTCGTTGTCGTA 

TGAACAAGTTATGTTATGCTTCTAAATCAAGTTTACCAT^ 

GTGACTCTGCACTTTTGGAACCGTACATTAACACAGGACTCAACGTCTATGACATO^ 

GGCCCTGTGAAGATAATAGTACTGATGGTATGTGTTATACAGGTCTCCGCTATGTCGACC 

AGTATATGAATTTTCCTGAAGTTCAAGAAACGCTAGGGTrc 

GCTGTGATAATGACGTGTTCACCGGATTTTTGTTTAOXS^ 

AACAATATATTGCTGAATTATTAAATCACAACATTaiQGTATTAATATAT^^ 

AGGATTATATTTGTAATTGGCTGGGAAACCATGCTTG<nX^ 

ATAAACGTAGGTATCAGAGAAGGATGTTAAGACCATGGGTCAGTAAAGAAACAGGTGAAG 

AGTTGGGACAAGTCAAGAACTATGGCCCnymZACCTT^^ 

ATATGGTGCCCTATGATCAACCGGAGGCAAGTTTGGAAATGGTCAACAGTT^ 
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GTAATCGTGCWTTTCGGATCTTTCCACCri^i^^ 
>YBR139W, 508 aa (SEQ ID NO 56) 

MKYLNLVFVLQLLISIKYASFGRAFSLFEDDTPFANIiDKQLKLPQNT^ 

PLFTTFISSVDTDYSLIUiRTVDPSKLGIDTVKQWSGYMDyKDSKHFFYWFF^ 

PIILWLNGGPGCSSFTGLLFELGPSSIGADMKPIHNPYSWNNNASMIFLEQPLGVGFSYG 

DEKVSSTKLAGKDAYIFLELFPEAFPHLRSNDFHrAGESYAGHYTPQIAHBIVVKNPERT 

FNLTSVMIGNGITDPLIQADYYEPMACGKGGYHPVLSSEECEKMSKAAGRCRIUmiXnrA 

SKSSLPCIVATAYCDSALLEPYIin^LNVYDIRGPCEDNSTIXMCYTGLR^^ 

VQETLGSDVHNYSGCDNDVFTGFLFTGDGSKPFQQYIAELLNHNIPVLCT 

LGimAWSNELEKimRRYQRRMLRPWSKETGEELGQVKNYGPFTFLR^ 

PEASLEMVNSWISGNRAFSDLSTLENAS 

>YCL052C, 1751 bp, CDS: 501--1751 (SEQ ID NO 67) 

TGCACATGTTGAGTATGCGTATTQGGCATTTTCXrPATTC^ 

TGCCGAGGGTTCAGAATGCTCTTTTAGAAATAAAAATGAATGTAAATAGT^^ 

CTTTAAGTAGACAAATGCAGGTAAGTTTTAGTGGCCTI^^ 

AGTGCAAAACACGAAAAGAGCTXXXrAATCTTTGAACAC^ 

CACGTAGAAGGGGATAACTAAAACCTTGTCGTGCAAGAGTATTGGAGGAC^ 

CAGAACTTTGCCTT(nT'AACTCTTGTTTATG^ 

AGATGATTATTTTTTTTTTCCTAAAAAAAGTl^^ 

AAGATC/UVATAATGGAAACGCTAATCATAATCAAATCGGGAGGAGAATAAACG^ 

TGTGCGTTTCTAGCTCAGTAATGGTGACAAGACATAGAGTGACTGTAC^ 

CTGAGGATATCGGTAATCATATGCGCCAAAATGACyiCTCATTTGACTC 

CTGGTGTGGTTTTACAACAAAGGTGGCTATTAGA6AGGACTGGAAGCTTGGA 

TTACGAGAATCACITCGAGGCCCAGAGCGGACITOGCTAGAAGT^ 

ATGAACTGAGTGCTGGCTTTTCAGTTTACTCAAATTCTTC 

TTACTAACCCAGTCTACAATTCATTTCACAGTGAGAAGTTTGACATAGAGCAGTACTTC 

CTCCCGAAGTAGATTTGAATCTGTCATGGAATCCAGAAGATTTTACATATGATATATCAG 

TGGAGCCCACACAAATCCAAATTGTTGAATATCGTCTGTTGAAACAG 

CAATTGCAAGAGTGAAAGATGAGAAACTCX3AAGTAGGTGTATTCTTTGTGGATG 

ATGAAAGTGATGTCGATATTGGTGGAATACGTTGTAATTGGAGGATGGACGAT^ 

TGGAAAGATGTCAGAAAACATCCTTATTGTATAAACAGGGCCATATCGCATACAATCACT 

CGACGACTACGACATCACTATATCTGAATGAACCTATOGGTTTGC^ 

TTGATCTCACAGATTTCGAAGAACGCCCTAAATGCATGTATCTAATGCA^ 

OGTTAGAATTATTTATCGATAAATTCCAATCCrCTCCCre 

ACTTAGAATTACCAGAATACTCTCTTCGAGATAAGGCATGGGGTTCTGA^ 

aattgaaagccggcacaatgaatgaagtgacattgcatactagatatattgagccto 

ataataaaggggataaattagaagtttcatttgatccagaagttatatta^ 

caggtgacaataaagtttcccgtaatcx:attttataaaaaaggtctaggatatc 

tctttacagacgatactacattccgccatttgaactcgacaactc^^ 

caaggcctgacacaaaggattaltccaagatcaaaaaa!^^ 

tctccatcatatacattttctccaaggtatttggtaacaac^ 

AACGGGAATAA 

>YCL052C, 416 aa (SEQ ID NO 68) 

rWTRHRVTVLYNAPEDIGNHMRQNDTHLTXmGGSGWLQQRWLLER^ 

PRADLARSLSVIENELSAGFSVYSNSSDVPERFITNPVYNSFHSEKFDIEQYLPPEVDLN 

LSWNPEDFTYDISVEPTQIQIVEYRLLKQGEEFTIARVKDEKLEVGVFFVDASDESDVDI 

GGIRCNWRMDDGKMERCQKTSLLYKQGHIAYNHSTTTTSLYIJIEPIGLHPKIM^ 

ERPKCMYLMHLQLPLELFIDKFQSSPLLLFGEDDLELPEYSLRDKAWGSESIFELKAGTM 

NEVTLHTRYIEPSNNKGDKLEVSFDPEVILACDTGDNKVSRNPFYKKGLGYESLFTDDTT 

FRHLNSTTLLVPIPRPDTKDYSKIKNGTLLCLLISIIYIFSKVFGNNKKia^SVKRE 

>YCR009C, 1298 bp, CDS: 501-1298 (SEQ ID NO 73) 
GTACAAAAATGATTACGAAAATATAGATGATGTAAGCAAGGTACGGTTATAAACAGTTAA 
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catataagtttacttcacttttttgctga 

ttacttcagaaaaiuvtaagatatatgtttxrrga^ 

gttgccacgaatatcatgtaattgaaaggcaacxsaa^^ 

tgtgattotacttgtcttttrcattgt 

gaatttttgttggctgaactgggcxsctgcaggqgc^ 

gaacaattatgagaatccgaattaaaagaaagggaaaacaaatttaa^ 

tgagagaagaaaaggaaacgctgtgatatagaaaactatacaaatarr 

cagaagaaagctgatacaagatgagttgggaaggttttaagaaagctatcaa^^ 

gtcacagtgtgataattaagaatgtcgacaagaccattgataaagagtatg^ 

aacgtcgttataaagttcttouuigagcaggtgaggcattaca 

tcttggactolttgagagcrgtgacagcatcacagactac^ 

acctctatgacgattcaaaatatgttgctggtggt^^ 

tgcaatgtgttcaagattttgatagcgaaactottaagauv^ 

aaaccgtactagatccaataacaaagttttcgacx;tatttc^^ 

taaaaaagagagatxy^taagaaacauvgacttcgatgctgogaag^ 

TAGTGGACAAACCTGCTAAAGATGCCTCTAAACTGCOUIGGGC^ 

TAGCTAAAGATATTTTCGAAAATCTTAATAACCAATTGAAAACrrc 

TTTCATTAAGAGTACCTTACTTTGACCCAAGTTTTG^^ 

GGTTCTGTACTGATGGTTACACTCXSTTTAGOGaVGATT^^ 

CAAGAGACGACTATGCaVATGQGTTATTAGACACTAAAATOGAAGAAC^^ 

TGACAAGCCTAGATATTTGTGCGCTCGGGATAAAATAA 

>YCR009C, 265 aa (SEQ ID NO 74) 

MSWEGFKKAINRAGHSVIIKNVDKTIDKEYDMEERRYKVnXiRAGE^ 

VTASQTTIAE\n:SNLYDDSKWAGGGYNVGNVYLQCVQDFDSEWKQLIX5 

TKFSTYFKEIEEAIKKRDHKKQDFDAAKAKVmRLVDKPAKDASKLPRAEKELSI^^ 

NI^QLKTELPQLVSLRVPYFDPSFEALIKIQLRFCTDGYTRI^QIQQYLDQQSRDDY^ 

GLLDTKIEELLGQMTSLDICALGIK 

>YCR010C, 1352 bp, CDS: 501-1352 (SEQ ID NO 75) 

GAGCTCCGTGGAATAGGCGAGCX3GCTGAGTGGTTCTCCAAGCTACGGTTTOT 

CCCCATGTGAGCAAGCCAAACAAGGGCCCTTAAAGGCGTGACTACAAAAAGGGGCGGGTT 

GGAAGGTCATCTGCAGCGAGATACGAAAAGATTTTTTQCCAGATTT^ 

ATTTCGGTATTGTTGGGGTAACAAACGTTGGGGAAGACTGCATTT^ 

TCGTTATCGCGGGTTGGGOGGCTATGGOGCCTTCTCCT^^ 

CACCAAGCTGTATATAAAGCACCTTGGTTGGATCGTATTTCCCTGAGAT^^ 

TTCATTTTATATATCGTCCAATAGCAATAACAATACAACAGAAACT 

ATAAGAAAAAGGCAAATAGTCGACAGCTAACACAGATATAACTAAACAACCACAAAACAA 

CTCATATACAAACAAATAATATGTCTGACAAGGAACAAAOGAGOSG^ 

AGAATGCACCAGCAGGATACTATAGTTCCCATGATAACXaCXJTTAAT^ 

ATGAACGTCCATCTCATGATTCGTTGGGCAAGATTTA(»CTGGAGGTC 

ATATCTATATTGGGCGTCAAAAGTTTTTGAAGAGCGACTOATACCAAG^ 

CCTTGAATCCAGGGTTAGCTCCTGCTCCAGTGCACAAATTTGCTAATCCT^^ 

GTCTTTCAGCCTTCGCGTTGACX5ACATTTOroCTG^^ 

GGATCACTGTTCCTAATGTTGTCGTOKJTTGTGCTATGTTTTATGGT^ 

TGATTGCTGGTATTTGGGAGATAGCTTTGGAAAATACTTTTGGTG 

CTTACGGTGGGTTTTGGTTGAGTTTCGCTXKIAAT^ 

AAGCTTACGAAGACAATGAATCTGATTTGAATAATGCTTTAGGAT^^ 

GGGCCATCTTTACGTTTGGTTTAACCGTTTGTACCATGAAATC 

TGTTGTTCTTCTTACTAGCATTAACTTTCCTACTGTTGT^ 

GACTTGGTGTCACAAGAGCTGGTGGTGTCCTGGGAGTTGTTGTTGCTTO 

ACAACGCATATGCAGGTGTTGCTACAAAGCAGAATTCATATGTACTGGCTCGTC^ 

CATTACCATCTACTCAAAGGGTAATCTTTTAA 

>YCR010C, 283 aa (SEQ ID NO 76) 

MSDKEQTSGNTDLENAPAGYYSSHDNDVNGVAEDERPSHDSLGKIYTGGDNNEYIYIGRQ 
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KFLKSDLYQAFGGTLNPGLIU?APVHKFANPAPW;LSAFALTTF\n[*SMFNARAQG 
WGCAl^GGLVQLIAGIWEIALENTFtXyTALCSYGGFWLSFAM ^ 
SDii^mALGFYLLGWAlETFGLTVCTMKSTV^ 
GGVLGVWAFIAWYNAYAGVATKQNSYVLARPPPLPSTERVIF 

>YCR021C, 1499 bp, CDSz 501-1499 (SEQ ID NO 79) 

ATCGAAAGCGTGCTTTGTAAGAATATTTGGTATGGCT/^^ 

ATCCCGATCCCGACTCTTATTCCGATCCCTTCCGCC^ 

CCAAATTAGCTCATCTTOSTTATTTCATCATCCCT^^ 

TTTCTAGCATCTCATCGAAAACTTTCCTCTCCCTAATT^ 

ATCAGTTAGAAAGTATAATATCAATCCCTTACCWilTOACAAGTTG 

AATCATATATAAGTCTGTGAGAGTCTTCAATTATTTAGTOTAACACCTAT^ 

ATCTTGTTTCTTGTTTTTACATTC^^ 

TTATTATTTATAATTACAAAAACAAAACAACAACmTCAGAC^^ 
CTAAAAACAACAAATTTOW^ATGAACGATACGCTATCAAGC^^ 
CTTTAGGGCTTAATCCACCACATGGCCTGGATATGCACATTACCAAGAGAG^ 
GGTTATGGGCAGTGTTTGCAGTCnTTGGCT^ 

TCATTGCGGAGAACAAGGGCTCCAGATTGACTAGATATGCCTTAGCT^ 
TCACTTTCTTTGAATTTTTTGCTOTC^^ 

TTCAAGCTGAATTTAACCACGTCAAGGTTAGCAAGTCTATCACAGGTC 

TTAGACAAATCTTTTACTCGAAATATATTGCCTGGTT^^ 

TTTTAATCGAGTTAGCCGCTAGTACTACTGGTGAGAATGACGACATTTCCX^^ 

TGGTACATTCGCTGTTAATTCAAATCGT^^ 

TTGGTTCATTGATCAAGTCCACCTACAAGTGGQGTTATTACAC^ 

TGTTGGTTACCCAAGGTGTGATATGCCAAO^TCAATTC^^ 

TCAATGCACTTATGCTGTGTACCTGCATGGTAATCGTTI^ 

GTCTAAGTGATGGTGGTAACCGTATTCAACOIIGACXSGT^ 

TGGATTTATGTGTATTTGCaiTTTATCCATGTTA 

GCAAATTGCCAAGGCTATCTTTGACAGGAGGATTCTCTCAT^ 

TGGAAGATGCGGCTCCTGAAACAAAAGAAGCTGTTCCAGAGAGCCCAAGAGCATCT^ 
AGACTGCAATCCACGAACCCGAACCTGAAGCAGAGCAAGCTGTCGAAGATACTG^ 

>YCR021C. 332 aa (SEQ ID NO 80) 
MNOTLSSFU^IU^IEALGLNPPHGLDMHITKIU^ 

SRLTRYAIJVPAFLITFFEFFAFFTYASDIXaraSVQAEFNHVKVSKSITGEW 

KYIAWFLSWPCLLFLIEIJUVSTTGENDDISAU)KVHSLLIQIVGTLFWVVSLLVGSL 

TYKWGYYTIGAVAMLVTQG\n:CQRQFFNLKTRGFNAIMiCTCt^^ 

RIQPDGEAIFYGVLDLCrVFAIYPCYLLIAVSRDGKLPRLSLTGGFSHHHATODVEDAAPE 
TKEAVPESPRASGBTAIHEPEPEAEQAVEDTA 

>YDR073W, 1010 bp, CDS: 501-1010 (SEQ ID NO 91) 

GTTAGCTTGCCTTGCATTTCCCCATGCGTCrrCGAATAGGAATTAT^ 

GGCATTTACGAGTAACCAAGGATAACCCCGCTGTOCGTCAAACCACCCT^^ 

TCTTCAAGGCCAGT(X:AAACGCGAATAAACATATCrA(XX:TATATATAGAT^ 

CTCAAGCCAACAGAAGTAGATAAAGCAGCCAGGAGGGTAGAGAGTGTTCAAATTATAGCA 

AGCCTTCTTCTACCTGTTTTTTTTTGATGATT^^ 

GCAAATTTTTTTTCCrrTTTTTCTCCT 

TAAAAGCATATTACGTGCKXSTCGTAGTAAGATTGCCGTTTATGATACCCTCT 

CTCAGAGCGCATCACGATCGGGAGTGTAAATTCAATGTGCATATAAGCAAJ^ 

TTTCCTTTTTTCCCAGAAAAATGAGCAGTGAAATTGCCTAC^ 

CTGAAAACGAGAACCGCAATA(rrGGCGCT<5GCX^AGATGTAAATACA 

ATGCAAATGCAACTGCAAATGCAACTGCAAATGCAACrKXTAAATGCAACT^ 

ACCTCCCCACGGTCGATGAGCAAAGACAGTATAAGGTACAACTCXTTATTGCATATCAACA 

GCATATTACTTGCTAGAGTTATTCAGATGAATAATAGTTTACAAAACAATCTACAGA^ 

ATATAAATAATAGCAATAACAATAACATCATCAGGATACAGCAACTTATATCrrcAG 

ttaaaagggttcatgccaatcttcaatg(:atatctcagataaaccaaggagt^ 
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C«AAACCACIX5ATCerCACGCCTCCTCAGCT 
TTCTTTCTAAACTCTATCTTCT^^ 

>YDR073W. 169 aa (SEQ ID NO 92) 

MSSEIAYSNT^^IOTENENImTGAG\roVNTOANANANATANATANATW 

QRQYKVQLLLHINSILLARVIQMNNSLQNNLQNNINNSNN^^ 

LQCISQINQGVPSAKPLILTPPQIJWQCKJPPQDILSKLYLLIjmVPEIW 

>YDR178W, 1046 bp, CDS: 501-1046 (SEQ ID NO 105) 
ACGATTAGGCGTCAAGTCCTTAGACCCCAATGACAACAAC^^ 

GGAATTGTTGAAGTGAATAGATAAAAAAAAAACGCACCAAGTAAGTAAGTAAATAAAG^ 

TAAATAAACTATATGAGTAAAACACaU^GCGAGGATCTTTCATTGT^^ 

GATGATCACATAACTGTAAAAGAATAATACGGCACGTTAAATGTTATTOT 

AACACCTTATGTGCCATAAGCATTGAGCCAATCGCTGCTGl^^ 

CTTCGGAAGAACACAGGCXSCAAT^AGTTATATAAGGAGAAGCCCl^^ 

ACCGACTGCGGATCGCTTTAAGGCAAAGATAGAAGGATAAATATCTGCTTTGG^ 

TCGTATCTAATTTCCCATTCTGTTGTTTTCTTGATC^^ 

CTAax:GCTTTATAATAGCTATGATGTTGCCAAGATO^ 

GAATTTTCCATACTGCCACAGTAAGGGCOTTCCAGTCT 

TCCCATTTTTGCCCGTATTACCCCAGAAACCAGGTGGTGTTAGGG^ 

CCTACGTCCCCCCCCCTGAGAATAAATTAGAGGGCTCATACCACTGGTATATGGAAAAAA 

TCTTTGCCTTGTCCXJTCGTTCCATTGGCTAOT 

CCACTGCAGCTGATTCTTTCTTTTCTGT^ 

ACTCTTGTATCACCGATTATATTTCTGAAAGAGTTTAT^ 

TGTATATGTTGGGCCTTGGTTCTGCGGTCTCC^^ 

AGAATGATGGTGTTGTTGGTTTAGTAAAAAGTCTATGGGAT^^ 

GTCAAAAGATTGAAGCCAAGAAGTAG 

>YDR178W, 181 aa (SEQ ID NO 106) 

^IMLPRSMKF^m5RRIFHTATVRAFQSTAKKSLTIPFLPVLPQKPGGVRGTPNDAYVPPPE 
NKLEGSYHWYMEKIFALSVVPLATTAMLTTGPLSTAADSFFSVMLLGYCYM^ 
ISERVYGVWHKYAMYMI/^LGSAVSLFGIYKLETENDGVVGLVKSLVn^SSEKDN^^^ 
K 

>YDR202C, 1556 bp, CDS: 501-1556 (SEQ ID NO 107) 

gaattccaaccggaaattgcaaacagcagcaatttctcgtaccgatg;^ 
ccgttgtaccgaggttccattggccgagtattagccagggccctaatacgtaactcggta 

CGCTCTTCAGCTTCTTTCGCATAATCAACGTT^^ 

gcatccgccaaccttgcttccttaccaaatattaatgagcctaaggtgtacatt^ 
gcaggtaatattagcccacgacgttggcatttcactggcaaagtagctgttga 
aaagataacctcaacatactcttttacttgtc(:ttt^^ 
cttcttttccacaaaccgcaactatttttctctx^^ 

aatggagcaattcggggttgagtgaattacaaaattatagtatctgatcaagcacacagt 
ggaagtgctcgaaaagcaatatgagtgttgatttgtttccaaatgatagati^^ 

AAGATAAATACGACAACTTTAAGGATGCCGTAAAAGAATGCTCCTGGCTCATCGAAGAA^ 

tcgtcaaaccgcaattacccaacattattgacaacttttctaaatgcctagag 

agagtgaccaaatattcaaaalxx:ctgtatctaatg(n'attcccaacgaaa 

aaaacgactctccgacggtaaagggtgttatcacaagacaaggccaatacattgttgact 

ttcacattgttgtcagattcccacaatttcaaaggggtaaacaacntat^^ 

atacgggactgaatttcttacrrrattcaattcagtaagataatc 

ttttggaaatactgaatcaacttcaagtagctacagatgtcagcgaattcgtatccaaa 

ttggcgtggccatggaacrtttgaaccattctctaatacrr^^ 

acctggtattcccagaagataacaactttxx:tatgaaggaaatgttccaggattgttact 

cagtctgcgaatccacagctcacatcctaggact(3gaac:ttacgctttgtaggaatc^ 

tttgcatagaactacgaaatctaattaaggtgactaaaaaaccttggtgc^ 

gtaaaactggcaggtcattttgcgaccaaataagaaatcaagtcacaaatc 
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AAACTTTATCTAAGATCCTCTCAGAIUUVCXXSTGTACAAGT^^ 
AOIACATAATTTCTTCTTTTCAAAGTG/UVGCTA 

TAAGAAGGGGOSTTACTTTCXSATAATAGGGTAGTCATGGAATGTGAAJ^ 

CTACAAGTCATCCAACTTTGATOIGTATAAGCGOT 

TGGCGAACCATCAAGCAAATTTQGTAGCTAGCAAACAQTTAAGTA^^ 

>YDR202C, 351 aa (SEQ ID NO 108) 

MSVDLFPNDRFGAEDKYDNFKDAVKECSWLIEEIVKPQLPNIIDNFSKCLEMLESDQIFK 

MPVSNGIPNESNKQNDSPTVKGVITRQGQYIVDFHrVVRFPQFQRGKQVMFIttl^ 

LIQFSKIMTHLKNILEILNQLQVATDVSEFVSKFGVAMELLNHSLILLQNPPRDLVFPED 

IWFAMKEMFQDCYSVCESTAHILGLELTLCRNELCIELimLIKVr^ 

CDQIRNQVrrmionCTLSKILSENGVQVQDSTLrOTIIISSFQSEAITLPEAQELL^ 

DNRVVMECEKLIVSTSDPTLISISAKI^SLKASMANHQANLVASKQLSTYK 

>YDR256C, 2046 bp, CDS: 501-2048 (SEQ ID NO 115) 

GGGAAGAACTAAGAGATGTTATGGCTCGGAGAGTTTTGAAAAGCGi^ 

AAGTTTGTGAAGAAACCATCGACAAGAATTACAAGGTTATTCCTGATC 

CTAATATTTTAAAGAGAAAGTTGACAGAGGAAGAAAAAAG(nK:TGTCAAATO 

TGAAGAAGTGAGCGGTTGTTCTAACCACTATTTAAAGCCGOUVTTAGTA^ 

TXXJCCGGAATTAGCOGCGCAAGTTGGTGGGGTCCXrreA^ 

CAAATATAAACTCCGAAAATCCCCACAGTGACAGAATTGGAGAAACAACCAGTT^^ 

TCGCCATACATATAAAGAGATGTAGAAAGCATTCTTCACTCTAATGTC 

TTGAATTTCTTGTAGGTTTATTTAAAAGGTAAGTTAAATAAATATAATAGT 

TAAATTTGGAACCCTAGAAGATKmXjAAATTGGGACAAGAAAAAAATO 

CTGATGTAAGAGAGGATAGAGTTGTGACAAACTCXIACTGGTAATC 

TTGTCACCCAACGTATTGGGGAACATGGCCCTTTGCT^^ 

ATTCTTTGGCTCATTTCAACAGGGAAAATATTCCTCAAAGGAATCCACATGCTC 

CTGGTGCCTTCGGCTATTTTGAAGTAACaJATGACAOT 

TGTTTAGTAAAATTGGGAAAAGAACGAAATGTCTAACAAGATTTTCGACTGT^^ 

ATAAAGGTAGTGCCGACACGGTTCGTGATCCAAGGGGGTTTGCCACCAAATTCT 

AAGAAGGTAATTTAGATTGGGTCTACAATAATACACCGGTATTCTTTATCAGAGAC 

CCAAGTTCCCrCACTTTATC(^CACACAGAAGAGAAACa:ACAAACCAACCT^ 

CTGACATGTTTTGGGATTTCCTCACCACTCCTGAAAATC^ 

TCATCCTTTTTTCAGACCGTGGTACCCCTGCCAACTACCGTAGTATGCAT^ 

GTCATACCTATAAATGGTCCAATAAAAACGGAGATTGGCATTATGTGCAAGTTCATATC 

AAACCGATCAAGGAATAAAGAATTTGACCATAGAAGAGGCTACCAAAATTGCG^ 

ATCCAGATTACTGCCAGCAGGATTTATTTGAGGCTATTCAGAATGGAAACT 

GGACAGTTTATATTCAAACAATGACCGAACGCGATGCCAAAAAATTACCAT^^ 

TTGATTTGACTAAAGTATGGCX:TCAGGGGaATT^^ 

TTTTGAACGAGAATCCACTGAACTTCTTCGCACAGGTGGAACAAGCTGCC^ 

GTACCACGGTTCCTTACCAAGAAGCAAGCGCTGATCCAGTATTACyiGGCCCGTTTC 

CATATGCGGATGCTCATAGATACAGGCTAGGTCCTAACTTCCATCAAATACCCGTAAACT 

GTCCATATGCATCTAAATTTTTCAATCCCGCTATCAGAGATGGACCXJATGA^ 

GCAACTTCGGCTCAGAACCTACATATTTGGCCAAOGATAAATCGTACACGTATATC 

AGGACAGACCCATTCAACAACACCAAGAGGTATGGAATGGGCCAGCTATCCC^ 

GGGCAACATCCCCAGGTGATGTAGATTax:GTGCAAGCAAGAAATCTCTACCGCGT^ 

GTAAACAACCTGGACAGCAAAAGAACTTGGCATATAACATCGGCATTCATGTAGAAGGC^ 

CCTGTCCTCAAATACAGCAGCGCGTTTATGATATGTTTGCTO^ 

CTGAGGCAATTAAAAAAGTAGCTGAGGCAAAACATGCTTCTGAGCTTTCGAGTAACTC 

AATTTTGA 

>YDR256C, 515 aa (SEQ ID NO 116) 

MSKLGQEKNEVNYSDVREDRNAm^STGNPINEPFVTQRIGEHGPLLLQDYNLIDSLAHFN 
RENIPQRNPHAHGSGAFGYFEVTDDITDICGSAMFSKIGKRTKCLTRFSTVGGDKGSADT 
VRDPRGFATKFYTEEGNLDWVYNNTPWFIRDPSKFPHFIEITQKRNPQTNLRDA^ 
LTTPENQVAIHQVMILFSDRGTPANYRSMH6YSGHTYKWSNKNGDWHYVQVHIKTDQ6IK 
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NLTIEEATKIAGSNPDYCQQDLFEAIQNGinfPSWT\nriQTmEW>AK^ 

PQGQFPLRRVGKIVLNENPLNFFAQVEQAW^ . . . . ^ . 

YRIXSPNFHQIPVNCPYASKFFNPAIRDGPMNVNCaj^ 

HQEVWN6PAIPYHWATSPGDVDFVQARNLYRVI/3KQPGQQIQ9^^ 

RVYDMFARVDKGLSEAIKKVAEAKHASELSSNSKF 

>YER103W, 2429 bp, CDS: 501-2429 <SEQ ID NO 145) 

ACTATTGTCACTT<nK:CATTGAGATTCGAAAAACXXXrrc^^ 

acgttcataggggtgggatttatattgtaattccxxxsaggt^ 

actctagccgcacatccattccggtatgtacixnxx:caccal^ 

ataggtttcaaagcggatatcttttgccasgtgagt^ 

aagtacattctagaagttcctagaaccttatcgaagcaccaagaaaaaaggaagto 

aaaacactgattcaataagcaaggggggaagcix:x:ot 

ttcgtataaattgaacgaaactcaagccaataaaggact^^ 

ttctccacaactttcxsaataaaaaccactaataaaaagtaaati^ 

aaataaacaaaacaataatcatgtcaaaagctottggtattgatttaggtac 

catgtgttgctcattttgcaaacgatagggttgaaattatc 

gaacgacgccn-tcttatgtggcttttactgacac^^ 

agaatcaagctgcgatgaacccacataatacagtattcgatxx:taagcgtc^ 

gtaaattcgatgatccagaagtgacgaacgatgctaagcattaccx^ 

acaagggaggtaaacosxstagtgcaagtggaatataaaggcgagacaaagacatot 

cagaagaaatttcctcaatgatcttgacaaagatgaaggag^ 

GAACAGAAGTGAAAGATGCTGTAGTAACGGTTOCAGCCTATT^^ 

AAGCAACAAAAGATGCCGGTACAATCGOSGGCTTGAACXSTT^^ 

CTACAGCTGCCGCTATTGa^TATGGGCTGGACAAGAAATCG^ 

TGATCTTTGATTTAGGTGGTGGTACTTTTGATGT^^ 

TCTTTGAGGTTAAGGCTACTGCTGGTGACACTCACT^^ 

GGCTGGTTAACTTTCTAGCCGAGGAGTTCAAAAGAAAAAATi^^ 

ACCAAAGGTCCCTAAGGAGGTTAAGGACCGCCGCTGAAAGGGCCAAGAGAACTCTGTCTT 

CGTCTGCTCAGACATCTATAGAAATAGATTCATTATTTGAGGGTATCGATTC 

CCATTACAAGGGCAAGATTTGAAGAATTATGTGCTGATTTGiOT 

CAGTGGAAAAAGTTTTGGCTGATTCAAAATTAGATAAGTCACAA^ 

TTGTTGGTGGTTCAAOUVGAATTCCAAAAGTACAAAAAC^ 

GTAAAGAACCAAACCGTTTOATTAACCCTGATGAGGCOGTCGCTTATGGl^ 

AGGCTGCCATCTTAACGGGTGACCAGTa5TCGACGACa:AAGATT^ 

TTGCACCATTATCTCTAGGTATTGAAACTGCAGGTGGTAOT 

GAAATTCGACTATCCCAACAAAAAAATCGGAAGTGTTTTCCACCTACGCTC 

CTGGTGTGTTGATACAAGTTTITCAGGGTGAAAGGACAAGGACAAAAGAC^ 

TGGGTAAATTTGAGTTGAGCGGTATTCCACCCGCTCXaUM^ 

TTACATTTGATATCGATGCAAATGGTATTCTGAAOSTATC^ 

GTAAATCTAACAAGATTACAATTACTAACGATAAGGGAAGATTATCGAAGGAAGATATCG 

ATAAAATGGTTGCTGAGGCAGAAAAGTTCAAGGCCGAAGATGAACAAGAAGCTC 

TTCAAGCTAAGAATCAGCTAGAATCGTACXXrGTTTACTTTGAAAAAT^ 

ATAACTTCAAGGAGAAGGlXXKSTGAAGAGGATXXXUiGGAAATT^ 

ATGCTATAAATTGGTTAGATGCTTCGCAAGCGGCCTCCACCGAGGAATA^ 

AAAAGGAACTAGAAGGTGTTGCAAACCCCATTATGAGTAAATTTTACGGAGCTGCAGGTC 

GTGCCCCAGGAGCAGGCCCAGTTCCGGGTGCTGGAGCAGGCCCCACTGGAGCACCAGAC 

ACGGCCCAACGGTTGAAGAGGTTGATTAG 

>YER103W, 642 aa (SEQ ID NO 146) 

MSKAVGIDLGTTYSCVAHFANDRVEIIANDQamTTPSYVAFTDTERLIGDAAKNQAAl^ 

PHimnFDAKRLIGRKFDDPEVmroAKHYPFKVniDKGGKPWQVEYKGE^ 

I LTKMMTTAENFUn'EVKDAVVWPAYFNDSQRQATKDAGTI AGL^^ 

YGLDKKSQKEHNVLIFDLGGGTFDVSLLSIDBGVFEVKATAGDTHLGGEDFDSRLVNFLA 

EEFKRKNKKDLTTNQRSLRRLRTAAERAKRTLSSSAQTSIEIDSLFEGIDFYTSITRARF 

EELCADLFRSTLEPVEKVLADSKLDKSQIDEIVLVGGSTRIPKVQKLVSDFFNGKEPNRS 
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INPDEAVAYGAAVQAIUILTGDQSSTTQDLLLIiDVAPLSWSIETAGGIMTKLIPR^ 

KKSEWSTYADNQPGVLIQVPEGERTRTKDNNLIX5ITELSGIPPAPRGVPQIBV^ 

NGIIiNVSAVEKGTGKSNKrTIlOT)KGIUiSKEDroKM7ABAEKFK^ 

ESYAFTLKNSVSEtmPKEKVG£BDARKLBAJUlQDAIMWU>ASQAAST£EYKERQK^ 

ANPIMSKFYGAAGGAP6AGPVPGAGAGPTGAPDNGPTVEEVD 

>YER150W, 947 bp, CDS: 501-947 (SEQ ID NO 149) 

ATACGGGGGAAGAAGAAATATCATATTCAAAGCTAATTCAT^ 

ATCTAGCCTTTAGTGCTTAATCTCTGGAGGAGCACA^ 

CTGGGGGCCCCTATCXXKSGCTCGAACCCGAATCCCGCGAGTAT^ 

ACGCAAGTTACCTAATCTGGTTAATTGATATCCCATTTAGGCGATGACXJTTC 

CACCCCTCGGCTTGTTAGAAGATCTATTGTTATAGCCTCC^^ 

atgaagaaaaaaacttctcgaagttccx::agatoccc^^ 

AGCTGGAAAAGTGTAAGTATATCTATATAAAAAGTCGGCCTACTTT^^ 
TTCACTTGCACTCTCTTGATCTTACTO 

AATCAGTACTATTACTAATAATGTTGTCTAACGCTAAGCTCCnTCT 

CCTCTACGGCTCTCGGATTGGTATCTAATTCTAGTTCC^ 

GCGATGCTACTATTGCCGGTAACXSATAaflGCCI^^ 

CTCCAATATTCTACAACTCGACnXSCTACTGCAACACAGTACGAAGT^ 

CTACTTACTGCCCAGAACCAACGACTTTCGTAACGAATGGCX^ 

CCCCAACTACGTTAACAATTACCAACTGTCXnriXXA^ 

CATCGGrrrCTTCTACACATGATGTGGAGAC^AAT^^ 

TCCCAGGAGCCCTAGGTTTGGCTGGTGCAGTTATGATGCmOT 

>YER150W, 148 aa (SEQ ID NO ISO) 

HLSNAKLLLSLAMASTALGLVSNSSSSVIWPSSDATIAGNDTATPAPEPSSAAPIPYNS 

TATATQYEWSEFTTYCPEPTTFVTNGATFTVTAPTTLTITNCPCTIEKP^^ 

DVETNSNAANARAIPGALGLAGAVMMLL 

>YFR033C, 944 bp, CDS: 501--944 (SEQ ID NO 155) 

ATCGAGCCATTCGCGGTCGCTGAGTAAGCGACGGTCATCGGGCGCGCTCGTGGACGATGA 

CAAGCGCGAATCACACAAGCATGCAGAGCAAGCACGGCGTAATCGATTAGCGGTCGCGCT 

GCACGAACTGGCGTCTTTAATCCCCGCGGAGTGGAAACAGCAAAATGTGTCGGCC^ 

GTCCAAAGCGACCACCGTGGAGGCGGCCTGCOGGTACATCCGTCACCTACATC 

GAGCACGTGACCGTGCACCAATGGGAAGCACGTTCCGGGCATATCGGACTGGGGCGCGCC 

TCCCCTGCGCGGTGCTTGTTATAAGAGGCGCTTTGCTGGAAAGTGG^ 

TCGAGATTAGGACCTACTCAGTCTTAAGGGCAGTATTGGTTGGCGCTTATTT^^ 

TGTATACACGCACTCACATTAACAGAAGCACACATATACACTTACACCTACACACACGGA 

TAAAGAAAAAGAAATAGAAAATGGGCATGTTGGAACTAGTTGGTGAGTACTG^ 

TAAAGATAACCGTTGTGCCTGTTGTGGCCGOGGCOGAAGATGACGATAACGAGCAGCATG 

AAGAAAAGGCAGCAGAAGGAGAAGAAAAAGAAGAAGAAAATGGGGATGAAGATGAGGATG 

AAGACGAAGACGAAGATGATGAT6ATGATGACGAC6AAGATGAGGAAGAA6AGGAAGAAG 

TCACTGATCAGTTGGAAGATTTGAGAGAACATTTCAAGAACACGGAGGAGGGTAAOT^ 

TTGTGCACCACTACGAGGAGTGTGCTGAGA6AGTCAAGATACAGCAACAACAACCCGGCT 

ACGCGGATCTTGAACACAAGGAGGACTGTGTGGAGGAGTTTTTCCATC^ 

TGGACACTGCCACGGCACCTAGATTATTTGACAAATTAAAGTAG 

>YFR033C, 147 aa (SEQ ID NO 156) 

MGMLELVGEYWEQLKITWPWAAAEDDDNEQHEEKAAEGEEKEEENGDEDEDEDEDEDD 
DDDDDEDEEEEEEVTDQLEDLREHFKNTEEGKALVHHYEECAERVKIQQQQPGYADLEHK 
EDCVEEFFHLQHYLDTATAPRLFDKLK 

>YGR086C, 1520 bp, CDS: 501-1520 (SEQ ID NO 175) 
GTTGAATATTTACCAATTGGGAAAAAGAACTCCSTATTTCATTCCCC^^ 
TG(;GGAGAGACTGTT(mX:AGCCACGTCAATTATTATTTTl^^ 
CTTATAAAATTCCGCAGCCGCCTCTTATTTTTTTTTT^^ 
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ATATTGCAAAAACCGIUVTGGaXXXX:OC(XXrKAO^ 

CCCCTGTTTTTCTGCTTTGGCTCA^^ 

CCTCOXJTGTCTTTTTATAAATAACAAGTGC^ 

GTTTGGGTACAATGCXSTTCATTATCCCAACXX:^ 

TCTGCACATTTATTTACCTATACTTTTCCATT^ 

ATCAGCATCAAGTATATAGTATGCACAGAACTTACTCTTO 

CCGCCTCTCAATTACAGAACCCACCGCCA(XyvCX:ATCTACAACC^^ 

GGAAGGGTGGTCTAGCTTACAGCTTTAGGAGAAGTGCTCCTGGAG(^^ 

TATCCAGAAAGTTGTCTCAATTGGTTAAGATTGAAAAGAATGT^^ 

TGACAGCCAACGAAAGACGTGACGCTGCTAAGCAATTGTCTATT^^ 

ATGACGATGTTTCCGACATCACTGATAAATTAGGTGTCTTGATCTATC 

TAGACGACCAATTTATCGATCXSTTATGACCAATACAGATTGA^^ 

ATATCGAAGGTTCTGTTCAACCATCTAGAGAC(XTAAGGACAAGATC 

CCTACTTGAAATACAAAGATCCTCAATCACCTAAGATTGAGGTCTTGG 

TGCGTGCTGAGGCTCAATCTTTGGTOGCTGAAGC^^ 

AGTTGAGAGCTGCTTTCAACTACCAATTTGACTCCAT^ 

CTTTAATCGCTGGTTACGGTAAGGCTCTCTTGGAAC^^ 

CAGGTGAAACCAGGCCTGCTTACGATGGGTATGAAGCCTCTAAACy^ 

CTGAAAGCGCACTGAATGAATGGACACTAGACTCTGCXC^ 

TCAAGCAGGATTACGAAGACTTOSAACCTGAA^ 

GTCAAGGCAGGTGGTCCGAAGACGAAGAAGAAGATGGACAAATTGAAGAACCTGA^ 

AAGAAGAAGGTGCTCTTGAAGAACATGAACAAGT(XK5ACACCAGCAAAGT^ 

CCCAACAAACAACAGCTTAA 

>YGR086C, 339 aa (SEQ ID NO 176) 

MHRTYSLRNSRAPTASQLQNPPPPPSTTKGRFFGKGGLAYSFRRSAAGAFGPELSRKLSQ 

LVKIEKimiRSMELTANERRDAAKQLSIWGLENDDDVSDITDKLGVLIYEVSE^^ 

RYDQYRLTLKSIRDIBGSVQPSRDRKDKITDKIAYLKVKDPQSPKIE\n:i^^ 

LVAEAQLSNITRSKLRAAFNYQFDSIIEHSEKIALIAGYGKALLELLDDSPVTPGETRPA 

YDGYEASKQiriDAESALNEWTLDSAQVKPTLSFKQDYEDFEPEEGEEEEEEDGQGRWSE 

DEQEDGQIEEPEQEEEGAVEEHEQVGHQQSESLPC2QTTA 

>YGR197C, 2144 bp. CDS: 501''2144 (SEQ ID NO 185) 
TCCAGTATGCCACACATTATGCCTTGCACACCTAAAGCACATATTTTC^ 
CACAATAGGTGGATCTCGAAAAGGATGGAAAATCAGGAAAAAGAAATGT^^ 
TAAACCGATTCCaJTTTAGTTTTCTCXTATT^^ 

GAATCCTTTTATGAATGTCCGAGGAGGTGGTACAATCCGAAATAGACTAAAGAAAAGCGA 

AAGCCGTGAGTTTGTTTGATGATAGATGACTCGCAGCr^^ 

TTCGAAGAAGGGAATGGAAAACGGACTGGOGTAGTCAATAAGOGTCT^ 

TTGTTGAGAGATACATAGTCTACTCCATATCGTTCTTTT^^ 

ATATCCTGTTTCOTTAATCTTTTATACGCCGTAAGAATCGGGTA 

TAGCCGTACAGAGAACAAATATGACTAAATCGGTTGGTGATGAAGAGTCACAGTACATTG 

AGGACCCTAGTTTTGCAGCAGCAGCTGCATTTACTGGCXXXrA^ 

GTAATCAGCGATTTGCTGAGGGTTCCGGCCATTCTT^ 

ACTATCGGCCTCCTGATGAAAAGCCGTCCTCATTGTCATCTGTGGGGGAAGGTGC^ 

ATGAGGAAGAGAAGGGCGGTAACGACGGCXXJTCCCTTGGCAAGAATTCi^ 

TTTCTCCAAGACIGCGAAATCATAGGAAAAAGATT^^ 

TCTTCATTGCTTGTGTGTGTGTATCGCTCATATCGATTTACTGGGGTO 

CAGATCGTTACTTTTTCAAAGTGAAAAATATTGTTGTATTGCAGGATGCGCC^ 

CTTCAGTTCAAlXrrATTTCCGCGATCATACCCTCATTGTT^^ 

GGCATATATACAACGCAACATCATTTCATAGGAAATTTGGTACGACGAACTCC 
TTGACAGAAAGATAGTCGATTTAATTTACGATGAGAGATACrGGCTGGCG^ 
AACCTAATGCTACAGACACTTTGTATAATTCTTTGATTAGCCAAGACGCAAACTC 
TCAATTCATCAATTTTTTTTGAATCCGTGTOTGAAAG 

aatcgaccattctaccactcatgcaacaattggaggt(x:gccttca 
aggaatatcttcarrcattgatgagcaacatcacttctaatc 
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ACATGXJAGAACTOGGCXJATTGCAGGACAGTTCT^^ 

TTGCTGATCGTATTCTAATGGCCCCTCTGCAGGTO^^ 

CCGTTTTACAACTGTCATTATATGGTAAGTTGCAOG^ 

CAAAGCATATTTTAATCTACAGGCTTCTAATTTCC^^ 

TTGGATTCTGTACCGTATCTGCAATTTTTAGGATCX3^^ 

GAGGATTCGTAGTATATTGGATGTCTACGOXXSTTGGTAAT^ 

ATGAAAACGTTCTCAGCTTAGTTATAGCTTAC^^ 

TGACGTGGATCATATTAAATATTTCTGCTTCATTCTAC^ 

TTTACAGGTACGGCTACATAATGCCAATCCATAATGCOyro^ 

TTTTGAATTTAACCTUUUVGAAAAATGGGAAGAAATTAC^^ 

CCCTCAATACATCCTTGATGCCATTTTGTATGAAGTTTGC^ 

ATGCTATGCAAGCAGCAGAAGCCGCTGTOGCaUkaiG^ 

CAGAGGCCAATACTGATAAAAATAACAACX:CGa:(X«AAATTAA 

>YGR197C, 547 aa (SBQ ID NO 186) 

MTKSVGDEESQYIEDPSFAAAAAFTGGRDGVSYSNQRFAEGSGHSSDLAKSLEDYRPPDE 

KPSSLSSVGEGGANEEEKGGNDGGPLARIQTGLFSPRLimHRKKILSKFV^^ 

VSLISIYWGACYGTDRYFFKWNIVVIiQDAPSNTSVQSISAIIPSLIASVPG^ 

SFHIUCFGTTNSTEIDRKIVDLIYDERYWLALNV^NATDTLYNSLrSQDA^ 

ESWESGRDPSSVKSTILPLMQQLEVRLQKYYVKEYLPSLMSNITSNDRDL^^ 

AGQLLFTYNDYRPFADRILMAPLQVGLIYCILLTVLQLSLYGKLHGEMARVLKP^ 

RLLISWATYFLLSIGFCIVSAIFRIDFTPAFGRGGFVVYWMSTWLVMM^ 

VIAYCPPYLSIWLMTV«:iLNrSASFYPMVI15NEFyRYGYIMPIHNAVDrYK^ 

KMGR^nrGILVAWVAIOTSIiMPFCmFAGKKMQKNAMQAAEAAVAAATO 

NNNPPGN 

>YGR250C, 2846 bp, CDS: 501-2846 (SEQ ID NO 191) 

TCTTCTGTACGTACGATGTTTCTCCCGCTGATCCGATTACTAGCCGAAGACGTAAAAT^ 

GCGCTTGATTCAATTTATGCCCTTCCCGGGAATAGTTGACCA^ 

TCGGAGATTCCOTATTGGGCGGAATTTAGTAGATCrcTT^ 

TTAGTCGTTATTTCACGTTAACATTTTCI^^ 

ATATATGTCAAGCACAATAAAGAAACTTCCCOTAAATATTGAATAAGTAAAT^ 

AAAAGTGCCTTTTGTTCGAAGGATTAGAGTGTTCTTAAT^^ 

AAAAAAAGTGTGAACAAGTAAAGCATAGCACACATOCCAAATTACAAGGCACC^ 

AAAATCCTVAAAATAAACCATAAGOTCTATTTTACTAAA^ 

CCGCATCAGAAGTTTCGAGGATGAATATTGCAGAAGAA<XATCAGATGAA^ 

GTGGCCCCGAGGATACAGATATCTGCAGCCAGCAGACATCAGCGAGCGCAGAAGCT^ 

ACCAATCAATAAAAATTCAAAGGAAAACTTCC^CTGGa^^ 

ACACAAATTTATTAACCATAAGAATAAAATGGCAGTTACAAGAAGAAGAA(»TGATC 
GCAACTCTAGAATAACCGATCAAATAATGGACACAATACAGCACTACAAAGGTATCTC 
TTAACAACTCTGATACAGAAACATATGAATTTCTTCCX^ 
TCGAACAAAATAAAGACATCTATCTTTAaSAGCATGGAAGTC^ 

ACAAAGATAACGAAGAGGAAGATGATTGGAGATAOGATACCGTTTTGCAAGCACAATTC 

AGTACCCCAAGTCATTAGAAAATGCATGTACAGATATCTCXK3AATTACTCAAGA 

CTATTGGTCAGCATATTGATAAATGGTCTATCGGTGTGAACAAG^ 

CTGGAAATATTTTTGTCGGGGGAATAGCAAAGAGCCTTTCTATTG^ 

TATTTTCAAAATATGGACCAATTTTATCAATGAAATTGATATATG 

AACCTAACGGATACGGGTTCATCTCCTACCCCTTGGGTTCT^ 

AGGAACTTAATGGAAGGAOGGTAAATGGCTCCACACTATTTATCAACTATCACGT^ 

GAAAGGAGAGAGAAAGAATCCATTGGGACCATXmrAAAGAAAACAACi^ 

TCAGGTGTCTCTTTATAGGCAACTTGCCTTATCACAATCCnXSAAAAAGTA^ 

TTACACCTAAAGAAGTCATAGAAGTAATCAAGAAGGAGTTATCAAAAAAGTTTCCGGACT 

TTGATATCATTTCATATTACTTTCCGAAGAGAAGTAATACAAGAAGCAGTAGTTCAGTAA 

GTTTCAATGAGGAGGGGTCAGTAGAATCAAACAAATCTTCCAATAATACTAATC 

CCCAAGATGAAGATATGTTGAAGGGTTATGGTTTCATCAAGCTTATCAA 

CACTAGCAGCCATCXSAGACCTTCAATGGGTTCATGTGGCATGGAAACAGG^ 



wo 02/064766 



PCT/EPOl/15398 



78/251 

ATAAGGCGGTTCAAGATAAAGTTTAOWICAAOCA^ 

TCAGTAACCACAATGATATGGAGGTTTTGGAATTT^^ 

ATAATTATACATATGA^TAGATATTACTT^^ 

CCTCCAATGTACXSGTATTTTGATTCTGTAAGAT^^ 

TGTTCTATCCTCAAAGGGAATCTTTCA^ 

TGGGCAACAAGTTTGACATGTACCAGTACCCATCAACTTCTC 

TGAGTAATCAGCAAGAATCAAACCTATATGTCAAGCACATCCCT^^ 

AAGATTTATATGATTTCTACAAATCTTTCGGTGAA^^ 

TTGGGGGTAGTAAGAACAAGTATC»TCAACAAT(X5AATGATAGCTCATC 

TGCCAGTGGGATCATCAAGAGGTTATGGTTTTGTTTCT^^ 

CTAAGGCAATTTTGAATACAGACGGGTATCAAGTGAGCAAAGATC^ 

CTTTCGCTCAGAAACGTGGTAATTTATCTTC^ 

ATAACTCATCAAAGTTCCAAAATTTTCAGCCACATAATGATTATCATAAGQC^ 

CAAAGTATAATAAGAAATTTATCAATGCCTTGATXyiCT^GAA 

TCTCGAGGGAAAATTATTTCATACCACTGOIGTACCCTAATACC^ 

ACAGTTACAACTTAATAAGTGCAAACCAAAATAACGCTAACTGGATGATGCCAATC 

CATCATTTGGGTTTATTCCACAGGTGCCXX^CAGT^ 

CTGCAGCAAATCATATTCCTATAATGGCAAACX3GTAGTAATC 

GTGGTGATTATTCTATGGACTACTAG 

>YGR250C, 781 aa (SEQ ID NO 192) 

MNIAEEPSDEVISSGPEiyroiCSQQTSASAEAGDQSIKIERKTSTGIiQLEQIi^^ 

RIKWQI^iBEEDDHCNSiaTiXJIMiyriQHYKGISVKWSDTEl^ 

YLYEHGSQEYEKSYKDNEEEDDWRYOTVLQAQFKWPKSLENACTDISELLI^ 

KWSIGVNKHALTYPGNIFVGGIAKSLSIGELSPLFSKYGPILSMKLIYDKTKGEPNGY^^ 

ISYPIXSSQASLCIKEOIGRTVNGSTLFINYHVERKERERIHWDHV^^ 

l)nJPYHNPEK\^TLITPKEVIE\n:KKELSKKFPDFDIISYYFPKRSNTRSSSSVSFNEEG^ 

VESNKSSNNTNGNAQDEDMLKGYGFIIOJINHEQAIJUaETFXraP^ 

VYNimNSHDRHPSISNHNDME\n^EFANNPMYDYNNYTO 

DSVRSTPVAEKMDLFYPQRESFSEGRGQRVPREMGNKFDMYQYPSTSYSLPIPMSNQQES 

NLYVKHIPLSWTDEDLYDFYKSFGEIISVKVITVGGSKNKYRQQSNDSSSDNDLPVGSSR 

GYGFVSFESPLDAAKAILNTDGYQVSKDQVLSVSFAQKRCaiLSSSDDDDQSQTO 

NFQPHNDYHKAYPTKYNKKFINALMTQNQSQQQVSREJnrFIPLQYPN^^ 

ANQNNANWbIMPMFPSFGFIPQ\nPP\^YIIPPQNPAAimiPIMANGSNEEBEFSSGDYSM^ 

Y 

>YHR001W~A, 797 bp, exonl : 501-506, intronl : 507-569, exon2 : 
57Q.r797 (SEQ ID NO 195) 

TTCTA'mrCGGCTTATAAAAAGCATGGAATCCAAAAGAATTAGGC^^ 

AATTATACTAGTACGATTTCTCACTCTGTAATTTAATATCAGTGTAATATGCACCT^ 

ATGGGTAGTTTTTGCTAACGTTACGAGCOGCGAAACTGTCC^ 

CTAATGACTCAAGAATGCTATGCGATATAACGCTGTCGCACTT^ 

TTACATAGTTTTCAAGTGCGTATTACTATTGCAAAGTAGTATT^^ 

TCCAATTAAAACTAAATATGGTTCAACCCGTTCTT^ 

ATCAAGGGGACGGGATATATCACATAACAGTTTGAATGCATAATTTGT^ 

CTGGAATAATCTTCACAGCAAAAGCGCAAGTCGAATAATATATCGATAAATACAATCCAT 

AAGACTTAAAACTAACCrCAATGGCGGTAAGTATCCTA 

GAATTAGTATACTAACATTTATAATACAGTACACTTCTCATCTGTCTTC 

TACATTTCGGTAGACTTTCTTTAAGAAGTTTAACAGCTTATGC^ 

GGGGTGGTGCTAGCATGCTTGGGCTATTTGTATTCACAGAAGGATGGCCT 

ATACGCTATACAAAAAGATTCCGTTGTTAGGACCTACATTGGAAGATCATACTCCACCAG 

AAGATAAACCTAATTGA 

>YHRQ01W-A, 77 aa (SEQ ID NO 196) 

MAYTSHLSSKTGLHFGRLSLRSLTAYAPNLMLWGGASMLGLFVFTEGWPKFQDTLYKKIP 
LLGPTLEDHTPPEDKPN 
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>YJL142C, 893 bp, CDS: 501-893 (SEQ ID NO 225) 

TGCTGAATTATTTTTCGGTATACOGATCTTCC^ 

AAGAATAATAGACAOSCTTGGATATCXrrCCATOGT^^ 

TGGAAAATTTATGAAGAAATTGGCACCAGAAGAAAGTTCr^^ 

TATGAAAACTATTGAAGAGTTTTGCAGAGAATACAATATAGTGGAAA^ 

ATATTTTAAGTGGAGAAAGTTACCAGATATTATTACaUUlCTAC^ 

ACAGAACTCa:AAGAACTTATCGACCAAGAAATQCAGAATAGGGAGTC 

TTTAGGCGGTGTGCTAAATTTGAACCCGTTAGAAAGATGGACACC^ 

ACACCCCTTCATAACAAAGCAGGAGTTTACAQGTGAGTGGTTTC 

ACCGGGTCCTTCAGAAAAACATGACGATGCAAAAGGCCAGO^ 

GAACGACTCTAGTAACAATGCAGGCCACAACTATGTCTATAATCCTAGCTCTGCCACTC 

TCGTGCTGATAGCX5TCGACATTGGTGCTATCAGTAAAAGGAAGGAGA^^ 

CATCrcCAATAATTTTGCTGTTACTCATT^^ 

TAAACTTCACATTGTCGAAGAATAAATCGTTATTTTGT^^ 

TTCATTOTATTACGGCTTGGTGCCATAATGATATACTA^ 

TCTTAATTTTCCTTATACGTATAGTCATTACAATTA^ 

>YJL142C, 130 aa (SEQ ID NO 226) 
MTMQKASKVNMEVRTTLVTMQATTMSIILALPLV\^IASTL^ 
LLILFKKGQQARSINFTLSKNKSLPCLTFLNYPFHPITAWCHNDILNKyEFC 
IVITINKVTL 

>yjL144W, 815 bp, CDS: 501-815 (SEQ ID NO 227) 

AGAAAGAAGTTOSTGGTATTAACCGACGGCAGCAAGTTGGGTCAATACTTGA^ 

CCATATGAAGGGTATGGCGGGAAAGATAAGAAGSAACAATCTGACCAAGCAAAA^^ 

AATGTCCATCCAACAGAATA0GGCCTTTACATTTTACAAAAACAAATCATC6AGGAC 

GAGTGATTTGTTGGCATGATCTAATAATAGTCTCTTATATAAACCCTATAATA^ 

ATTTTTGCCTTATATTCAGGTAAATCACCATCTAACTGTATTATC 

CTTATATCXKn^CAGAAAACACOGTACGAAACGAAGGGGCTGCGAAAATGT^^ 

TAATGGCAATAATAGGGATACAGATCGATCAGATCCGCCTATATAAAAGACAACGCACCG 

AAGGTGAACAAGATCGCAGATAAAGGTATTTACAAG(X5AAAAAAGTCAGCAAAAACAAGA 

GATAAGATAACAAGAAGAAGATGTTAAGGAGGGAAACTTCAACAATATACAGGACACACA 

AAAAAAGCAACAGTAGTATACTCAGGAGCCAGCGGGACCAGACTAGAGTGGATTCCTTGG 

TAGAGGAGTCTCCCATGGGCGATTTCGGGATCAATAACCAGCCTACACAGCCTGGCGTC 

TATACTACTTTGTAGAGCTGACTAAriTAGGCATACAGGAAAACACAAGCAGTAATAAT^ 

ACAACAACAATAATCATGCTGACGATGAAAAOGGCAGTOSATACGGCCACGGCAGCAGTC 

TGGGTGGAGACGTTCACIXnXZGCaJTTGTTCATGA 

>YJL144W, 104 aa (SEQ ID NO 228) 

MLRRETSTIYRTHKKSNSSILRSQRDQTRVDSLVEESPMGDFGINNQPTQPGVIYYFVEL 
TNLGIQENTSSNNNNNNNHGDDENGSRYGHGSSLQGDVHSRRCS 

>YJL166W, 785 bp, CDS: 501-785 (SEQ ID NO 231) 

TGAACAGCTATACCACGAATATGAAGAGTCTATTGCCAAGGATTTGAAGGCCAAAATCT 

TCAGGTOSATGAGTCrCGTGGCTTCAAAGCTGATXnCrTTUVCTG^ 

TTACAAGAGAAGCAAATAGAACTAACGCTAATCGATAAAACATTAGATTTCAAACTAGAT 

AAGGACCATGTATAAGAACTATATACTTCCAATATAATATAGTATAAGCTTTAAGATAGT 

ATCTCTCGATCTACCXSTTCCACGTGACTAGTCCAAOGATTTTTTT^ 

GAAGAAATGCGTGATCGGAAATTACGGGTAGTACGAGAAGGAAACTTGAGCCACCCCCCA 

AATTTTATTCATATAATAATAGGAAAACKIAACGACCTCATCTCTC 

GAGCAAGTCCGATTAAGAGTAAGTTGTCGTACGTTAAATACAAATAATCAACAAAACACT 

ACACAAAAACTTCTACGATAATGGGTCCTCCAAGCGGTAAAACTTACATGGGATGGTGGG 

GTCACATGGGTGGTCCAAAGCAAAAAGGTATAACCTCATATGCTGTGTCTCCATATGCTC 

AAAAGCCATTACAAGGTATTTTCCATAACGCTGTATTCAATAGTTTTAGAAGATTT^ 

CTCAATTTCTATATGTATTAATACCTGCGGGAATTTATTGGTACTGGTGGAAGi^ 

ACGAGTATAATGAATTTCTGTACAGCAAAGCTGGTAGA6AAGAGCTGGAAAGAGTTAATG 
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TTTAA 

>YJL166W, 94 aa (SEQ ID NO 232) 

MGPPSGKTYMGWWGHMGGPKQKGITSYAVSPYAQKPLQGIFHNAVFNSFRRFKSQFLT^ 
IPAGIYWYWWKNGNEYNEFLYSKAGREELERVNV 

>YKL117W, 1151 bp, CDS: 501-1151 (SEQ ID NO 247) 

TTATAGAACTGTTTTATTGTTTAAAAGAGCTTGTTATAGT^ 

AACAGTAAATAGGGCGTGTGGCGTAGTCXXSTAGCGCGCIXXrCTTAGCA 

CCGGTTCGATTCCGGACTCGTCCAATCTTTTTATACTTATT^ 

TTACTTGCTTTTAAAATAACTGCCTTTTATGAATACAGAGTATAAT^ 

GAGGTTGACTGTGATAATCAATACTTAATTTGTO^^ 

AGTTACCAACAAACTGTTCGACTTTTAATGOT 

CGGAGAGGAGCQGCAAGAATTAGCATGGAAAAAAGCATAAAAAGACXSAAATGGGTGGC^ 
TGTATTAACTTGTTCGAGAAACCTAGTOGACTCAAT^^ 

ATCATCGATTCATAATAGTCATGTCCGATAAAGTTATTAACCCTCAAGTTGCAT^^ 

AAAGGTCTAGTACTACTGATCCAGAAAGAAATTATGTCTTAATAACTGTGTCAAT^ 

ACTGTGATGCCCCTCAGTTAACCATTAAGCCATCATACAT^ 

AGCCTCATGTTGGCGATGAAAATGTCCATCATTATCAATTACACATTGATC 

AAATTATACCTGAAAAAACAATGCATAAGGTTGCTAATGGCCAGCAOT 

TGTATAAAAAGGATTTAGAATCTGAATACTGGCXACXmrTGA 

ACCCTTACATCAAAACTCATTTCGATAAATGGGTTGATGA^ 

AAGCTGAAGGTAAT6ATG(X;GCTCAAGGAATG6ATTTCAGC(^^ 

GAGGTGCTGGAGGTGCTGGAGGCATGGACOTXIAGCCAAATGATGGGAGGT^ 

CTGGTTCTCCAGATATGGCTCAATTGCAGCAATTATTCGCT 

acatgggagatttcaaagaaaacgatgaagaagatgaagaagaggaaatagagc^ 
tgaaagcttaa 

>YKL117W, 216 aa (SEQ ID NO 248) 

msdkvinpqvawaqrssttdpernyvlitvsiadcdapeltikpsyielkaqskphvgde 
nvhhyqlhidlykeiipektmhkvangqhyflklyiaa)leseywprltkekvk^ 
pdkwvdedeqdeveaegndaaqc^fsqmmggaggaggaggmdfsqmmggaggagspdma 
qlqqllaqsgonldmgdfkendeedeeeeiepevka 

>YKR075C, 1424 bp, CDS: 501-1424 (SEQ ID NO 257) 
TTCAACAGAAATGCCGTAGCCGGAAAAACCGAAA0GGC3GGGACAGTGAAGGGTGAGAGGG 

gcgagacagggggaacttgaatggggtattttgcttttgctgca 
ctctatctttaggcgaccggaaaaattcattttctcatcttc 

ACTCGATACTCTTTACAAAGAAACCCCCGCGGGGAAATGTTAGATTTGAGCTT^ 
CAGGAAAAGAAAAAACCTGGGGACATTAATCTTGTTTTTTC^ 

TTGGATGACTGCAGAAAAAGTACAGTTACCGGGTCTTAGCAAATUVCAAACATATATATAT 

ATATATATGAAAGCGTATGGTCAACACGGTTTTATAGGTTTTACTTT^ 

AACTTTGGCCCTTTCTCTTATCGCATTCAGATACTACACACAAGTGTTC 

AATAGATACATATACAGAAAATGACTAGTTTGGAOGATACAATAATTTCCTACCAGAATA 

TAATGTTACTGGATAACATGACCAACTACAACAAGCCTGCGATTGACTATTTC 

aatttaatgatgcaagcttggaaatatcggcttcatggacactactat^ 

aacataaactacttcgattaccaagttgctcttcagaggacgtgctagattacaac 

acctcgttaggctacatcattgcctctggaggcgttggtccataaatcactat^ 

agaactccaaatccaatccactgtccatcaactggaacaaagaaaccgatgtaacggtgt 

tgtacggtccagatttgactaacatagatagtaatgaaaacgaaatatcgccggtccaga 

accaaattgaccagaaacaaacaaaaaatctaaaatctgctttaaagaaaaatac 

gctgggtaaccgaggaggtggatgagattaacgcttctatagagagcaatgacaacgctt 

tggtgaaattagaagacatttcatgcccatcgtctgttgattctgacacgtct^ 

tcgaccagcattctacatgcactaaaatttcctccatagatgaagattctgaagacc 

tgaacgaaaagaaggaacaattccccaggaagttgaagtttaaccaagccgtgatgaaga 

gggagatcgactcaaaggggactatccgcgaatccctcy^tcaacataaacgatatccaac 
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ATTCC<XICCACCAT0GCCGTCACCATa5TCGC»^ 

CTCATTCTGATGAAACAATAAMGAAGCTCATTATGAGT^^ 

CTATGGAAGAAGACATTTTTTATAGGAACCAGGTTGTTra 

>YKR075C, 307 aa (SEQ ID NO 258) 

MTSLDDTIISYQNmLLDNMTNYNKPAIDYFHHEFOTASLEISASOT 

PSCSSEDVLDYNMYLVRI^CLWRRWSINHYGIiQNSKSNPLSINW^^ 

NIDSNENEISPVQNQIDQKQTKNLKSALFlCNTECWrEEVDEINA^ 

SCPSSVDSHTSSIFDQHSTCTKISSIDEDSEDIJINEKKEQFPRKLKFNQAVMKREIDSKG 

TIR£SLINm)IQHSRHHRRHHRiaiHHHHHQNSSHSDETIKEAHYEFSNYTFGT^ 

YRNQWF 

>YLR216C, 1616 bp, CDS: 501-1616 (SEQ ID NO 279) 

GAAGAATACAAAGAGGTCCAAGAAGAO^AAGACCGGGATGTGTGGGACACGAGAATATCC 

AAGACCGGATGCTACXJTAGAGAACCTCGCATTACAGCIXm^ 

TGGAGGCAGTGCTTCAACGAGATGGCGTTATTTAGGAAGTGTTG^ 

AGAGAGCGCGTAAGCACAGTXKJATOTGGATGGGACGACCAGTAAGGATTCGGAAAAG^ 

AAATGAAAATCTAAATGTCGTGATGTATAACITOTATATAAT^ 

AAACACATTGTTTCCCTTTATAGAACATAACTGTTACGCT^^ 

GCTTCTAGAATATTTTTCCGCCCTAGCTGGAGAAAGTT^ 

AGTCGAATATCAGAGGTGCTGATGCGCTCACATCACATAGAAAAC^^ 

CAGGCGATCAAGGAGTAAAAATGACTAGACCTAAAACTTTTTTTGAT^ 

GTAAACCCCAAGGCCGTATAGTTtTTGAGTTGTACAAT(^^ 

AAAATTTTTTGAAGTTGTGTGAAGGAAAl^XrroGT 

CATTGTCGTACAAGGGTTCCATTTTCCACAGAGTGATCAAAGACT^ 

GTGATTTTACCAATTTTAATGGTACTGGCGGTGAGAGCAT^^ 

ATGAAAATTTCACTGTTAAACATGATAAACCATTCCTTCTATC^ 

CAAATACCAATGGATCTCAAGCTTTCATAACCTGTGTTCCT 

AGCACGTTGTGTTTGGTGAAGTGATTCAAGGTAAAAGAATTGTTCGTT^ 

AACAATGTGACCAAGAAAACAACAAGCCATTGCGTGATGTAAAGATTGATGACTGTGGC^ 

TGTTACCTGACGATTATCAAGTGCCAGAGAATGCOGAAGCTACACCAACAGATGAGTACG 

GCGATAATTATGAAGATGTTTTAAAACAAGACGAAAAAGTTGACTTGAAGAAT^ 

CCGTCTTGAAAGCTATCGAAACGGTAAAGAACATTGGTACTGAACAGT^^ 

ACTATTCCGTCGCTTTAGAAAAATATGTCAAATCTGATAAATTCTTGAAAGAGTAT^^ 

CAGAAGATTTGGAGAAGGAACAAATTGAAAAAATCAATCAATTGAAAGT^ 

TGAATATTGCCATCTGTGCTCTTAAATTAAAAGATTACAAGCAAGTATT 

CGGAGGTGTTATATGCCGAAGCGGCTGACGAAAAAGCCAAGGCCAAAGCTTTCTA^ 

GTGGCCTGG(XTATTACCATGTTAATGACACAGATATGGCTCTCAATC 

CCACTACTTTCCAGCCAAATGAOGCTGOCATTl^ 

AAAGAAAGCAACAAAAGGAAAAAGCTAAAAAGTCTCTTTCGi^ 

>YLR216C, 371 aa (SEQ ID NO 280) 

MTRPKTFFDISIGGKPQGRIVFELYNDIVPiePAEMFLKKEGNAGMA^ 

IFHRVIKDFMCQFGDFTNFNGTGGESIYDEKFEDENFTVKHDKPFLLSMANAGPNTNGSQ 

AFITCWrPHLDGKHVVFGEVIQGKRI\mLIENQQCDQENNKPLRDVKIDDCG^ 

VPENAEATPTDEYGDNYEDVLKQDEKVDLKNFDTVLKAIETVKNIGTEQFKKQNYSVALE 

KYVKCDKFLKEYFPEDLEKEQIEKINQLKVSIPLMIAICALKLKDYKQVLVASSEVLYAE 

AADEKAKAKALYRRGLAYYHVNDTDMAIOT)LEMATTFQPNDAAILK^ 

KAKKSLSKMFS 

>YLR346C, 806 bp, CDS: 501-806 (SEQ ID NO 289) 

CTTATCTCAGGGTACCCATAATTTCAACCATCCTTAGCTTCCATTAAAAACACAATC 

TGCGTTACTAGCGAAGCGGCTTATCTGTTAATTCTTGCTTGCAAACATCCT 

TGAAAAGGCACAGCGCACCTGCTGAATGCTCAACGTOTGTAATAATCCGCCTAT^ 

GGAATCAATAGGGCTCCrAGCAGGCCGCCATCAATTTTCAGCGTGCCG 

ATTACCAAGATTTCCATTTCCGCGGCTCATTCCTATCAATATTAAGTAAT^^ 
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ctcgtgattctttgtgatgctcattcaca^cavqgactjuot 

ttcatataaaagttggtgcagttaatgattaattc(»t^ 

tatacctgtosaattaaaavtaaagtgtatatgaattot 

^ytatttatctvcctttaataatgcaatogatcag^ 

aaaacacaatcaattcagctt(x:actattgcagagtgg^ 

tcaacgttgttggttcaggcagatatgtgago^^ 

ATTTACTCAAGGCTGCCCAGGAAGCGGAAATXX^GGAGTT^^ 

AAGGTAGACATAAACGTAATAAGAAAA6TAAGATAGCATTGGAGACTATAQCGGAAGAAA 
ACTCTTCAACTGAAAGCCTTTTTTAA 

>YLR346C, 101 aa (SEQ ID NO 290) 

MQSISNCPIGLVSKNTINSASTIAEWVACPWKVTIJVVGSGRWSNKPDKITRYDLLKAAQ 
EAEMQELIiTRNDMKGRHKRNKKSKIALETIAEENSSTBSLF 

>YML129C, 713 bp, CDS: 501-713 (SEQ ID NO 297) 

TAATCAACTTGGCCAAGCAGAATACGCAATGGTTGTTCGGCACr^^ 

ACAAGAGGTACCTACATAACGTTAAAAACTXKSTOSAAAAGCATATTAGG^ 

GATTGGGGTGTCAACGTAATGTACTTrTCTC<XX»AT^^ 

ACCGTAAAATGGACAAGCTAATAGCAAAACGAAAAAACACGTTGTCAC^^ 

TTGCTTAAGTAAGTATTTTGTCTTTATAATCTTAC^^^ 

AACACTATTTCCTCACTCTCGGAAGCAGATTTCGAAGT^^ 

CITCTCCTTCCTTGCGATTAATCTTACCCXM3TATACXJAAA 

TGCATTGAAAGGAGCATAAATCTATACAGCGGTTOtSGCAATW 

AAAATAGAACGCAGATAGTCATGTCCAAATACGCTTGGTATACCAGAGTTAC^ 

TACATCGTCTAACGGTACTGACGTTGGTTGGTGGTAO^ 

CrTACACTTTATACATGAACGGTAAGAAGTACX3AA(»ACAAGTGAC^ 

TTGAAGAAGACAATCAACAACTGCAAAGTCCTACT^^ 

>YML129C, 70 aa (SEQ ID NO 298) 

MSKYAWYTRVTDTLHRLTVLTLVGGTLYMSGGi:iAYTLYMNGKKYEQQ\nr 
LQSPTAPPTE 

>YML132W, 1640 bp. CDS: 501-1640 (SEQ ID NO 299) 

gtaacttggttctatgaatcttcatgtcagatacgtaggacagact^^ 

tatttgtgacagctacgtctattttctactagatgtttacacagtt^^ 

ctacgcttaaaatatgtatttcattcaagcggtaaccgctgtacgagcagtgacat^ 

ggtcgcaccctaaatgtgaaccaacgttaog(x:acaccgtgatgtacccgcattaaagtt 

ttgtaaattcgttattacgattatcgagttggctagatagaaaaccggaaatgtaat^ 

TGCCCTTTT(X3AATAGCTGAGTTTCTTTG(X:TAAJ^^ 

CTATCACGAGGTTACTGAGCCATTGCATGAACGOXrGaxrCTCGGCGGCTTTT^^ 

GCTGTGCTGTATAAAAGCGAAAAGCCAGAAGTTACTATCTCGAATAAAAAACCCCTCGAA 

CTGCCATCTCACTACCGAAAATGAAAGAGAATGAACTTAAAAATGAGAAGAGTGTAGATG 

tattatccttcaaacagctcgaatcccaaaagattgttctacctcaagatct^ 
gcagctttacctggttttgttatgaaatttacaagtccttagcgt^^ 

TATTATGGCTACCACTTAGCGTCTGGTGGAAAC!TTT<XAACAATTGTAT^ 

TAGTTTCACTTCT(MTCCTGTTTCT(X;GACCAATATTTGTCCT^ 

CTCGTAAGCGTTCCTTATCGAAACAACTCATTCAGTTTTGCAAA 

CACCAAGTTCTGATCCTCATGATTGGGAAGTTGTTGCAGCAAATCTAAATTC 

ATGATUUVTAAGGTTTGGAATACTAAGTACTTTTTTTTCAATGCC^ 

CGTTCAGAACAACCCTTCTCGAACCATTTTCTTTGAAAAAAGATAAACK^ 

AGTCATTTAAGGATTCCGTCCCTTACATTGAAGAA(X:ATTGKK5AGT^ 

ttgaaaaacaatggaaattgtttaatactcaaaaatcatggagccctc 
atgctaaacttcccaac^gaackotaccgatttaagcttacttcg^^ 

CCAATATTTTTATGTTGATACCATTCCTTAATTTTT^^ 
GAATGTGCCTTCTATTACGCACCTTGTATCTCGGGTG<yiTTCTTT^ 

gtttccaaaatataagggttttgattatgagcatcgaacacaagatgcagot 
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CTATTATAAATGAGCAAGAAAGTGGTGCGIJmXSATGGCa^ 

ATAGGTACTTGTTTGAGAAAAAAGOCTGGAAGAATCA^^ . 
ACTGTGAATGGTTrTTTAACCACr^ ' 

ggcctttaccattcaatgtggaactatggcx::atacatta^ 

GTGAGGTGCTCTTAGTGTAG 

>YML132W, 379 aa (SEQ ID NO 300) 

MKE^JELKNEKSVDVLSFKQLESQKIVLPQDLFRSSFTWFCTEIYKSLAFRIV^ 
\WWKLSNNCIYPLIVSLLVLFLGPIFVLVICGLSRKRSL 

DWEWAANLNSYLYENNVWm'KYFFFNAMVCQEAFRTTLLEPFSLKKDKAAKVKSFro 

PYIEEAIXSVYFTEVEKQWKLFNTEKSWSPVGLEDAKLPKEAYI^ia^TWFLKRISNIFm 

PFIJJFLCX:iWSRGMCLLLRTLYLGWILPMLVQGFQNIRVLIMSMEH^ 

SGANGWDEIARKMNRYLFEKKAWKNEEFFFDGIIXrEWFFNHFFYRVLS 

ELWPYIKEAQLSRSEVLLV 

>yMR009W, 1040 bp, CDS: 501-1040 (SEQ ID NO 301) 
ACCGGTATTTTCATCTCTTCTAGATCAAGACTAACTGCTC 
GATAGTCCATATTACTCTTCAATTAATATTTTT^^ 
CAATTTTTTCCTTCTCTTTTTCTCCCrA^ 

ttgttaatgattoicatgtgcgcaagtcxjtattgix^^ 

aaataacaggagagaggcaagatagcataacggcxx:aatgaaggtaatttx^^ 

tcrnxk:attgacgactgaaagggcccttgtj^^ 

tagagtcgctaacacogaaatatgcatattgaaaaacatcaaagtatai^^ 

gggtggcatctgcagatcaaaaaaaacaataacc»cx:aaacaagac^ 

TAAAAAGGTCAAAAGTTAGAATGGTTAAGGTATATATTCATGACAAC^ 
ATTATCGCGCACCCCACAATTCTGGAACAGAACTTTCCCTG^ 
GAGTGATTTATAAATACTGTGCAAATGAGGAAGAAGTCAATGAAA'rTGCTAG^ 
AATATAAAAATAGAGATGTGGTCAACATCTGCGAAGGTTCC^^ 

ttaatgaaaaactagcaacattctaccaagagcatttacatgaagacgaagaaataagat 

actgtctcgagggtgctggatactttgacgtcagggatgcttccacacca 

ttaggtgtttggtagagtcaggtgatttactgattcttccac 

tcaccttgacaactagcaaccacatcaaggccttgagactgtto 

ggcaagctatcaacaggtcaaatcaggctgattcattgcctgtacgc^ 

CCCTGATCAATCAGTACTAA 

>YMR009W, 179 aa (SEQ ID NO 302) 
MVKVYIHDNK\mSDYI^HNSGTELSI^EIiAKIX^ 

VNICEGSFKSEAEFNEKLATFYQEHLHEDEBIRYCLBGAGYFDVRDASTPENWIRCLVES 
GDLLILPPGIYHRFTLTTSNHIKALRLFKDEPKWQAINRSNQADSLPVRKDYIALm^ 

>YMR011W, 2126 bp, CDS: 501-2126 (SEQ ID NO 303) 

GCAGCTTCACTTTTAAGTTTCTTTTTCTCCTCA 

CTTATGAATCCGGAGAAAACX:GG(3GTCTTTTAACTCAATAAAATT^ 

TCCTACGCGTTTTCTTaSCXJAACTAGATAGGTGGCTCT^ 

TAGTTTTTCGCAAGCCATGCGTGCCTTTTCGTTTTTGC^ 

AATTAACGGTACGCCGCCTAACGATAGTAATAGGCCACXSCAACTGGCGTGGACGACAACA 

ATAAGTCGCCCATTTTTTATGTTTTCAAAACCTAGCAACCCCCACCAAAC^ 

TCCCGGATTCACAAATGATATAAAAAGCGATTACAATTCTACATTCTAACCAGATTTGAG 

ATTTCCTCTTTCTCAATTCCTCTTATATTAGATTATAAGAACAACAAATTAAATTACAAA 

AAGACTTATAAAGCAACATAATGTCTGAATTCGCTACTAGCCGCGTTGAAAGTGGCTC^ 

AACAAACTTCTATCCACTCTACTCCGATAGT<X!AGAAATTAGAGACGGATGAATCTCCTA 

TTCAAACCAAATCTCAATACACTAACGCTGAACTCCCAGSCAAAGCCAATCGCCGCATATT 

GGACTGTTATCTGTTTATGTCTAATGATTGCATTTGGTGGGTT^ 

CTGGTACCATCTCTGGTTTTGTTAATCAAACCGATTTCAAAAGAAGA 

AATCTGATGGTACCTATTATCTTTC(X3AC<n<:CGGACTCXmTCATCGTl^ 

ATATTGGTTGTGCCTTTGGTGGGTTAACCTTAGGACIGTC^^ 
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gaattggtttgatgtgcgtcgttctggtataa 
ctagtgacaaatggtacxiaatatttcattggtagaattat^ 
' gtattgctgtcx:tatctocaactttgat^^ 

CCTGTGTTTCTTTCTATCAGTTAATGATCACTCTAGCT 

ACTATGGTACTAAAGACTACTCCAATTCAGTTCAATGGAGAG^ 

TTGCCTTCGCTATTTTCATGATOSCT^ 

TAGTCGAAAAAGGCAGATACGAAGACGCTAAACGTTCTTTGG^ 

CCATTGAAGATCCAAGTATTGTTGCTGAAATGGATACAA^ 

AAAGATTAGCa3GTAAC3GCTTCTTGGGGTGAGTTATT^^ 

CTCGTGTGATTATGGGTATTATGATTCAATCCTTACAACAATTAACTGGTAA<^^ 

TCTTCTATTATGGTACTACTATTTTCAACGCCXSTCGGTATGAAAGAT^ 

CCATCGTTTTAGGTATAGTCAACTTCGCATCCACTTTCGTGC^ 

AATTTGGTCGTCGTAAGTGTCTATTGGGTGGTTCKX^ 

TCTTCTCTACroTaSGTGTCACaUVGCTTATA 

aggctgccggtaacgtcatgattgtctttacctgtttattc 
gttgggccccaattgcctacgttattgttgccgaaixx:tatcct^^ 
gtgctatggctattgctgttggtgccaactqgattt(^ 
ctcccttcattacaagtgcaattggattttcatacgggtatc 

TATTTTCATTCTTCTACGTGTTTTTCTTTGT(^ 

aagttaatgaaatgtatgttgaaggtgtcaaaccatggaaatctto 
aagaaaaaagagtttccgaggaataa 

>YMR011W, 541 aa (SEQ ID NO 304) 

MSEFATSRVESGSQQTSIHSTPIVQKLETDESPIQTKSEYTNAELPAKPIJUVYVmr^ 

LMIAFGGFVFGWDTGTISGFWCyrDFKRRFGQMKSDGTl^ 

GLTLGRLGDMYGRRIGUaCVVLVYIVGIVIQIASSDKWYQYFIGRIISGM 

TLISETAPKHIRGTCVSFYQLMITLGIFLGYCTNYGTKDYSNSVQWRVPLGLNFAFAIFM 

lAGMLMN^ESPRFLVEKGRYEDAKRSLAKSNKVTIEDPSIVAEMDTIMANV^ 

SWGELFSI^GAILPRVIMGI^^:QSLQQLTGIn^FFYYGTTIFNAVGMKDSFQTSIVI^ 

NFASTFVALYTVDKFGRRKCLLGGSASMAICFVIFSTVGVTSLYPNGKDQPSSK^ 

IWTCLFIFFFAISWAPIAYVIVAESYPLRVKNRAMAIAVGANWIWGFLIGFFTPFITSA 

IGFSYGYVFMGCLVFSFFYWFFVCETKGLTLEEVNEMYV^GVKPWKSGSWISKEKRVSE 

E 

>YMR099C, 1394 bp, CDS: 501-1394 (SEQ ID NO 307) 

aacagttcacctcgatctacatatatttcaatgcgagaatgattaat^ 

aaacaacccttttactgccagcgcctttcataaomxstagt^^ 

ataaagcatgacatataatgccaaccccatatttatatagttaacntc 

atctattgcaccaggaaaagtgccttcttcttaaaacataagttacgtcccgaccat^ 

tctaaacggcatcaatcattgcagcagaagaaatagtgtgtagatctcctcgttcgctag 

aascagtcaatgataacaaggtctttcttcaagctgtct^ 

atggggtcaccaatgcgccttttatttttcacgccc^^ 

aaatgaataaagaggtgattctgaggttcattataagcctttggtaaaac^ 

aaagattaaaacacaaagccatgcctatcaaagaaactgataaagaagttgtt^ 

atccagctgatgagaccaccagcgttcatattctaaagtacggtgctacag^ 

ggaaattgaaatctgaagaacagttgtggttgtctactg^ 

aacctgtgagaggtggtatacctttggtcittcx:t^ 

aacatttgagtaaattacctcaacatggtcttgcaagaaattctactt^^ 

GTCAAACTAAGGAAAACCCACCGACCGTACAATTTGGCTTGAAACCAGAAATTGCT^ 

CAGAATTGACCAAATTGTGGCCAATGGATTATCOTTTGATT^^ 

CCGATTATrreAAAACTGCCATAGAAGTAGAAAAOVaVTCTAGTTCCA^ 

TCAACTGGTTGTTCCATACATACTTCCGTATOSAAGATATTGAAGG^ 

ATTTAGCTGGCATGAAACTTTATGACCAACKn^ 

CAGTCGTTACCTTCAATCAAGAAACCGATGTAATTTATCAGAATGTCAG^ 

CCATTCAAATAGTTGACAAGGGCGTTCAAATTCACACTCTAAAAAGAT^ 

ACACTGTTGTTTGGAATCCATGGATTGAGAAGTCTCAAGGGATC 
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AAACTGGTTACCAACAAATGATATGTATTGAAOCTGGTCAT^^ 

TGGCTCCTGGTAAAAAATGGAATGCrrATCAATTAC^^ 

AAGCTATTCAATAA 

>YMR099C, 297 aa (SEQ ID NO 308) 

MPIKETDKEVVLTHPADETTSVHILKYGATVYSWKLKSEEQLWLSTAAKLDGSKPW 

PLVFP\^KNSTDEHLSKLPQHGLAraiSTWBFLGQTKENPPTVQFGLKPEI^ 

PMDYLLILTVELGSDYLKTAIE\ra^TSSSKELiaFNWLFHT^^ 

YDQLLKESYVDKHPVVTFNQETDVIYQNVSAEIUVIQIVDKGVQIHTLiaiY^ 

WIEKSQGMADFEPKTGYQQiaCIEPGHVHDFISIAPGKK^ 

>YMR110C, 2099 bp, CDS: 501-2099 (SEQ ID NO 311) 

aagagagagaagctagattatcattacagcagccyicatagtataccaaattccagtacag 

gcacaccagaacatgatcaagacacttagaggaaatggaacaacgaatttccagcc^^ 

attccgagtagttcatgatgaaagatttttacatgcm^^ 

cctatatggatttcatgccaacagggtatataatagacaattaccggtgtactgatatat 

caactatcgactccaagccttttatctatcagtcaat^^ 

gataggttcgaaaattcaatctaatattagtgatttaattagatggtgga 

ttttttttgtcgttttatcaggagattct^^ 

tataaaaaacaaaacttcaggcatattgattatctaaa^ 

catagtaatttatcaccaacatgtcaaacgacggctcaaaaata™ 

tgtctaaaatagatgaaatagttgaaatctcaagaaatot^^ 

AATTCTCCCTVCGAAAATAACCCAAGGAAAAAAGATCTAGAATTCAGGCA 

AAAAACTCTATTATGCCGTCAAAGATCATGAGGAAGAACTGATCXJATG^ 

ACTTTCATCGGAACAAAATTGAATCGGTTCTGAATGAAACG 

tacttcacctaattcagattttaccaaaattgatcaaacctc^ 

ctcctccatttatgtttggtaaaacaatcgtggagaaaatatcaaggggoigtgtct^ 

ttattgctcctttcaattttcccctacttt^ 

ctgcaggtaacaccattgttctgaagccaagtgaactaaovccacacact^ 

tggaaaatttgttaaccacagctggtttccctgatggattgattc 

ctatagatgaaactacaagactactagattgtogaaaatttgacctaatato 

gttctccccgtgtcggatcaatagttgctgagaaagcaqcaaaaagtctaacacctt^^ 

tacttcaacttggtggtaaatcacctacctttattacagaaaat^ 

taaaaattgctttgaaaaggatttttt^^ 

tttcaccagattatttgttagtacataaatctatctatccaaaagtcat^ 

aatcagtactaaatgaattttatccaagctttgatgaacaaacagat^ 

ttcatgagcctgcttacaaaaaggccgttgcaagtataaactcaactaacx^ 

TTGTGCCTTCAAAAATTTCTATCAATTCAGATACTGAG^^ 

ccatagtttataacattggttgggatgatcxtttcatgaaacatc 
tattgcccatcattgagtaosaggatcttgatgagaaiattaacaagataa 
atgacactccattggtgcaatacatattctctgatagccaaactgaaat;^ 
tgacgcgcttaagatctggtgactgtgttgtcggtgatactigtgattc^ 

CCGACGCTCCATTTGGAGGGATCGGTACTTCAGGTTATTO 

GATTCAATACCTTTAGTCATGAAAGAACAATTTTTAAACAACCATATTGGAATC 

CCCTTTTTATGAGATACCCTCCAAATAGCGCACAAAAGGAAAAGCTCGTCCGTTTTG^ 

TGGAAAGAAAACCTTGGTTTGACAGAAATGGCAATAACAAGTGGGGGTTACGCCAATATO 

TTTCATTATCTGCCGCCGTTATTTTAATTAGTACCATTTAC^ 

>YMR110C, 532 aa (SEQ ID NO 312) 

MSNDGSKILNYTPVSKIDBIVEISIWFFFEKQLKLSHENNPRKKDLEFRQI^LKK^ 

KDHEEELIDAMYKDFHRNKIESVLNETTKLMNDIUCLIEILPKL^ 

KTI VEKI SRGSVLI I APFl^PLLIAFAPIJ\AALAAGNTIVLKPSELTPHTAV\m^ 
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AGFPIX5LIQWQGAIDETTRLIJDCGKFDLIFYTGSPRVGSIVAEKAAKSLTPC^ 

SPTFITENFKASNIKIMJaaFE^AFGNSGQICVSPDYU-VHKS^^ 

YPSPDEQTDFTIUa:HEPAYKKAVASINSTNGSia:VPSia:Sra^ 

WDDPIJ!KQEOTAPVLPIIEYEDri)ErriNKIIEEHDr^^^ 

DCWGDTVIHVGITDAPFGGIGTSGYGNYGGYYGFOTFSHERTIFKQPYWOT 

PNSAQKEKLVRFAHEIUCPWFDRNGNim\rGLRQYFSLSAAVXLISTXYAHCSS 

>YMR173W-A, 1685 bp, CDS: 501-1685 (SEQ ID NO 691) 

AAAAAACCACTCCGAAGGTTCGAGGATGACAAATCXMXXXn^A(^ 

rTOGCACCGACGAAAAAGGGAAAAAGGAAAAGAATCTCGTACAAGAA^ 

GTTGAGATTTCATTTAACAACGCCCCCCITTCCATTATA 

GTAATAAAAAAAGAATTTCTCGAAAATGTCTTACAATTJ^^ 

GGCTTTAATAGACTGATATATACGGTATTATAAGTGAACGAAAAAAACAGCAATG(^ 
ATTTGATAAAGTGAAGCaUVTTTGCTAACAGCAATAA^ 

CAATCAAGGCGATTATGTTACCAAAGCTGAGAATATGATCGGCGAAGATAGAGTC^ 

ATTCAAAAGCAAAATCGGAGAGGACAGATTTGATAAGATGGAGTCCAAGGTTCG^ 

ATTTTCTAATACCrCTATAAATGACAACGACnXX^ 

TAACAACGATTCATATGGTTCTAACAACAATCATT^ 

ATATGGCTCCAACAACAATGATTCATATGGCTCTAACAACGATGATTC 

CAACAAGAAGAAGAGCTCTTATGGTTCTAACAATGACGATTCGTACGGCTCCAGCAACAA 

CAATGACTCTTACGGTTCCAACAACAATGACTCTTACX^^ 

CGGTTCCAACAATGACGACTCTTACGGTTCGTCAAACAAGAATAAGAGCTCTO 

CAACAATGACGATTCTTATGGCTCTAACAATGATGATT^ 

GAAGAGTTCTTATGGTTCCAGCAACAACGATTCGTATGGTlXn'AA(^ 

TGGTTCTAACAACAATGATTCATATGGCTCTAACAACX^ 

CAAGAAGAAGAGCTCTTATGGTTCTAAOUll^^ 

tgactcttacggttccaacaatcacgactcttacggttcgtcaaa^^ 

ttacggttcttctagcaacx5atgattcttacx5gat(ntcc^ 

ttcttccaacaagaagaagagttcttatggtt(x:aacaatgacgattctta 

caatgatgattcatatggttcttccaacaagaagaagagttcttatggttcc^ 

cgattostatggttctaacaacgatcattcxtacggrkot 

ttatggttccaacaacgatgattcatacggctccagcaacaacaatgact^^ 

caacaatgacgactcttaasgttcctctaatagaaacaagaactcotat^ 

ctacggttcatocaacaatgatgactcttatggtt^ 

atacggtggtgacgacgattactaagtttttggatotct^ 

tgtgtttagacttaagtatgaaaattttatgtatgagctgtggct^ 

AATAG 

>YMR173W-A, 394 aa (SEQ ID NO 692) 
tmrPTTTTHimilTTIHMVLTTMIHMALTTMIHMAPTTMIH^ 
MVLT1^IRTAPATTMTLTVPTTOTLT\^TT^ 
ALTMMIHMVLPTRRRVLMVPATTIRMVn[-TTMIHl^ 

vltotirtapattmtltvptmttltvrqtriraltvn^ia 
vlmvptmtilmaltmmihmvlptrrrvlmwattirm\^t™ 
ihtapattmtlwpt^^tltvplietrtpmglpttvhptmmtijf\ml 
tkfldvfdkknillcldlsmkilcmscgyvsagk 

>YNL031C. 911 bp, CDS: 501-911 (SEQ ID NO 325) 

caaca(x:ccaggcgcgagtgaacaacatattaaattaaacgk:cttcttgt(^ 

gttctggtctggtctgcatttcgcgc<xgaaaaagcttga(^^ 

tcctgccatacaaatgcgaaactctcggtctagtaccactttcccggtgccaaacgacca 

cagttgtccgttccgagcacttcgcattaagcgcgtgaaactattggcacgccctaaggg 

gctcctacggatgggagttggtcatttagcgttcattatcgccc 

acggctatggctcggtgtcaaaacatagtttgcgtgataacagcgtgtt^^ 

cgttgcttcttgtgaccgcagttgtatataaataatctttttct^ 

accactgttttgtgacttccactttggcccttccraact^^ 
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atccaagcaaacactccacaatggoiagaactaaacaiuic^^ 

gtaaagck:ccaagaaaacaattagcct<x:aaggct^^ 

gtggtgtt/uvgaagcctcacagatataagccagct 

gattccaaaaatctactgaactgttgatcagaaa(ot 

aaatcgctcaagatttcaagaccgacttcagatt^^ 

aagaatccgtcgaagcatacttagtctctttgtt^^ 

acgctaagcgtgttactatccaaaagaaggatatcaaattggcc^ 

aaagatcatga 

>YNL031C, 136 aa (SEQ ID NO 326) 

MARTKQTARKSTGGKAPRKQIASKAARKSAPSTGGVKKPHRYKPGT^ 

LLIRKLPFQW^VimiAQDFKTDLRFQSSAIGALQESVEAYLVSLFEDTNIJU^ 

QKKDIKLARRLRGERS 

>YNL134C, 1631 bp, CDS: 501-1631 (SEQ ID NO 331) 

AAACTCGGAAACTCTTim<:TATTCATCTTCCCTTCT(^ 

AAAAGAACCGAAATAACCAACACCCGTAACGTCAAAGCATTCATGCTTAGAATGGAAAC 
ATITCGTGGAATGAAATGGCAAATTGATCACATTGATT^^ 
GCAATTTTTTAATGGTCATCACAGCCCCTGCTC 
TTGTCGCGCGGTTCCGCX:CCroCGTACIXrrTA 

GATTGGCATCGATTAGTAAGGACAGATGTTAAGGATTTAAGACCGTTT^ 

GGCAATGCTTCGATTTAAAAGGAGAGAGTT'JniTTTTTO 

TTGATTAGTACTGTAATTCTAGTTGAAAAAAAATCXM^ 

TATCATACTGCATATCAAGCATGTCCGCCTCX5ATTCCAGAAACCATG^^ 

TTGAAAATGGCAAGGCTGTAGTCAAACAGGACATTCCAATTTC 

TTGTTCTAATTAAGACTGTCGCCGTTGCCGGTAACX:CrACCG 

TCAAGATTGGTCCTCAAGGTGCCCTCTTAGGCTGTGATGCAGCC^^ 

TGGGCCCAAATGTTGATGCTGCACGCTTTGCCAT^ 

ACGGTGCTTCAGTGAGGTTCCCCTCAAACGGTGCCTTTGCTGAGT^ 

CCGAGACTGCTTATAAACCAGCCAGAGAGTTTAGATTGTGCGGTAAAGACAAGCTACCAG 

AAGGCCCCGTAAAATCTTTAGAAGGGGCAGTATCCCrcCCAGTCTCATTGACCAC^ 

GTATGATCCTTACACATAGTTTTGGCTriX3GACATGACAtGGAAGCC<^ 

GAGATCAACCCATCITATTTTGGGGTGGTXXrCACTCC^^ 

TGGCAAAAAAACTAAACGGTTTCAGCAAGATCATCGTCGTT^ 

AATTGTTGAAAGAGTACGGTGCAGATGAACTTTTTGAC^ 

AACAGATAAAAAAGAAGTACAACAACATTCCTTACTT^^ 

AAACTATTCAACAGGTGTACAAATGTGCCGCTGATGA(^ 

TGACCGTTTTAACCGAAAAAGATATCAAGGAGGAAGACAGGAGGCAAAAra 

AAGGAACCCTTCTATATTTGATAGGAGGTAA0GACX3TCa:ATT^^ 

CAGCAGACCCTGAATACAAGGAAGCCGCCATAAAATTTATTAAGTTCATCAATCCAAAAA 

TCAATGATGGTGAAATCCACCACATCCCAGTGAAAGTTTACAAGAACGGGTTAGATGAT^ 

TCCCACAGTTACTTGATGATATTAAGCyiOGGGAGGAATTCTGGC^ 

TCTTGAAATAA 

>YNL134C, 376 aa (SEQ ID NO 332) 

MSASIPET^^CA\A/TENGKAVVKQDIPIPELEEGFVLIICIVAVAGNPTDWKHIDFK^GPQG 

AIiLGCDAAGQIVKLGPN\mAARFAIGDYIYGVIHGASVRFPSNGAFAEYSM 

AREFRLCGIODKLPEGPWSLEGAVSLPVSLTTAGMILTHSFGLDMTWKPSKAQRDQPILF 

WGGATAVGQMLIQLAKKU^GFSKIIWASRKHEKLLKEYGADELFDYHDADVIEQIKKKY 

NNIPYLVDCVSNTETrQQVyKCAADDLDATVVQLT\^TEia)IKEEDim^ 

IGGNDVPFGTFTLPADPEYKEAAIKFIKFINPiaNDGEIHHIPVK\nrKNGLDDIPQLLDD 

IKHGRNSGEKLVAVLK 

>YNR002C, 1349 bp, CDS: 501-1349 (SEQ ID NO 339) 

ATGGACAATTTGAACnTCTTGACTACCCCTATXrrcACACTAt^ 

ATTCGTATTGTAAGTAGATAGAGACGCAATACIAGGAAACX^KIACCTTCCTTCCIAA^^ 
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ACGGCTGAAATGCTTTGTTGAOCAATTAOGGACGOT 
CTCCATCCTAAATCGGCGGAGGGAGAACTCXXJATAa:AGC(X5A(^ 

cagtagatgctaccagccc<xk:aataatttcaca 
ctggaaatgatcagau^cttcgacggatttaactct^^ 

AGCCGTGATCATCTTTGAACAAGCAAAATATATAAAGa\GGAGAACrc 

CTAGAATAGCCATAACTAACTATGTAACATTCTAGAGATOUITCAAA^ 

CACAGAAAAAAATAAAAGGCATGTCTGACAGAGAACAAAGCAGCGGCAACACC^ 

AGAACCCTAAGGCACTCGATTCTTCCGAGGGTGAGT^^ 

GCCGCCACTCGOUVGAGTCCATATGCAAAATATAT^ 

TTTACATOXKrCGTCAAAAATTTTTAAGGGATGAT^^ 

TGAATCCCGGTTTAGCCCCCGCGCCAGTCCATAAATTCGCAAATCCT^^ 

TTTCCGGTTTTGCCCTCACTACGTTTGT^ 

TCACTATCCCTAATGTTGTTGTTGGGTGTGCCAT<mTTACGGTOT 

TTGCTGGTATTTGGGAAATCGCTTTAGAGAACACTTTCGGT^ 

TCGGCGGTTTTTGGTTAAGCTTCGGTGCTATATAC^^ 

CCTATAAGGACAAGGAATCOSACCITGGAAATGCXXn'A^^ 

CACTCTTCACCTTCGGTCTTTCCGTCTGCACCATGAAATC^ 

TATTCTTCCTCTTAGCAGTGACCTTCTTACOTCTATCCAT^ 

TTGGCGTCACTAGAGCTGGTGGGGTCCMGGTGTG 

ACGCTTACGCAGGTATTGCCACAAGACAAAACTXXJTACATTAT^ 

TACCTAGCAATGATAAGGTGTTCTTCTAA 

>YNR002C, 282 aa (SEQ ID NO 340) 

MSDREQSSGOTAFENPKALDSSEGEFISE3JNDQSRHSQESICKIYTAGKNNEYIYIGRQK 

FLRDDLFEAFGGTI^PGLAPAPVHKFANPAPLGLSGFALTTFVLSMFNARAQG 

VGCAMPYGGLVQLIAGIWEIALENTFGGTALCSFtX5FWLSFGAIYIPWFGILDAYia)KES 

DLGNAIiGFYLIiGWALFTFGLSVCTMKSTIMFFALFFLIJVVTFLLLSIANFTGEV(^ 

GVLGVTVAFIAWYNAYAGIATRQNSYIMVHPFALPSNDKVFF 

>YOL139C, 1142 bp, CDS: 501-1142 (SEQ ID NO 347) 

ACAAGTTTGGATACTGGTATTGTGACTCTTGTAAGAAGAA^^ 

GTGAAAGACCa^TOAAAGAAACTGACCATGGTCATCCTCCCCTO 

TCCAGTGCATACAAGAATGGTTTCTCGATGAGAATGAACAAGAATGTC^^ 

CCGGTGTTGCATTCATCTAGGTTCTCCAGATAAT^ 

GTTTAGTTAAATCGTTTAGAGTAATATTACCCGTCAAAAAGGTCGQGTAAAATT^ 

CCCTCTCCGAAAAGAAAATTTTTTTCGTCGTC^ 

GAGAGTTTTACATTGCAAGAGGTAGTGTTAATTCrcGATTC 

GTGTTAGTGCITKJAGTACTTCCrAGGAGTTTTACGAA^^ 

AACTAGTGAAAQGAAGAAAAATCTCCGTTGAAGAAGTTAGCAAGAAGTTT^ 

TTTCAGTCGATGATACCACAGCTACTCCAAAGACnCTT^ 

ATGTCAAGCACCCATTGAACACCAAATGGACTTTATGGTACACAAAGCCAGCCGTCGATA 

AATCTGAGTCGTCGTCTGATCTATTACGTCCCX^TCACTTCATTC 

TTTGGGCTATCATTCAAAATATTCCTGAGCCACACGAACTA<XATTGA^^ 

ACGTCTTCCGTAATGACGTTAGACCTGAATGGGAAGATGAAGCCAATGCTAAAGGT<^ 

AATGGTCTTTCCAA(riTAGAGGAAAAGGTGCTGATATTGATGAAT^ 

TACTAGCAGTTATTGGTGAAACAATTGATGAAGACGACTCCCAAATTAACGGTGTCGTTT 

TAAGCATTAGAAAAGGTGGTAACAAGTTOXXrCTTATGGACTAAATCTG 

CACTATTGAGAATTGGTGGTAAATTCAAGCAAGTTTTAAAATTAAC^^ 

TGGAATTCTTTCCACATTCCAGTGCCAATGGTAGACACCCTCAACCATCAATCACCTTGT 

AA 

>YOL139C, 213 aa (SEQ ID NO 348) 

MSVEEVSKKFEENVSVDDTTATPKT\^SDSAHFDVKHPLNTKWTLWYTKPAW 
LLRPVTSFQTVEEFWAIIQNIPEPHELPLKSDYHVFRNDVRPEWEDEANAK(5GKWSFQLR 
GKGADIDELWLRTLLAVIGETIDEDDSQING\A;LSIRKGGNKFALWTKSEDKEPLIiRIGG 
KFKQVLKLTDDGHLEFFPHSSANGRHPQPSITL 
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>YOR120W, 1439 bp, CDS: 501-1439 (SEQ ID NO 353) 
TGTCTTACATATTGCAATGGATATGCTTGGGTCyVT^ . . 

WUVCrrAACTCTTGTCAACAAACTTCCTATGGW • ' 

cggcgaacaatcggggcagactattccggggaagaacaaggaao 

tcattgtcatagk:aaggtcatttcgccttctcagaaaggg^ 

agattgcaaacacx5gcttaataatatgceratcagq(»i^^ 

CACCGCTGCTCTCCTTAATTCCCrAGAGTAGAAAOXSAG^^ 

AGTAAAGAATTGCTTTACTGGGCGTATAAAACOGGGAGAATCAAGAC^^ 

GATTCAGGATGAGAGCTTAATAGGTGCATCTTAGOU^^ 

TACTAAATTAAGATAGAAAAATGCCTGCTACOTTACATGATTCTACGAAAATCCT^ 

TAAATACTGGAGCCXIAAATCCCTCAAATAGGTTTAGGTACXSTGGCAGTCGAi^ 

ATGCTTATAAGGCTGTTTTAACCGCTTTGAAAGATGGCTACOGAC^ 

CTATTTACCGTAATGAAGACCAAGTCX3GTCAAGCCATCAA 

AAGAAATCTTTGTTACTACAAAGTTATGGTGTACACAAC^ 

TGGATCAATCACTAAAGAGGTTAGGATTGGACTACX5TAGACTO 

CTGCCAGATTAGATCCAGCCTACATCAAAAATGAAGACyiTCTTGAGTC 

AGGATGGTTCTTOTGCAGTXXSATATCACCAATTGGAATT^^ 

TGCAGGAACTACCAAAGACTGGTAAAACTAAGGO^GTTGGAGTCTCC^ 

ATAACCTGAAAGATCTAT-TAGCATCTCAAGGTAATAAGCTTACGCCAGC^ 

TCGAAATACATCCATTACTArcrCAAGACXSAATTGATTAAT^^ 

TTGTGGTTGAAGCITATTCTCCGTTAGGTAGTACCGAT^^ 

TTATCCTTGAAATTGCGAAGAAAAATAACGTTCAACCCGGACACGTTGTTATO 

ACGTCCAAAGAGGTTATGTTGTCTTGCCAAAATCTGTGAATC 

ACAGGAAAATATTTACTTTCTCTACTGAGGACTTTCAAGCTAT^^ 

AAAAGGGCGAAAAAAGGGTTGTACATCCAAATTGGTCrC^^ 

>YOR120W, 312 aa (SEQ ID NO 354) 

MPATLHDSTKILSIJmSAQIPQIGLGTWQSKENDAYKAVLTALKDGYRHID^ 

QVGQAIKDSGVPREEIFVTTKLWCTQHHEPEVALDQSIJattXSLDYVDLYL^^ 

YIKNEDILS\^TKKDGSRAVDITNWWFIKTWELMQELPKTGCT 

ASQGNKLTPAANQVEIHPLLPQDEIilNFCKSKGIWEAYSPLGSTDAPLLKEPVILEIAK 

KNNVQPGHV\n:SVfflVQRGYV\n:.PKSWPDRIKTMRKIFTLSTEDFEAINNISra 

VHPNWSPFEVFK 

>Y0R122C, 1090 bp, exonl : 501-513, intronl : 514-722, exon2 : 
723-1090 (SEQ ID NO 357) 

aggaagaggagcxrrocgtttgacxsacgaagacsgatclataatgaggaag^^ 

aggacgcggatcjaagagaacx5cctctcgtctaagaaatttaaaaa^^ 

tgtacagagaaga(3gaagaagaagaaaaagataggag(x^acaaaaagaagaagggttg 

c(k5tcatcgaggacgacgaagagga(3gatta(5a(3(5agacx3ttactttgtot 

agtatgtacaatcgcaaagaaatggagtgatgac:atgttgtagtattta(5tatga 

ctgtgtcksgaggttttacctatgatttttggcgagaaczac:^ 

aaact(:attaccc(x:attaatattttttttcttt^ 

TCCCTTCTTAAAACAACTGTCTGATCCriTCAGAAAAGATAAATTACyiTAa 

CCCAACTACGATCGCAAATTATGTCTTGGCAAGGTATGTGAACGAGACAATTATC 

ATTAAGAAAGAAATGAGTCGGAGGTTAGCTTGTGTGACAATGITTGGC^ 

TTGTTGATGCGCGTAATTTCGAAGATTAACCACTCAGAGTAAATTACTA^ 

AAAAAACATATGAAATTTCAAACATGAATTTCTTTCXXr^^ 

AGCATACACTGATAACTTAATAGGAACCGGTAAAGTa5ACAAA(XrroTCATCTACTCGAG 

AGCAGGTGACGCTGTTTGGGCTACTTCTGGTG(X:CTATCTT^ 

TGAAATTGTTCAAGGCTTCGACAATCCAGCTGCmTOCIAAAGCri^ 

AGGCCAAAAGTTCATGTTGTTGAGA(Xn«ACX5ATAGAA(?rATCTAC(K5TAGACATC 

TGAGGGTGTTGTTTGTGTAAGAACTAAGCAAAC<OTTATTATTGGTCAT^ 

CGTACAAGCCGGTGAGGCCACCAAGATTGTCGAGCAATTGGCTGACTACTTGATTGGTGT 

TCAATACTAA 
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>Y0R122C, 126 aa (SEQ ID NO 358) 

MSWQAYTDNLIGTGKVDKAVIYSRAGDAVWATSGGLSLQPNEIGEIVQGFDNPAGLQSNG 

LHIQGQKEmLIUa)DRSIYGRHDAEGVVCVRTKQT\aiAHOT 

LIGVQY 

>Y0R261C, 1517 bp, CDS: 501-1517 (SEQ ID NO 361) 

GTAAGGTAAGGCATCATTAGCAGGATCCATATTCACTACCTGGGJ^ 

ATTGAAGAACTGTGAGCAGCCGTTGCAATATCTTGACT^ 

AACAATCTGAGCXSAAGGGCATTATTGTACTCTCTAGTAGAAAAT^^ 

ACAACAATCAAATGAAAACAAACCATTCTATTACGGTAAGTAGTGAAGACTCACAATC 

ATCTTTCAATGAGCATCACTTACTTTAAGTAGCAATATTCCTAATCACTO 

TTGATTTTACTAAAGTTOGGGGATACCTCAGTGGC^^ 

CGTAGAATCTACAATGAAATAATTGTGAAGCCAACAGCTAAGCAATCTATAGTC 

TGGCTTTCTGTACAACTGCTACTGATTGAGGGOVTTT^^ 

GAAAGGAAAATCAAATTACAATGTCICTACAACACGAGAAAGTO 

TTTTGCTATCTGCTTTGGATCATTATGAGCGTAOGCAGACAAAAGA 

TTGGTGTCATCTTAGGTGATGCTAACAGTlKXiACTA 

TACCGTTTGAAGAAGATGAGAAAAACTCTGAOmSTGGTTTTO 

AAAACATGAATGAAATGTGTAAAAAGATTAATGCCAAGGAAAAACTCATTGGAT^ 

ATAGTGGTCCTAAATTAAGGGCTTCTGACCnaUlGA^^ 

CTCAGAATAATCCGCTATTATTAATTGTTGATGTCAAACAAOU^ 

CAGATGCATATGTOJCGATTGAGCAAGTTAAGGATGATGGTACGTCTACAGAAAAGACGT 

TTCTTCATTTGCCTTGTACTATTGAGGCCGAAGAAGC^ 

TATTGAGAGACGTACGTGATCAAGCAGCAGGTGGCrrATCTATCCTC 

TAAAATCTTTGAAAGGATTACAAAGCAAACTAAAAGAOGTTGTGGAGTACr^ 

TCATTAATAAGGAATTACCGATAAACGACACTATATTGGGCAAGCTACAAGATGTT^ 

ACCTTTTACCAAATCTGGGAACACCTGATGATGACGAAATAGATGTGGAGAATC 

GAATTAATATTTCAAATAACTTACAAAAGGCTTTAA^ 

TGGTTATATATATAAGCAATTTGGTTAGGTCAATTATCGCGTTO 

ACAAAATTCAAAATAAAAAAATTCAAGAACAAAGAGTAAAGGACAAACAATCAAAAGTCT 
CTGATGACAGTGAGAGTGAGAGTGGTGACAAAGAAGCAACTGCGCCATTGATCCAACG^ 
AGAACAAGAAAAATTAA 

>YOR261C, 338 aa (SEQ ID NO 362) 

MSLQHEKVTIAPLVLLSALDHYERTQTKENKRCVG\n:U5DANSSTIRVTNSFALPFEEDE 

KNSD\nf^LDHNYIENHNEMCKKINAKBKLI(;WYH5GPKLRASDI^n^ 

LIVDVKQQGVGLPTDAYVAIEQVKDDGTSTEKTFLHLPCTIEAEEAEEIC^HLLRDVRD 

QAAGGLSIRLTNQLKSLKGI^SKLKDVVEYLDKyraJKELPnWTILGKLQDVFN^ 

TPDDDEIDVENHDRINISNNLQKALTVmTNDELMVXYISNLVRSI 

IQEQRVKDKQSKVSDDSESESGDKEATAPLIQRKNKKN 

>YPL271W, 689 bp, CDS: 501-689 (SEQ ID NO 391) 

CAGCAGCGACAAGTCAGAGTGCTTACAAAAAAAAAAGAGTTGATCCGGCTAAAGAAAGTC 

TGATTTACGTATTTATCCAGGTTCAAACCMATTGCCAAAAATAGTCGATAA^ 

AAGCAAAGCAACAATATATTTGTTCTTCGAAAAGGTAAACTTCTTAACTT^ 

ATTGTACTAGTTCTCTCGAAGAAAAAAACTAAGAAAGCTATAGCTGTATCTTACCAAGCC 

ATGAACTTGAGGAATTGGTAATCCTTATTAGGAAATACGCTAAACTAGGTAATAGCAGAT 

GATTTACTAGCTTACTATCTCACACTAAGT(rr(XX:AACX3CXXrrrAT^^ 

ATACGAACCAATGAAATTTGATCCTCCCCTTTTTC(m:TAGTTAAATGAAGAGATACAA 

TAGGCCTTTCTATTGAGTACTTAGCAAGATATGTATTTCTAAGAAACAT^ 

GCCCACAACCGATTCATAAAATGTCTGCCT(X5A(X;AAAQCT(X5TATATCATATGC^^ 

atttgaatgtggccgctcaggctatccgtt(ritcat^^ 

gtgttcttaacagatc<k:aaacagatgctttttatacccaatataaaaatggc 

cttctgaacccactccaataacaaaatag 
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>YPL271W, 62 aa (SEQ ID NO 392) 

MSAWI^GISYAAYIiNVAAQAIRSSLierEIKyrASVLN^ 

TK 

>YPR035W, 1613 bp, CDS: 501-1613 (SEQ ID NO 395) 

TAGTGCCATTTGTGGTCilTTATTATTCCCCAAATATGC^ 

CAGGAGAGTAGGCTGATATGXZCGCATTGATGTCCTGTGTAGCG/^ 

GAAAAAGTAGGATGAAAAAAAGAAAAGTAATATGAAAAAA6AGTGAAAAATTAATTCATT 

TGTTAGTCTAAGCGGTCAGGTGTAAGTAGTAGGCTTGATAATGAATT/UV^ 

ACGCATATTGTTTGCCATGTTTTTATTTTAGTTTGTAGAT^^ 

AGGGAGTGATTCTATATATCGAATTCrCAGGCITCGTT^^ 

TGTTTTCGTTAGGTAAGAACATCACACAAA(aTAACTATAGAAT^ 

AGAAATTAACTTCATTTCATTTATAGAAGAAGTTCAACOT 

ATAATATAATATAATCAAAAATGGCTGAAGCAAGCATCXSAAAAGACT^ 

AATATCTAGAACTCGACCAAAGAGGTAGAATAATTGCCGAATACGTTTGGATC 

CTGGTAACTTACGTTCCAAAGGTAGAACTTTGAACayuaVGAATCA^ 

TGCCAGAATGGAACrTOJACGGTTCTTCTATC 

TCTATTTGAAACCCX5TTGCTTACTACCCAGATCCCTrCAG^ 

TCTTGGCCGCATGTTACAACAATGACGGTACTCCAAACAAGOT 

CTGCCAAGCTATTTGCTGCTCATAAGGATGAAGAAATCTQGT^^ 

ACACTCTATTTGACATGTATGACGATGTTTACGGATGGCCAA^ 

CACAAGGTCCTTACTACTGTGGTGTTGGTGCOXSTAAGGT^ 

AAGCTCACTACAGAGCTTGTTTGTATGCCGGATTAGAAAT^ 

TCATGCCATCTCAATGGGAATTCCAAGTCGGTCaiTG^ 

AATTATGGATGGCCAGATACTTTTTGCACAGAGTGGCAGAAGAGT^^ 

CATTCCATCCAAAGCCATTGAAGGGTGACTGGAAOSGTGCCGGTTC 

CCACCAAGGAAATGAGACAACCyVGGTGGTACGAAATACATCGAACAAGCCA^ 

TATCCAAGAGACACGCTGAACACATTAAGTTGTACGGTAdCGATAACGACATGA^^ 

CTGGTAGACATGAAACCGCTTCCATGACTGCCTTTTXriT^ 

GCTCAATTAGAATCCCAAGATCCGTCGCCAAGGAAGGTTACGGTTACTT^ 

GACCAGCTTCCAACATCGACCCATACTTGGTTACAGGTATCATGTGTGAAACn^ 

GTGCTATTGACAATGCTGACATGACGAAGGAATTTGAAAGAGAATCTTCATAA 



>yPR035W, 370 aa (SEQ ID NO 396) 

MAEASIEKTQILQKYLELDQRGRIIAEYVVn:DGT(3^RSKGRTLKKRITSIDQLPE 

GSSTNQAPGHDSDIYLKPVAYYPDPFRRGDNIVVUUlCYNNDGTPNKEOTnU^ 

HKDEEIWFGLEQBYTLFDMYDDVYGWPKGGYPAPQGPYYCGVGAGKVYARDMIEAHYI^ 

LYAGLEISGINAEVMPSQWEFQVGPCTGIDMGDQLWMARYFLHRVAEEFGIKISFHPKPL 

KGDWNGAGCHANVSTKEMRQPGGTKYIEQAIBfCLSKRHAEHIiCLYGSDNDMRLTGRHETA 

SMTAFSSGVANRGSSIRIPRSVAKEGYGYFEDRRPASNIDPYIiVTGIMCETVOGAIDNAD 

MTKEFERESS 

YBR133C, 2984 bp, CDS: 501-2984 (SEQ ID NO 53) 

AACTTACGACAGAGTTGTAATGAATGCTACTGATGTCTGCTCTACTGCCA 

TCCGCTGTCCTTTCATGCATAAAAGCTCCATTCTTTATTTATCTC 

ACGAGAAAAAAAAATCACCTGACATATTTTTATAACCCGCCTTTTAGACC 

CTAAAACAGATCTCAGGGCTCGAGTACTGTTTTATCTGAAAATTCTTC 

GCCCTCGTTTTGCACTGAGCTAAACCAAAAGAAAAATAAACAATCACAAA 

TGGAACCCGAAACAGCACGCTGCGCAGTGTTTTTATATTTTTT^ 

AATGGCTTTATACAATGTGTATGTGTGATAGAAAAAATGGTATATTTCGA 

GTGACTTGTGATC(:TATTCCCAAGCCCTATAQGA(5CTATTTCAAATT^ 

TGTGTGAAAGCGTGTGTGTGTGTGTGTGTGTGGAATTGTGCGGACGTTCC 

TCTTCTTTTATACATATAATTTTTATATATACAAAGGGTTCAGT^^ 

ATGCATAGCAACGTATTTGTTGGTGTCAAACCAGGCTTTAATCATAAACA 

GCACAGCAAAAAGTCACGTTTCCTAGAAAATGTCTCTAGTCATTCACCAG 
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AACTGCCTAGTAACTATGATTACOTTTTGKZTTO^ 
TATAAGGAAATAGTTGGOCAAGTTITCAAAGaiTTTC^^ 
ACAG AACTGGAAAIXXKZTTCAAATTCCTC 

GTATACCCCajTTCAACGTCAAGAAGCTAGACAATCACGATACGCC^^ 

TACATAGGGCTGTTATCXITCTTGGCTGGAGCTGGAGAGTC^ 

TGTAAGAGATCTTGGCTTAAAGGTCCTTCTAAAOGAAT^ 

GGTTTGTTGGAATCAATAAGCTAATATTGGCGCCTCaiC^^ 

AACCTGCAATTGTATGGACAGATGATTTACAGGCTCCTGa^^ 

CGTCTTTGCTGCGCCTGCGTTAACCATATCCATT^^ 

AAGACAGCGATCCATTGGCCACTTGGGAACTCTQGAATACCGTGCGGAi^ 

CAATGCGAATATCATCCCTCTTrrGACTATCTCTTTGGCTl^^ 

CAGGACTCCTTCGTATGTGCTGAATAGATGGTTAG(XGAACCOGTC^^ 

GTCTTTTGGTATCTTCATCCATCTTTGCCAGTAATC^^ 

GTTTTACACAAGTTTAACCAGAATTTGATTTTAAAGl^ 

TGGAGATTCACAAATTTTGGGTAATGAATTATGCX5TGA 

tggagaaatatgccaataatcttaagggcggagaatctgcx:tat^^ 
tatataaactacttattgaaaaagggcgacaaagtattaaattccaa 

TAATCACCAATTTTTGCTCCAAGAGGACnKri^^ 

AACCTCATTCAGATAATTTATTAAATTCCACATATTTGACTTTTGAi^^ 

gatttcgtgaagtacgatctttatoaatckx^cataot 
agatcttgctccrasagosagtgccaagagacxigt^ 
ccggtgcgggaagaggaccn^agtggatcgaacttttaagataatatc^ 
atgttgtttatggatagtaaggtttctataattgccattgaaaaa;^ 

ACAGGCATATCTGTACTTGCAAAAAAGAAATTTCGAC^^ 

GAGTGAAATTAATCAAGGAGGATATGACCAAATGGCAAATCAAC!GA 

TCGGAAAAGCGTATTCAGATAGATCTGTGCATAAGTGAACTGCTGGGTTC 

GTTCGGTTGCAATGAATTATCACCAGAATGTCTCTGGT^ 

ATCATTCCCACAATGACAC/^ATTTTCATACCGAGGTCATAC^ 

ATAGCACCCATTTCGTCACCATTATTCTACCAAAAACTCTCACAAACAAA 

TCGCTCTTTGGAGGCGCCCTGGATAGTCCATAGAGTGCCATACTGTATAT 

TATCCTCAAGGGTAAATGAAGTGTGGCGGTTCGAGCATCeCATGGCCCAA 

aaagatactgtccaagacgaagatgattttacy^gttgaat^^ 
ttcattaaatgagttcaagataaagca(xxx:qgcgaaatccatggc^^ 

TCGGATTCTTCTCGGCAAACraATATAACAATATATTCTTGTC^ 

CCCAATGACAGCACAGTCCGTTTAAAATTTAGCXaU^GAAAaJTTGATG^ 

TACCAGACGAGAAGAAAATCTAATCAAGAAATGTGAOCATACACCAA^ 

TGACCTCGTGGTCTCCAATTATCITrCCTT^ 

ATAGATGACTCCGAACTTTCTCTGCTGATGTCTCGGATACACTC 

AGAACAAAAAGTTTGGTATGAATGGTCTTTGGAGAGTTTCA 

TGTTGTCAAATTACACTTCGGCGGTAACTGCKXaUlGCATGACTAT^ 

AGGTCTATAGTTACAGATGACACTAAAACTTTAGOXMAATCGACATTA 

TTCAGCGACTACCAATCAAAAGCTAGATAATCAAATTGATCTTGACCAAG 

ACATTGAAAACGAAGAAGAACAGGGATTCCTATCCAATCTAGAAA^ 

TGGCAAAGCGTACAAGATATTCACGGACTCAGCXaUlA(XX3CCAAACCGG^ 

CCATTTAGATTCTATCAATAAGCCTATGTTTGATCTCAAATCTACTAAAG 

CGCTTGAACCCTCTAACGAATTGCCAAGGCACGAAGACCTCGAGGAAGAT 

GTTCCAGAAGTTCATGTCAGAGTCAAGACTAGTGTTTCCACGCTACATAA 

TGTCTGTGGCAGAGCCTTTTCCCTGCCTCTGTGA 

YBR133C, 827 aa (SEQ ID NO 54) 

MHSNVFVGVKPGFNHKQHSKKSRFLENVSSHSPELPSNYDYVLLPITTPR 
YKEIVGQWKDFQRQSIQNWKPLQIPEPQLQDICIPPFNVKKLDNDDTPS 
YIGLLSSWLELESRDPN\mDLGLKVLLNECKYARFVGINKLILAPPRDLS 
NLQLYGQMIYRLLQNRIWAAPALTISISLPLYEDSDPLATWELWNTVRK 
QCEYHPSLTISLALPRTRTPSYVLNRWLAEPVSCLLVSSSIFASNQYDYP 
VLHKFNQNLILKFQK\mGDSQILGNEU:VILHGMEKYANlWKGGESAYLE 



wo 02/064766 



93/251 

YINYLLfCKGDKVLNSNSNHQPLLQEDSRIHPPUCPHSDin^l^^ 

DLVKYDLYESAILEMiQDUVPRASAJTO 

HLFHDSKVSIIAIBKNPQAYLYLQkRNFDCWDim^ 

SEKRIQIDLGISELLGSFGCNELSPECLWSIBKYHSHNDTIFIPRSYSSY 

lAPISSPLFYQKLSQTNRSLEAPWIVHRWYCILSSRVNEVWRFEHPMAQ 

lO^WQDEDDFTVEFSQSSLNEFKIKHRGEIHGFIGFFSANLYNNIFLSTL 

PNDST\mLKFSEET£.MNTRREENLIKKa>HTPN]frSW^ 

IDDSELSVLMSRIHSDTEQKVWYEWSLESFIYLMLSNYTSAVTAASMTIP 

RSIVTDDTKTIJUmRHYSATTNQKLDNQIDIJ^QDIENEEEQGFLSN^ 

WQSVQDIHGLSETAKPDHLDSXNKPMFDLKSTKALEPSNELPRHEDLEED 

VPEVHVRVKTSVSTLHNVCXJRAPSLPL 

YBL085W, 3443 bp, CDS: 501-3443 (SEQ ID NO 31) 

AAAGGGAAGTATGGCATGCCTAGAAATCTTTTCTGGAAAAC^^ 

ATCATATAATrGTATGAACTTGTCCTTCAAAAGATCTTACCA^ 

AGAGTATGTGAGCTTTCTATTCTAlTCAaXXSTAAG^^ 

GTGGGGGGGAGAGCTCAGCCACATTGCACTACTTTC^^ 

GGAAACGACATTCCCCCGTACCAAAACAAACGAAAGGACGTGAAAGGTAA 

ATGAATAACATGGCACTAAAAATTTGGCAGAAAAGGAAAAAAi^^ 

AAAGAAACTGAAAACTATACXXTTTCCCTTAGGATACI^^ 

CCGAAGAATTGGGTGCGTCAATTAAAGGCAATTCTTC^^ 

GTTTTACTGCGTCTGTCTAAAGAAACAATTGTTTTAC^^ 

AGTTCTAACTCGAGGTGACCGGAGGCCACTGTAATAATAAAAAATAGAAG 

ATGAGTCTCGAAGGAAATACCCTAGGCAAAGGGGCCAAATCTTTTCCTCT 

GTATATTGCGGTAAATCAGTACTCTAAACGAATGGAGGACGAGCTCAATA 

TGAAACCAGGTGATAAAATTAAAGTCATTACTGATGATGGGGAGTACAAT 

GACGGCTGGTATTATGGGCGCAATTTGAGAACCAAAGAOGAAGGTrrATA 

CCCAGCGGTATTTACCAAAAGAATAGOUVTAGAAAAACXIAGAGAACCTC^ 

ACAAATCACCAACCCAAGAGAGTGGAAATTCTGGTGTTAAATATGGAAAT 

TTAAATGATTCTGCGAGTAACATAGGTAAAGTCTCCTCGCATCAACAGGA 

GAACAGATATACATCATTGAAAAGTACAATGAGCGATATAGACAAAGCCT 

TGGAAGAGCTAAGAAGTGGTTCAGTTGAACAAGAGGTATCAAAAT^ 

ACACGCGTGCCCGAAGTTAGCACTCCACAGTTCCAAGATGAACAGACTOT 

GATTCAAGAAAAAACCAGAAATGAGGAAAACACGACACATGACTCGTTAT 

TTTCTAGCACTVGCGGATTTAAACTTAAGTTCTGAATCT^ 

AGTAAGTCAAATATATCAAC7UUVATCCCTAGAAC0GAGTT0GGAATCAGT 

TCGTCAATTAGATTTGA/UVATGGCTAAAAGTTGGAOCCCAGAAGAGGT^ 

CTGATTACTTTAGCTTGGTTGGATTTGATCAATCCACr^^ 

AAAGAGCATCAAGTCTCTGGAAAAATACTACTOGAATTAGAACTTO 

CCTAAAAGAATTGGAAATAAATTCTTTTGGTATAAGATTT^ 

AAGAAATAAGGAACATCAAGTCTGCAATTGATTCGTOm^ 

GACGCCGACTACTCTACCTTTGCTTTTGAAAACCAAGCTGCCCAACTi^ 

GCCTGCAGCCACTGTAAATAGAGACGAAATCCAACAACAAATTTC<^^ 

AGTGTAACAAGTTGTCAAGTGAAAGCTCTGATAGAAAATCATOTTCXKST^ 

ACCACAGAATTGCAAAGACCAAGCTCXXJTTGTTGTTAATCCCAAT^^ 

ACTTCACGACCCAGCTGAGCAGATCCTAGATATGACAGAAGTTCCTAATT 

TGTTTGCTGATAAAGATATTTTCGAATCACCGGGAAGGGCTCC 

CCATCATATCCAAGTCCAGTTCAACCTCCACAATCXXrCCTCTTTT^^ 

CAGGTACACAAATAATAACGCAAGGTTTCCTCCTOUUVCAACATATCCAC 

CTAAAAACAAGAACCCAACCGTTTATTCAAATGGGCTAATTCC^ 

TCGACATCTTCCGATAATTCAACGGGCAAGTTCAAATTCCCTGCCA 

TGGTCATGACTCGAACTCTAGGAAAACAACACTCACATCTGCTACTATAC 

CTTCTATTAACACGGTTAACACAGATGAATCTCTACCCGCAATTTCAAAT 

ATATCTTCAAATGCTACATCTCATCATCCGAACAGAAATTCCGTTGTTTA 

CAATAACCATAAGAGGACGGAATCCGGAAGCTCATTTGT^ 

ACAGGATTTCAATGCTATCGCCAGTCAAlGTCAAGTTTCGACGAAGAAGAA 
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ACGAAAOVACCTTOVIUUVGCTAGCAGAGCAGT^^ 

AAAGTCGTCTTAOGGACATTCAAGAGATGCCTC^^ 

AGCATAGGAGAAACICTTCrATATTATCTTT^^ 

TCTAATCCAACGTCACCAACCAAACAAACTTTCACTATCXa^ 

GATGACTTCCCATTCTOSTTCTCAGTCGAAT^^ 

avCAATCTTACTCCCATAGTAGAAAACyVCTaSTTAGTTACX:^ 

TAGCGAAACTCCTACTAGTAGTAATAATAAGGAGGCAGTATCACAACCAA 

GTGAAGGGAAGCACAAGCACAAGCACAAGCACAAGAGCAAGCACAAACAC 

AAGAACAGTAGCTCCAAAGATGGCTCTTCCGAAGA^^ 

ATTATTTAGTAGCACCAAAGAATCATTTXyrAGGAAGCAAQGAAT^^ 

GATCTCCCAGTGAACOTACCCAAAAATCTACCAAATCGATACTl^^ 

TCGAATGCTAAAAAGCAACAAACATCTGCTTTTACCGAAGGTATACGCTC 

TATCACAGCAAAGGAATCTATGCAAACTGOGGACTGTTCA 

GCAAAAAAGGTACCGGTGCTATGGGGACTTGGAAACAACGGTTTl^^ 

CT^CmTGGAACAAGGCTTTCTTATTTTACGAATACC^ 

GCGTGGCCTGATAGATATAACGGCACATAGGGTCTTACCTGCCAGTGATC 

ATGATAGGCTCATTTCCTTATACGCTGOjAGCTTAGGAAAAGGAAA^ 

TGTTTCAAATTGGTCCCTCCGCAACCGGGGTCCAAAAAGGGGCTA^ 

TACAGAACCTCGaSTTCACTATTTTGCAGTTGAGAATAAATCTC 

AGGCATGGCTGTCAGCCATAATAAAGGCCACTATTGATATTGATACAAGC 

GTCCCTGTCATTAGTTCATATGCCACACCAACX5ATACCTCTAAGCAAGGC 

acagacgctattggaagaagctaggttacaaacocagttaagagatgctg 
aagaggaagagggaagagatcaatttggatgggatgacacccaaaat;^ 
agaaattctaattatccaatcgaacaagatcaatttgagaccagcgatta 
cctggaaagttcagcatttgaataccctogtgga^cta^ 

YBL085W, 980 aa (SEQ ID NO 32) 

MSLEGOTLGKGAKSFPLYIAVNQYSKRMEDEIiNMKPGDKrKVITDDGEYN 
DGWYYGRNLRTKEEGLYPAVFTKRIAIEKPENLHKSPTQESGNSGVKYGN 
LOTSASNIGKVSSHQQENRYTSLKSTMSDIDKALEELRSGSVEQEVSKSP 
TRVPEVSTPQLQDEQTLIQEKTimEENTTHDSLFSSTADIiNLSSESLKNI 
SKSNISTKSLEPSSESVRQLDLKMAKSWSPEEVTDYFSLVGFDQSTCNKF 
KEHQVSGKILLELELEHLKELEINSFGIRFQIFKEIRNIKSAIDSSSNKL 
DADYSTFAFENQAAQLMPAATVNRDEIQQQISSKCNKLSSESSDRKSSSV 
TTELQRPSSVWNPNFKLHDPAEQILDMTEVPNLFADKDIFESPGRAPKP 
PSYPSPVQPPQSPSFNmYTNNNARFPPCn^PPKNKNPTVYSNGLIPNS 
STSSDNSTGKFKFPAMNGHDSNSRKTTLTSATIPSnrrVNTDESLPAISN 
ISSNATSHHP^^RNSVVYNNHKRTESGSSFVDLFNRISMI.SPVKSSFDBEB 
TKQPSKASRAVFDSARRKSSYGHSRDASLSEMKKHRRNSSII/SFFSSKSQ 
SNPTSPTKQTFTIDPAKMTSHSRSQSNSYSHARSQSYSHSRKHSLVTSPL 
KTSLSPINSKSNIALAHSETPTSSimKEAVSQPSEGKHKHKHKHKSKHKH 
KNSSSKDGSSEEKSKKKLFSSTKESFVGSKEFKRSPSELTQKSTKSILPR 
SNAKKQQTSAFTEGIRSITAKESMQTADCS6WMSKKGTGAMGTWKQRFFT 
. LHGTRLSYFTNTNDEKERGLIDITAHRVLPASDDDRLISLYAASLGKGKY 
CFKLVPPQPGSKKGLTFTEPRVHYFAVENKSEMKAWLSAIIKATIDIDTS 
VPVISSYATPTIPLSKAQTLLEEARLQTQLRDAEEEBGRDQFGWDDTQNK 
RNSNYPIEQDQFETSDYLESSAFEYPGGRL 

YDR545W, 5891 bp, CDS: 501-5891 (SEQ ID NO 137) 

TTCTATTATATTGGTCTTTTCGAGAGCGGAAGAAGTTGTAGGCTAAGCGC 

AGGCTAAGCGTAGGTCCATATTTAAAGTATCCAAGAGAATATCCACGAAG 

CGGCTGAGCAACGAACAGAATCCTGGTTCTCCTCGACTAAGCAGATAGTT 

AAGATACTGTGCACCATGGAAATTGAAAACGAAAGTACGTACCGACTACT 

TTATTrraGCAGGCCGGAAATCAAGCGATGAATCAGACATCCT^^ 

TCTATGTTGGGACAGACAGTCGCTTATCn^AGTGAGATTTCTT 
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GAATTTTCTTTGCTGCTGCTGGAGATTTGCA(^^ 
GCTTCTTCTCAATAGAGTAGCTTAATTATTACaiTTC^ 

GACXXJAAACTGGAOUITCTTTTGTT^ ^fry-;^' y^'"} 

AGCATAACAATCAACATACTATTGTTAATTTCGAAACTTAC^^ 

ATGAAAGTTTCCGATAGGCGTAAGTTTGAAAAAGCAAACTTTGATO 

TCAGTCGGCrCTAAATAACAAAAACGACTTGCT 

CTTTATTTGAATCGATCXXXIACGGAAGTGa^^ 

AAGTCTGGCCTAATCAAAGTGGTAAAATTCAGAACroGl^^ 

GAAAAGGTCTTTTGAAAAAATTGTCATTTCCG^ 

TACAAAAGTTCCTGACATTTGTTGAAGACGAACCAGATTTCCAGGGCGGA 

CCAATCCCTTCAAAGTATCTTArrcCCAAGAAAATCAACTTGATGGTCTA 

CACGTTGTTTCAAGTGCATACTTTGAAATTCAATAGAAAGGAT^ 

CCCTTTCrCTTTTTTACCTCAACAGAGGA 

CGTGTCCI^AACGTTGTCACXSAAATAGCXSAGIXX^ 

CTCTACGATGCGTACTTTCACTGACTTTGTTTCTGGCX5» 

GGAGTCTTCAGAAAAGCACCATAAGGAAATATGGGTACAATTTGG^ 

TACATGTTCTTGTTACTACATOTAGATGAGCTATXSSAT^^ 

CCAAGCAAGTTTACCTGGOSAAAAGAAAGTOGACACAGAGCG^ 

GTGATCTATGCCCACGTAAACCCATTGAGATAAAGTACTTTT^ 

TGTAACGATATGATGAACAAAAAAGACCGATOGGGTGATATTTTGCATA^ 

TATCTTGCGAGCATGTGCGCTCAATTTCGGGGOGQGTCX:C^ 

CTGGTGACGAAGAGGATTOATCTATTACGAATGAAGAACCCAOTATTCCC 

TCTGTGGACGAGCATGGCITGAAAGTATGTAAGTTGC^ 

TCCACGAAGACTCAGAAAAACACTAGATGCCGTGAAAGCTTTAirroGTO 

CGTCTTGTGCTTGTACTGCAAGGGATTTAGATATATT^ 

GGCGTTGCAATGTGGAAATGGATCAAAATTCTCTAC^ 

GGAAACCACGCTGAAGGACTCTTATAGAATAACTTTGGTACCTTCTC 

ATGGTATATCAGTATGTGGAAAACTTTTTAATCXKXSAGTATGTCC^ 

TTTTACTTTGCATGCAAGGCTCAGTTCGATAACCTTT^^ 

CAACTGCTTTTATATCCCTACAGTGGTTGATATTOarAG^ 

GTAATCGAGAAGTTTTGTTCAGAGAGCCAAAGCGAGGAATTGACGAGTAT 

CTGGAAAACGATTCTTTTCTTCAAATGATACCTGTTAAATATCGTGAAAT 

TGTGCTGCCCAAGTTGAGAAGAGATACTAACAAAATGACrGCGGCTC^ 

AAAATAAAGTCACTGTTGCAATTGACGAGCTTACXXnXXXZACTTA 

ATGGTCCATTTTGCCGTAGGATACCCraACCGTTATCCAGAC^ 

ACTCGCTTTTGCCGGT<XTCAGa;CAACGTATACGTCX5ATC 

GACGCATCCAACTGTACACTGATTACAACAAGAAOSGTTCATCGGAGCCT 

CXJACTTAAGAaXTPTOAaSGACTCACTTCAGAOT 

CACTGTGCTAAGGCAAATGCAAATATGTGCGCTTGGTAACAGTTAT^ 

CTTTTAATCATGATCCITOGATGGATGTGGTGGGAT^ 

CAAGTAACAAATCGAGACATTTOTAGGATACnriTCTATTCCT 

TCTGAATACCGa3AAGGGCTGTCTGGTTGAATACXK:AACT^^ 

ACATGAGGGAACTTCCGAAGAATGCACCTCAGAAGCTGAATTTTCXKK5 

ATGCGTCAGGGGTTGATTGCCCTAGGACGGCACTGCGTAGGTAGCAGATT 

TGAAACAGATTTGTACGAGTCGGCGACGAGTGAACTCA1X3GCCAATCATT 

CCGTTCAAACAGGGCGAAATATTTACGGTGTGGATTCCTTT^^ 

AGTGTCAGTGGGACGACCGCCACTTTATTGCAGGAACGAGCTTCCGAGCG 

CTGGATTCAATGGTTAGGC(HTOAAAGCGACTACCATTGTTCA 

GTACTCGGAATGCGGAAGACGTAGTGGCAGGTCAGGCGGCXSAGTTCAGAT 

CATGATCAAAAAATTTCAAGAGTAACGCGAAAAAGGCCCCGAGAGCCCAA 

GAGTACAAACGATATCCTCGTCGCAGGCCAGAAACTCTTTGGCAGCTCCT 

TTGAATTCAGGGACTTGCATCAGTTGCGCTTATGTCATGAAATATACATG 

GCAGACACACCCTCTGTGGCAGTACAGGCCCCACCGGGCTATGGTAAGAC 

GGAGTTATTTCATCTCCCOTTGATAGCACTGGCGTCTAAGGGCGACGTGA 

AATATGTGTCGTTTCTGTTTGTACCGTACACAGTGTTGCTTGCTAAT^ 

ATGATCAGGTTGAGCCGATGCGGTTGCTTGAATGTGGCCCCTGTAAGAAA 
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CTTTATTGAAGAAGGTTGCGATGGCGTTACnxaT^ 

ACGATGATCTTGCTAGCACTAATTTCACAGACA^ 

AATATTCTTGAGTGCACCTTTAGGACCAAOU^^ 

CATTGTAGATGAGTTTCACAACTTTGAAACXSG^ 

AATTTGGGGGCATAACTAACCTTGATTTT^ 

TTTTTGAGCGGCACAGCACXTOAGGCTGTAG^ 

TATTGGGCTTACGGGACTGGCCAAGAAGTCGATGGACATC^ 

AACXKSTCGGAAGATCTCAGCAGAGGTCTATCCAGCTATCCAAC^ 

TTTAATCTAATCAAGGAGAAATCOSAGGTGCCTTTAGGGCAT^^ 

AATTTGGAAGAAAGTGGAATCACAGCCCGAAGAAGCACTGAAGCTTC 

TAGCCCTCTTTGAAATTGAACCAGAGTCGAAGGCCATTGTAGTT^ 

ACAACCAACGAAGTGGAAGAATTGGCCTGCTCTTGGAGAAAGTAT^^ 

GGTGGTATGGATACACGGGAAGCTGGGTGCTGCAGAAAAGGTCTCTC 

CAAAGGAGTTTGTCACTGACGGTAGCATGCXSAGTTCT^ 

TTAGTGACTGAAGGAATTGACATTAAGCAATTGATGATGGTGAT(^ 

TGATAATAGACTTAATATTATTGAGCTCATTCAAGGGGTAGGGAGACTAA 

GAGATGGGGGCCTCrcTTATCTATTATCTAGAAAAAAC^ 

AGGAATCGTAAGGGTGAATTACCACCGATTAAGGAAGGCTGTATAACCGA 

ACAGGTACGCGAGTTCTATGGACTTGAATCAAAGAAAGGAAAAAAGGGCC 

AGCATGTTGGATGCTGTGGCTCCAOGACAGACCTGTC^^ 

GAACTGATAGAAAGAATGGACAGATTGGCTGAAAAACAGGOGACAGCTTC 

CATGTCGATCATTGCGTTACCGTCTAGCTTCCAGGAGAGCAATAGCAG^ 

ACAGOTGCAGAAAGTATTGCAGCAGTCATGAGGACAGCXSACACGT^^ 

CATGGTAGTGCTAATGCCAGTAtXAATGCGACTACCAAC^ 

TGCTACTACCACTGCCAGCACCAAOTTaiGGACTAGTGCT 

CCAGCATCAACCTCAGGACTAGTGCGATTACCACTGAAAGTACCAACTCC 

AGCACTAATGCTACTACCACTGCCAGCACCAACGTCAGGACTAGTGCTAC 

TACCACTGCCAGCATCAACGTCAGGACTAGTGCGACTACCACTGAAAGTA 

CCAACTCXAACACTAGTGCTACTACCACCGAAAGTACCGACTCCAACACT 

AGTGCTACTACCACCGAAAGTACCGACTCCAACACTAGTGCTACTACCAC 

TGCTAGCACCAACTCCAGCACTAATGCCAOTACCACTGCTAGCACCAACT 

CCAGCACTAATGCCACTACCACTGAAAGTACCAACX5CTAGTGCCAAGGAG 

GACGCCAATAAAGATGGCAATGCTGAGGATAATAGATTCCATCCAGTCAC 

CGACATTAACAAAGAGTCGTATAAGCGGAAAGGGAGTCAAATGGTTTTGC 

TAGAGAGAAAGAAACTGAAAGCACAATTlXXCAATACTTa:^ 

AATGTCTTACAGTTTCTTGGATTTCTC 

CCTCTATGGTATTGACGTATACTTCTCCCCAGAGGGAGTATTC^^ 
ACGGATTATGCAAGGGCTCTCAAAAGATGTTTO 

GCTGGCCAGAAAGTATCGTATCGGAGGATGGCTTGGGAAGCACTAGCTGT 

GGAGAGAATGCTGCGAAATGACGAGGAATACAAAGAATACTTGGAAGACA 

TCGAGCCATATCATGGGGACCCTCTAGGATATTTGAAATATTTTAGCGTA 

AAAAGGGGAGAGATCTACn^TCAGATACAGAGAAATTATGCTTGGTACCT 

GGCCATTACTAGAAGAAGAGAAACAATTAGTGTATTGGATTCGACAAGAG 

GCAAGCAAGGGAGCCAAGTTTTCCGCATGTCTGGAAGGCAGATCAAAGAG 

TTGTATTATAAAGTATGGAGCAACTTGCGTGAATCGAAGACAGAGGTGCT 

GCAGTACTTTTTGAACTGGGACXJAGAAAAAGTGCCGGGAAGAATGGG^ 

CAAAAGACGATACGGTCTTTGTGGAAGCGCTCGAGAAAGTTKX5AGTTT^ 

CAGCGTTTGCGTTCCATGACGAGCGCTGGACTGCAGGGTCCGCAGTACGT 

CAAGCTGCAGTOTAGCAGGCATCATCXSACAGTTGAGGAGCAGATATGAAT 

TAAGTCTAGGAATGCACTTGCGAGATCAGCTTGCGCTGGGAGTTACCCCA 

TCTAAAGTGCCGCATTGGACGGCATTCCTGTCGATGCTtSATAGGGCTGOT 

CTACAATAAAACATTTCGGCAGAAACTGGAATATCTTTri^ 

CGGAGGTGTGGTTGTTACCACATTGGCTTGATTTGGCAA^ 

CTCGCTGCAGATAACACGAGGGTACCGCTGTACATGCTGATGGTAGCGGT 

TCACAAAGAGCTGGATAGCGATGATGTTCCAGACGGTAGATTTGATATAA 

TATTACTATGTAGAGATTCGAGCAGAGAAGTTGGAGAGTGA 
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YDR545W, 1796 aa (SEQ ID NO 138) 

MKVSDRWCFEKANFDEFESAMmKNDLVHCPSITLFBSIPTEVRSFYED 

KSGLIKVVKFRTGAM)iaaiSFKKIVISVM\raKNVQKFLTP^ 

PIPSKYLIPKKINLM\rn?LFQVHTLKFNRKD^ 

RVLERCHEIASARPNDSSTMRTFTDFVSGAPIVRSLQKSTIIUCYGYNIJ^ 

YMFLLLHVDELSIFSAYQASLPGEKK\n)TERLKIU)LCPRKPIEIKYFSQI 

CNDMMNKKDRLGDILHliLRACALNFGAGPRGGAGDEEDRSITNEEPIIP 

SVDEHGLKVCKLRSPNTPRRLRKTLDAVKALLVSSaiCTARDLDIFDDTN 

GVAMWKWIKILYHEVAQETTLKDSYiaTLVPSSDGISVCGKLFNR^ 

FYFACKAQFDNLWGELWNCFYMPTVVDIASLILRNREVLFREPKRGIDEY 

LENDSFLQMIPVKYREIVLPKLRRiyrNKMTAALKN^ 

MVHFAVGYPVRYPELQLUVFAGPQRNVYVDDTTRiaQLYTDYNKNGSSEP 

RLKTLDGLTSDYVFVFVIVIJlQMQICM/aJSYDAFNHDPWl^ 

QVTimDISRI\a,YSYMFI-NTAKGCLVEYATFRQYMRELPKNAPQKIOT 

mQGLIALGRHCVGSRFETDLYESATSELMANHSVQTGRNIYGVDSFSLT 

SVSGTTATLLQERASERWIQWLGLESDYHCSFSSTRNAEDWAGEAASSD 

HDQKISRVTRKRPREPKSTNDILVAGQKLFGSSFEFRDLHQLRLCHEIYM 

ADTPSVAVQAPPGYGKTELFHLPLIAlASKGDVKYVSFLFVPYTVLI^ 

MIRLSRCGCUnAAPVRNFIEEGCDGVTDLYVGIYDDIASTNFTDRI^^ 

NIVECTFRTNNVKU5YLIVDEFHNFETEVYRQSQFGGrrOT.D 

FLSGTAPEAVADAALQRIGLTGLAKKSMDINELKRSEDLSRGLSSYPTRM 

FNLIKEKSEVPUSHVHKIWKKVESQPEEAUOiLLALFEIEPESKAIWM 

TTNEVEEUVCSWRKYFRVVWIHGKLGAAEKVSRTOEF\mX^ 

LVTEGIDIKQLMHVimDNRLNIIELIQGVGRLRIKSGIiCYLLS 

RNRKGELPPIREGCITEQVREFYGLESKKGKKGQHVGCCGSRTDLSAD^ 

ELIERMDRIiAEKQATASMSIIALPSSFQESNSSDRCRKYCSSDEDSDTCI 

HGSANASTNATTNSSTNATTTASTO\mTSATTTASINVRTSAITO 

STNATTTASTNVRTSATTTASINVRTSATTTBSTOSWTSATTO 

SATTTESTDSNTSATTTASTNSSTNATTTASTNSSTNATTTESTNASA^ 

DANKDGNAEDNRFHPVTDINKESYKRKGSQM\^LERKKLKAQFPNTSENM 

NVLQFLGFRSDEIKHLFLYGIDVYFCPEGVFTQYGLCKGCQKMFELCVCW 

AGQKVSYRRMAWEALAVERMLRNDEEYKEYLEDIEPYHGDPVGYLKYFSV 

KRGEIYSQIQRNYAWYl^TRRRETISVLDSTRGKQGSQVFRMSGRQIKE 

LYYKVWSNLRESKTEV^QYFLNVTOEKKCREEWEAKDDTVFVEALEK^ 

QRLRSMTSAGLQGPQYVKLQFSRHHRQLRSRYELSL(^LRDQIiALGVTP 

SKVPHWTAFLSMLIGLFYinerFRQKLBYLLEQISEVWLLPHWLDL^^ 

IJUUJNTRVPLYMLMVAVHKELDSDDVPDGRFDIILLCRDSSREVGE 

YCR005C, 1883 bp, CDS: 501-1883 (SEQ ID NO 71) 

AGAGTTGTTGCCACAACATAAGCCX5CTTTGGAGTGTTGAACAAATCCGTC 

CTTGGGTCATTCAATCAATGGCTTGGCGCTATCTCAAAAGAGC^ 

AATAGCGCGCACATTCGACGCATTTATCCGGTGGTCATCGACTAGGGGCG 

AAGAGGTCACGACCTATTTTTTCTTGCAGAAAAAAAGTCTGA 

GTAGCTAGACGTCTATCAGGGGGTCAGCAATGOGAGGCACAGCGGAAAAA 

CAATAACAATGGTAAGCGCAATTACCTTTTGAG(XHrrAC:A 

ATTGGTGACGTTAATCTAAAGATAGTCATGCTCTCAAAAGGGCC 

TCTCGACGTTGAGCGTATATAAGACTATTAAAACTTGGTTCTTTAGATAT 

GGTGTTCGTTCCTCATTATTAAGTTTCAGGGAACAATATCAACACATATC 

ATAACAGGTTCTCAAAACTTTTTGTTTTAATAATACTAGT^^ 

ATGACAGTTCCTTATCTAAATTCAAACAGAAATGTTGCATCATATTTACA 

ATCAAATTCAAGCCAAGAAAAGACTCTAAAAGAGAGATTTAGCGAAATCT 

ACCCCATCCATGCTCAAGATGTAAGGCAATTCGTTAAAGAGCATGGCAAA 

ACTAAAATTAGCGATGTTCTATTAGAACAGGTATATGGTGGTATGAGAGG 

TATTCCAGGGAGCGTATGGGAAGGTTCCGTTTTGGACCCAGAAGACG^ 

TTCGTOTCAGAGGTCGTACGATCGCCGACATTCAAAAGGACCTGCCCAAG 

GCAAAAGGAAGCTCACAACCACTACCAGAAGCTCTCTTTTG^ 
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AACTGGCGAGGTTCCAACTCAAGCGCAAGTTGAAAACre^ 

TAATGTCAAGATCGGAACTACCTAGTCATCTOSl^^ 

TTACXIAAAGGACTTACACCCAATGGCTCAATTCTCPAT^ 

CTTWAAAGCGAGTCAAAGTTTGCTAAGGCTTATGC^^ 

AGCAAGATTATTGGAGTTATACTTTTGAAGATTCACTAGACTl^^ 

AAATTGCCAGITATTGCAGCTAAAATTTATCGTAATCT 

CAAAATGGGTGAAGTGGACCCAAATGCaSATTATGCTAAAAATl^^ 

ACTTGATTGGTTCTAAGGATGAAGATTTCGTGGACT^ 

TTAACCATTCATTOSGATCACGAAGGTGGTAATGTAT^^ 

CCATCTTOTGGGCTCAGCACTATCATCACCTTATCTGTCC^^ 

GTTTGAACGGGTTGGCTOGCCCACTTCyVTGGGCGT^^ 

CTAGAATGGTTATTTGCACTTAAAGAAGAGGTAAATGATGACTACTCr;^ 

AGATACGATCGAAAAATATTTATGGGATACTCTAAACTCAGGAAGAGTCA 

TTCCCGGTTATGGTCATCCTGTGCTAAGGAAAACTGAT^^ 

GCTCAGCGTAAGTTTGCCATGGAOZATTTTCCaiGATO 

GTTAGTTTCATCAATATACGAGGTAGCACCTQGCGTATTGACTGAACATG 

gtaaaactaaaaatccatggccaaatgtagatgctcact^ 

ttacaatattatggactaaaagaatcttctttctat^ 

cgtttcaagggcatttggtattcttgctx:aatt^ 

TCXSGTGCTTCCATTGAAAGGCCAAAGTCCTATTCrAC^ 

gaattggtcaaaaacattgaaagcaaactatag 

YCR005C, 460 aa (SEQ ID NO 72) 

MTVPYLNSNRNVASYLQSNSSQEKTLKERFSEIYPIHAQDVRQFVKEHGK 

TKISDVLLEQVYGGMRGIPGSVWEGSVLDPEDGIRFRGRTIADIQKDLPK 

AKGSSQPLPEALFWLLLTGEVPTQAQVEMLSADUISRSELPSHVVQLLDN 

LPKDLHPMAQFSIAVTALESESKFAKAYAQGISKQDYWSYTFEDSLDLLG 

KLPVIAAKIYRNVFKDGKMGEVDPNADYAKNLVOT-IGSKDEDFVDI^^ 

LTIHSDHEGGNVSAHTSHLVGSALSSPYLSLASGI-NGLAGPLHGRANQEV 

LEWLFALKEEVNDDYSKOTIEKYLWDTLNSGRVIPGYGHAVLRKTDPRYM 

AQRKFAMDHFPDYELFKLVSSIYEVrAPG\^TEHGKTKNPWPNVDAHSGVL 

LQYYGLKESSFYTVLFGVSRAFGILAQLITDRAIGASIERPKSYSTEKYK 

ELVKNIESKL 

YOL126C, 1772 bp, CDS: 501-1772 (SEQ ID NO 345) 

ATCCCCTCATACTTTTCCGTTTGTATCTCCTACT^^ 

TTCTTCTTTATTTGCTTGGTTTACCATTGAAGTC^ 

AATAGCTAGTCATTCGCTATCTTCCGTTTGTCACTTTT^^ 

CATCTATATAGCGAAGTACXMAAAAGATCTX!ACTTGCC^^ 

TTCCCCGGCCAAATGGACTCATCATCTACGATACGGCCCCT^ 

AATTACTTTGCCCATTCGGCCGTAGCCGTTCTAAAGCCGCCGTC^ 

CCCCAATACTCaXTAATGATCX^GGGAAGTTCCGGTT^^ 

TAGTGGCATTTTGTGTTGC(XAAGGTTGGGAAGGTaX^ 

GGAACTACGGAAGGTATCTAAGGTTTCTAAAAACAATATACACGCGCGTG 

CGTAGATATATAAAGATAAAGATTTATCGATATGAGATAAAGATTGCTGC 

ATGATTCTCCTTCTGATTCTTTTTCCCTGTATATATTTTCTCCCCTTCTG 

TATAAATCGTACAGTCAGAAGTAGTCCAGAATATAGTGCTGCAGACTATT 

ACAAAAGTTCAATACAATATCATAAAAGTTATAGTAACATGCCTCACTCA 

GTTACACCATCCATAGAACAAGATTCGTTAAAAATTGCCATTTTAGGTGC 

TGCCGGTGGTATaXXKrAGTCGTTATCGCTGCTTTTC 

AATACCAGTTAAAGGAGAGCAACCGGAGCGTTACCCACATTCATCTGGCT 

CTTTACGATGTCAACCAAGAAGCCATCAACGGTGTTACCGCCGACTTGTC 

TCATATAGACACCCCCATTTCCGTGTCGAGCCACTCTCC^ 

TTGAGAACTGTTTGCATAACGCTTCTATTGTTGTCATTC 

CCAAGAAAACCTGGCATGACTCGTGATGACraATTTAACGTGAATGC^^ 

TATCATTAGCCAGCTCGGTGATTCTATTGCAGAATGTTCTGATCT^^ 
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AGGTCTTCGTTCITGTCATTTCaUlOC^ 
ATGGTTTCTAACATTCTTAAGAACCATCC^ 
' TGAAAGAAGGATCATGGGTCTCACCAAGCT^ 

CTTTTCTACX3TCAGATAAAC»TTGAGTaiGGGCPAA(^^ 

TCCATGCCTGAOSTCCCTGTAATTGGCGGGCATTC^^ 

TCCGTTGTTTTCACAGTCAAACTTCCTATGX» 

TGAAATATTTAATACATAGAGTCCAATACGGTGGTGATGAAGTGGTC^ 

GCCAAGAACGGTAAAGGTAGTGCTACCTTATOGATGGOCXATGCCG^ 

TAAGTGTGTTGTCCAATTTGTTTCTTTGTTATTQGGT^ 

TCCATGGAACCTACTATGTGCCATTAAAAGATGOSAACAACTTCCCCATO 

GCTCCTGGGGCAGATCAATTATTGCCTCTGGTGGAC^^ 

TGCCATACCATTAACTATTACTACAAAGGGTGTTTCXrPATGTGGATTATC 

ACATCGTTAATAGGATGAAOTACATGGAACGCAACXIAAATGTTGC 

TGCGTCTCCCAGTTAAAGAAAAATATCGATAAGGGCTTGGAATTCX5T^^ 

ATCGAGATCTGCATCATCTTAA 

YOL126C, 423 aa (SEQ ID NO 346) 

MILLLILFPCIYFLPFCINRTVRSSPEYSAADYYKSSIQYHKSYSNMPHS 

VTPSIEQDSLKIAILGAAGGIGQSLSLLLKAQLQYQLKESNRSVTHXHLA 

LYDVNQEAINGVTADLSHIDTPXSVSSHSPAGGIENCLHMASIWIPAGV 

PRKPGMTRDDLFNVNAGIISQLGDSIAECCDLSKVFVLVISNPVNSLVPV 

MVSNILKNHPQSRNSGIERRIHGVTKU>i:VRASTFUl£IN^ 

SMPDVPVXGGHSGETIIPLFSQSNFLSRLNEDQLKYLIHRVQY 

AKNGKGSATLSMAHAGYKCWQFVSLLLGNIEQIHGTYYVPLKDANNFPI 

APGADQLLPLVIXSADYFAIPLTrTTKGVSYVDYDIVNRMNDMEIWQML 

CVSQLKKNIDKGLEFVASRSASS 

YBR019C, 2600 bp. CDS: 501-2600 (SEQ ID NO 39) 

ATCGCTTCGCTGATTAATTACCCCAGAAATAAGGCTAAAAAACTAATCGC 

ATTATCATCCTATXX5TTGTTAATTTGATTCGTTAATTTG^ 

GGCCAGGTTACnXSCCAATTirrTCCTCTTCATAAaM 

GTAGAATCTTTATTGTTCGGAGCAGTGCGGCGCGAGGCACATCTGCGT^ 

CAGGAACGCGACCGGTGAAGACGAGGA(XK:7VCGGAGGAGAGTCTTCCGTC 

GGAGGGCTGTCGCCCGCTCGGCGGCTTCTAATCCGTACTTC^ 

ATGAGCAGTTAAGCGTATTACTGAAAGTTCCAAAGAGAAGGTTTTT^ 

gctaagataatggggctctttacattt(x:acaacatataagtaag 

atatggatatgtatatggtggtaatgccatgtaatatgattattaaactt 

ctttgcgtccatccaaaaaaaaagtaagaatttttgaaaat^^ 

atgacagctcagttacaaagtgaaagtacttotaaaattctttttc 

aggtggtgctggatagattggttcacacactct^ 

atggatatgactgtgttgttgctgataacctototaatrc 

tcrgtagccaggttagaggtcttgaccaagcatcacattc 

ggttgatttgtctgaccgaaaaggtctggaaaaggttt^^ 

aaattgattcggtaattcactttgctggtttaaaggct^ 

acacaaatcccgctgagatactatcacaataacattttgggaactgtcgt 

tttattagagttaatgcaacaatacaacgtttccaaatttgttt^^ 

cttctgctactgtctatggtgatgctacgagattcxx:^ 

atcccagaagaatgtcccttagggcctactaatccx3tatggtcatacgaa 

atacgccattgagaatatcttgaatgatctttacaatagcgacaaaaaaa 

gttggaagtttgctatcttgcxsttattttaacxrc^ 

tctggattaatcggagaagatccgctaggtataccaaacaatttgttgcc 

atatatggctcaagtagct^ttggtaggcgcgagaagctttacatc^^ 

GAGACGATTATGATTCCAGAGATGGTACCCCGATCAGGGATTATATCCAC 
GTAGTTGATCTAGCAAAAGGTCATATTGCAGCCCTGCAATACCTAGAGG 
CTACAATGAAAATGAAGGTTTGTGTCGTGAGTGGAACTTGGGTTCCGGT^ 
AAGGTTCTACAGTTTTTGAAGTTTATCATGCATTCTGCAi^ 
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ATTGATCTTCCATACAAM^TTACGGGCAGAAGM^ 

CTTGATOGCTAAACCAGATAGGGa:AAACGCGAACTGiUUlT^ 

AGTTGCAGGTTGAAGACTCCTGCAAGGATTTATGGAAATG^ 

AATa:TTTTGGTTA(X:AGTTAAGGGGTGTCGAGOT 

AGATATGCGTTATGACGCAAGATTTGTGACTATTGGTOO^^ 

TTCAAGCCAGGTTTGCXIAATTTGGGCXXXrA 

AACGGACAATCAGTTGTTCTTXXXn'ATCAAAATCA 

TCCTGATAGTGCTTATATAGGCGCCAOTATmX^AGGTATGC^ 

TTTCGAAGGGTAAGTTTAGTTTATGCAACAAAGACT^ 

AATAACGGCGTTAATGCGAATCATAGTAGTATCXSGTTCTT^ 

AAGATTTTTGGGACCCATCATTCAAAATCCTTC^ 

CCGAGTACATGCTGATAGATAATGAGAAGGACACC3GAATTTX^ 

CTATTGGTAACCATACAGTATACTGTGAACGTTGCCCAAAAAAGTTTGGA 

AATGGTATATAAAGGTAAATTGACTGCTGGTGAAGCGACGCCAATAAA^ 

TAACAAATCATAGTTATTTCAATCTGAACAAGC^ 

GAGGGTACGGAGATTATGGTGCGTTCAAAAAAATCWm!^^ 

AAACATGATTCCTACGGGTAATATCGTCGATAGAGAAATTGCTACCTOTA 

ACTCTACAAAGCCAACGGTCTTAGGCCCCAAAAATCOXaiGTTTCAT^ 

TGTTTTGTGGTGGATGAAAATGCTAAGCCAAGTCAAATCAATAC 

CAATGAATTGACGCTTATTGTCAAGGCTTTTCAT^^ 

CATTAGAAGTTTTAAGTACAGAGCCAACTTATCAATTTTATACCGGTGAT 

TTCTTGTCTGCTGGTTACGAAGCAAGACAAGGTTT^ 

TAGATACATTGATGCTATCAATCAAGAGAACTGGAAAGATTGTGTAACCT 

TGAAAAACGGTGAAACTTACGGGTCCAAGATTGTCTACAGATTTTC 

YBR019C, 699 aa (SEQ ID NO 40) 

MTAQLQSESTSKIVLVTGGAGYIGSHTVVELIENGYDCVVADNLSNSTYD 

SVARLEVLTKHHIPPYEVDLCDRKGLEKVFKEYKIDSVIHFAGLKAVGES 

TQIPLRYYHNNILGTVVLLELMQQYWSKFVFSSSATVYGDAT^ 

IPEECPLGPTNPYGHTKYAIENILNDLYNSDKKSWKFAILRYFNPIGAHP 

SGLIGEDPLGIPNNLLPYMAQVAVGRREKLYIFGDDYDSRDGTPIRDYIH 

VVDLAKGHIAALQYLEAYNENEGIXIREWNI^SGKGSTVFEVYHAFCKASG 

IDLPVTOmSWlAGDVIJ^LTAKPDRAKI^LKWQTEIiQVEDSCKDL 

NPFGYQLRGVEARFSAEDmYD/lRFVTIGAGTRFQATFANMASrVDLKV 

NGQSVAH^YENEEGYIiNPDSAYIGATIGRYAinaSKGKFSIO^KDYQLTV 

IMGVNANHSSIGSFHRKRFLGPIIQNPSKDVFTAByMLIDNEKDTEFPGD 

LLVTIQYTVNVAQKSLEMVYTCGKt.TAGEATPINLTiraSYFNL^^ 

EGTEIMVRSKKSVDVDKNMIPTGNIVDREIATFNSTKPTNnii^ 

CFVVDENAKPSQim*LNNELTLIVKAFHPDSNITLE\^STEPTYQF^^ 

FLSAGYEARQGFAIEPGRYIDAINQENWKDCVTLKN6ETYGSKIVYRFS 

YDR345C, 2204 bp, CDS: 501-2204 (SEQ ID NO 123) 
TCTTAGCTATATTCTTCCAGCTTCGCCTGCTCCCCGGTCATCGT^ 

cacgtagtttttc<xk;attcgtccggctcatataata(xx^ 

GGAATATCTCGTTCCGCGGATTCGGTTAAACTCTCGGTOXX^ATO 
CAGAGAAAGCTTCGTGGAGAATTTTTCCAGATTTTCCGCT^^ 

ttggtatttccggaggtcattatactgaccgccattataatgactgtaca 
acgaccttctggagaaagaaacaactcaataacgatgtgggacattgggg 

GCCCACTCAAAAAATCTGGGGACTATATCCCCAGAGAATTTCTCCAGAAG 

agaagaaaagtcaaagttttttttcgcttgggggt^ 

gcgctgttttatcttcagcatgaatattccataattttacct 

ttcataaataatagaatcacaaacaaaatttacatctgagttaaacaatc 

ATGAATTCAACTCCAGATTTAATATCTCCACAAAAGTCAAGTGAGAATTC 
GAATGCTGACCTGCCTTCGAATAGCTCTCAGGTAATGAACATGCCTGAAG 
AAAAAGGTGTTOUlGATGATTTCCAAGCroAGGCXX^CC^ 
AACCCAAATACAGGTAAAGGTGCATATGTCACTGTCTCTATCTGTTG^ 
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tatggttgccttcx3gtggtttcgttttc 

ctggttt(x;tcgckx:aaactc . 
liaagatggtagttattatttgtctaaggttagaa iv^?^.- - ' >: . 

CATTTTCAACATTGGTTGTGCCATT^^ 

GTGATATGTAOGGTCGTAAAATGGGTTTGATTGTOJT^ 

ATCATOGGTATTATTATTCAAATTGCATCXMXyUW^ 

TTTCATCGGTAGAATTATTTCCGGTTTGGGTGTTO^^ 

TATCTCCTATGTTGATTTCrcAAGTOSCTCCT 

TTAGTCTCCTCTTACCAACTGATGATTACC 

CTGTACCAACTTOJGTACrrAAGAACTACTCCAACIX^ 

TTCCATTAGGTTTGTGTTTTGCCTGGGCTTTGT^ 

ACTTTCX5TTCCAGAATCCCCACGTTATTTGGTT^ 

CGAAGCAAGAGCATCrCTTTCCAAAGTTAACAAGGTO 

CATTCATTCmCAAGAGTTGGAAGTTATTGAAGCTAG^ 

AGAGCTGCTGGTTCAGCATCATGGGGTGAGTTGTTCACT^ 

CATGTTTAAGCGTACTATGATGGGTATCATGATCXIAATCTCTAa^ 

TGACTGGTGATAACTATTTCTTCTACTATGGTACTACC^^ 

GTTGGTATGAGTGATTCTTTCGAAACTTCTATTGTTTTC^ 

CTTCTTCTCTACTTGTTGTTCTTTGTACACTGT^ 

GTAACTXOTTCTTATATGGTGCCATTGGTATGG^ 

TACGCTTCTGTTGGTGTCACCAGACTATGGCCAAATOGTO 

TTC ATCCAAGGGTGCTGGTAACTGTATGATTGTCTTT^ 

TTTTCTGTTTTGCTACCACTTGGGCTCCAATTG(^ 

GAAACTTTCCCAOTGAGAGTCAAGTCTAAGGCTATGTCTAT^ 

TGCTAATTGGTTGTGGGGTTTCTTGATTGGTT^ 

CTGGTGCTATTAACTTCTACTAOSGTTACXSTTTTC^^ 

TTCGCCTACrTCTACGTTTTCTT^^ 

TTTGGAAGAAGTCAATGATATGTAOSCTGAAGCTGT^^ 

CTGCTTCATGGGTTCCAACATCTCAAAGAGGTGCTAACTACGATGCTC 

GCATTGATGCATGATGACCAGCCATTCTACAAGAAAATGTTCGGCAAGAA 

ATAA 

YDR345C, 567 aa (SEQ ID NO 124) 

MNSTPDLISPQKSSENSNADLPSNSSQVMNMPEEKGVQDDFQAEADQVLT 

NPimSKGAYVTVSICCVMVAFGGEWGWDTGTISGFVAQTDFLRRFGMKH 

KlX5SYYLSKVRTGLWSIFNIGCArG6IILAKLGDMY^GRKMGLIVVW 

I IGI I IQI ASINKWYQYFIGRIISGLGVGGIAVLSPMLISEVAPKEMRGT 

LVSCYQLMITLGIFI^YCTNFGTK^^^SNSVQWRVPIXJLCFAWALFMIC^ 

TFVPESPRVI>VEAGQIDEARASLSKVNKVAPDHPFIQQELEVIEASVEEA 

RAAGSASWGELFTGKPAMFKRT^MGIMIQSLQQLTGDNYFFYYGTTVFNA 

VGMSDSFETSIVFGVVNFFSTCCSLYTVmRFG!«(NCLLYGAIGMVCCYVV 

YASVGVTRLWPNGEGNGSSKGAGNCMIVFACFYIFCFATTWAPIAYVVIS 

ETFPLRVKSKAMSIATAANWLWGFLIGFFTPFITGAINFYYGYVFMGCMV 

FAYFYVFFFVPETKGLTLEEVNDMYAEGVLPWKSASWVPTSQRGANYDAD 

ALMHDDQPFYKKMFGKK 

YKR097W, 2150 bp, CDS: 501-2150 (SEQ ID NO 263) 

ATAGGAAAAAACCGAGCTTCCTTTCATCCGGCGCXMCT^ 

TCACTGAAGCTC0GGGTATTTTAAGTTATACAAGGGAAAGAT6CCGGCTA 

GACTAGCAAGTTTTAGGCTGCTTAACATTATGGATAGGCX3GATAAAGGGC 

CCAAACAGGATTGTAAAGCTTAGACGCTTCTGGTTGGACAATGGTACGTO 

TGTGTATTAAGTAAGGCTTGGCTGGGGATAGCAACMTOGGCAGA 

GAAGACCACAAAAAAAAGGTATATAAGGGCAGAGAAGTCTTTGTAATGTG 

TGTAACTTCTCTTCCATGTGTAATCAGTATTTCTACTTACT^ 

TACAGAAGTAAGACAGATAACCAACAGCCTTTCCCAGATATACATATATA 

TCTTTATTTCAGCTTAAACAATAATTATATTTC 
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JUVAAAAAAACCAAACTCACGCAACTAATTATTCCATAATAAJ^ 

ATGTCCCXriTCTAAAATGAATGCrACAGTAC^^ 

ACAAAAAATaVGACAAGAATTGGCTCTTAGT<^ 

GACGCAATGCTCCAGCTGCCGTTTTGTATGAAGATGGT^ 

AAAACTGTCATTTCATCAAGCGGT(^ 

AACXX»AAGATCTa!AAAGGACAAAC6TATTCTTGAAGAAC^ 

AAGACX5AAATTTGGTGGGGTCCGGTCAATAAACaiT^^ 

TGGTCTATOVACCXJTGAAAGAGCTGCAGATTACTTC 

CATTTATATTGTCGATGCATTTGCAGGATGGGATC^^ 

AAGTCCGCGTTGTTTGTGCCAGGGCITACCAa3(^^ 

ATGCTTATTAGACCTACAGAAGAAGAATTAGCCaVTTTTGGAG^^ 

TTTTACTGTCTGGAACGCTGGTCAGTTCCCAGCCy^ 

ATATGTCTTCAAAGAGTACTATAGAAATTAACTTCAAAGC^ 

ATCATTTTAGGTACCGAATACGCCGGTGAAATGAAAAAAGGTATTTT^ 

AGTTATGTTTTACTTGATGCCTGTGCACCATAACGTTTTAAC^^ 

CTTCCGCCAACCAGGGTATTCAAAACGGTGACGTTACTTTATTCT^^ 

CTAAGTGGTACC«GGAAAACavCTTTATCCGCAGACOaw:ATAGAl^ 

GATCGGOTATGATGAACATTGTTGGTCCGACa^TGGTCT^^ 

AAGGTGGTTGTTACGCCAAGTGTATTAATTTATCTGCCGAAAAGGAGC^^ 

GAAATTTTCGACGCTATCyVAGTTTGGTTCTGTATTAGAAAATO 

TGACGAGAAGTCGCATGTAGTCGACTATGACGACrrcrTCTATO 

ATACTAGATCTGCCTACCCAATTGACTACATTCCAAGTGC^^ 

TGTTTGGCGGACTCTCATCCAAAGAACATTATCCTGCTAACT^ 

TTCGGGTGTTTTACCACCyVGTATCrAAATTGACTCC^^ 

ACCATTTCATCTCTGGTTACACTTCTAAAATGGCTGGTACTGAGCAAGGT 

GTCACrGAACCTGAACCAACATTTTCATCTTGTTTCGGA 

AGCCTTGCACCCTATTAGATACGCAACCATGTTAGCTAGAAAGATGTCTC 

AACATAAAGCTAATGCGTACTTAATCAACACCGGCTGGACTGGTTCTTCC 

TACGTATCTGGTGGTAAACGTTGCCCATTGAAGTACACAAGGGCCATTCT 

GGATTCTATTCATGATGGTTCGTTAGCCAATGAAACGTACGAAACT^ 

CGATTTTCAATCTTCAAGTACCTACCAAGGTTAAOSGTGTTCCAGCTGAG 

CTTTTGAATCCTGCTAAAAACTGGTCTCAAGGTGAATCCAAATACAGAGG 

TGCAGTTACCAACTTGGCCAACTTGTTTGTTCAAAATT^^ 

AAGACAGAGCCACACCTVGATGTATTAGCCGCTGGTCCTCAATT^ 

YKR097W, 549 aa (SEQ ID NO 264) 

MSPSKMNATVGSTSEVEQKIRQELALSDEVTTIRRNAPAAVLYEDGLKEN 

KTVISSSGAIjIAYSGVKTGRSPKDiailVEEPTSroBIWWGPVNKPCSERT 

WSINRERAADYLRTRDHIYXVDAFAGWDPKYRIIOmWCARAYHALFMTN 

MLIRPTEEEIJmFGEPDFTVWNAGQFPANLHTQDMSSKSTIBINFKAM^ 

IILGTEYAGEMKKGIFT\mFYTjMPVHHNVLTLHSSANQGIQNGD\^ 

LSGTGKTTLSADPHRLLIGDDEHCWSDHGVFNIEGGCYAKCINLSAEKEP 

EIFDAIKFGSVLENVI YDEKSHWDYDDSSITENTRCAYPIDYI PSAKI P 

CLADSHPKNIItiLTCDASGVLPPVSKLTPEQVMYHFISGYTSKMAGTEQG 

VTEPEPTFSSCFGQPFLALHPIRYATMIJVTKMSQHKANAYLINTGWTGSS 

YVSGGKRCPLKYTRAILDSIHDGSLANETYETLPIFNLQVPTKVNGVPAE 

LI^PAKIWSQGESKYRGAVTNLANLFVQNFKIYQDRATPDVLAAGPQFE 

YMR173W, 1793 bp, CDS: 501-1793 (SEQ ID NO 313) 

AAACAAGTGTAACATAAATACATTCTGTAAATCTACAAAAATCGTTAGTG 

CTGTTTTCTTTTTGAGATTGAAAAGTACGAATCATACACATCTCTTATO 

TGAGAAGGGTGCATATGACGTAAATCAATGCGTACAAAGOXSTTTCCGGT 

GCTGGCCTGGCCCACCACAGTTTTGGCGTGGTTGATTTTAAAAACCTO 

GGAAGGTGAAAAAACCACTCCGAAGGTTCGAGGATGACAAATCGCCCCTT 

AGCTGTGGCCATACAAGCTTGGCACCGACGAAAAAGGGAAAAAGGAAAAG 

AATGTCGTACAAGAACTCTTACAACCACGTTGAGATTTCATTTAAC^^ 
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CCCCCCTTTCCATTATATAAGAAGGCATTAATTTT^^ 

GAATTTCTCGAAAATGTCTTACAATO 

CrTTAATAGACTGATATATAaKyrATTATAA(HX5AA 

ATGGGTTTATTTGATAAAGTGAAGCAATTTGCTAAC^^ 

CAATGATTCrroGCAATAACAATCAAGGCGATTATGTTACXIAAAC^ 

ATATGATCGGCGAAGATAGAGTCAATCAATTCAAAAGCAAAATCGGAG^^ 

GACAGATTTGATAAGATGGAGTCCAAGGTTCGTCAACAA 

CTCTATAAATGACAACGACTCCyVACAACAACGACTCATATGGTTCTA^ 

ACAACGATTCATATGGTTCTAACAACAATGATIXATATGGCTCTAACA^ 

AATGATTCATATGGCTCCAACAACAATGATTCATATGGCTCTAA^ 

TGAITCCTACGGTTCTTCCAACAAGAAGAAGMCTC^ 

ATGACGATTOSTACXKXrrcCAGCAACAAaUVT^^ 

AACAATGACTCTTACGGTTCCAACAACAATGACTCTTA(^ 

TGACGACTCTTACGGTTCGTCAAACAAGAATAAGAGCIK^ 

ACAATGACGATTCTTATGGCTCTAACAATGATGATTCAT^ 

AACAAGAAGAAGAGTTCT^ATGGTTCCAGCAACAACXai^^ 

TAACAACGATGATTCATATGGTTCTAACAACAATGATTCA 

ACAACGATGATTCCTACGGTTCTTCCAACAAGAAGAAGAGCTC 

TCTAACAATGACXSATTCGTACGGCTCCAGCAAOUU^ 

TTCCAACAATGACXSACaXirrTACGGTTCGTC 

ACGGTTCTTCTAGCAACGATGATTCTTACGGATCTTCCAATi^ 

TCTTACGGTTCTTCCAACAAGAAGAAGAGTTCTTATGGTTCCA^ 

CXSATTCTTATOGCTCTAACAATGATGATTCATATGG^^ 

AGAAGAGTTCTTATGGTTCCAGCAACAACGATTOGTAT^ 

GATGATTCCTAOGGTTCTTCTAACAAAAAGAAGAGTTCTTAT^ 

CAACGATGATTCATAOKKITCCAGCAACAACAATGAC^ 

ACAATGACGACTCTTACGGTTCCTCTAATAGAAACAAGAACTCCTATGGG 

TCTTCCAACTACGGTTCATCCAACAATGATGACrC^ 

TAGAGGCGGTCGTAATCAATACGGTGGTGACXSAOSATTACTAA 

YMR173W, 430 aa (SEQ ID NO 314) 

MGLFDKWQFANSimNNNDSGNNNQGDYVTKAENMIGEDRVNQFKSKIGE 

DRFDKMESKVRQQFSNTSn^NDSNNNDSYGSNNNDSYGSNNOT 

iraSYGSNNNDSYGSNNDDSYGSSNKKKSSYGSNNDDSYGSSNNNDSYGSN 

mDSYGSNNI^SYGSimDDSYGSSNKNKSSYGSMNDDSYGSN^ 

NKKKSSYGSSNiroSYGSNI^DSYGSNNiroSYGSNNDDSYGSSNK^ 

SNNDDSYGSSNKnroSYGSNNDDSYGSSNKNKSSYGSSSNDDSYGSSim) 

SYGSSNKKKSSYGSNNDDSYGSNNDDSYGSSNKKKSSYGSSNNDSYGSNN 

DDSYGSSNKKKSSYGSNNDDSYGSSNNNDSYGSNNDDSYGSSNRNKNSYG 

SSNYGSSNNDDSYGSSNRGGRNQYGGDDDY 

YIL057C, 995 bp, CDS: 501-995 (SEQ ID NO 217) 

cccaacagatttcaagtctgtcgccttaaccactcggccatagtgcctaa 

aacaatgtaggttatttaagcaagtattgtagatactttl^ 

tacaatgcacccacgactcgcggtgtaatgatggcatgaaatcattgaac 

gaagttttgcggctatacggctgaaggacgagactaaagggacaggaatt 

attaatgcggggtataatttgaatagtattaacgggcackk:cgt^ 

catcaaatgctattgttggggtattctctctactttttgt^ 

aaccttttcggcggttggcaatcgtccgtatataagcatcggctgtccca 

atcctctattgcccttttcccttgcacctccttctcaato 

TTCGCGTAAAGGTAGATCTTGATTCACCTATCTOTCGAAACACGATT^ 

tgcaaacgaaacaacgtacagtatataacaaagtattttaaataataaga 

atgacgaaaaaggataagaaagcaaagggtcctaagatgtccacgatcac 

tacaaaaagtggtgagtccttaaaggtttttgaggattt^ 

aaacatatttaaagggtgagacggaagatcaagagttcxsaccatg^ 

tgccaactgaagtactatccaccctttgtcctgcatgatgcgcatgatga 
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TCCGGAAAAGATCAAAGAGACTGCCAATTO^ 

GCCATTTACACX:AGCATGTTGAGiUlGCACCTG^ 

GCTATCAACAAGOCAGAATTGAAATTCCAO^ 

CTTTGACCGGATTGTTTGGAATTATGGCXS^ 

AGAAATTCAAGGTCTCTGTCGAAGTTGTATGTAAACACGAT^ 

GTAGATGTTGATTACAAGACAGAACCCTTGCAGCCAClKaiTC^ 

YIL057C, 164 aa (SEQ ID NO 218) 

MTKKDKKAKGPKMSTITTKSGESLKWEDLHDFETYLKGETEDQEFDHVH 
CQLKYYPPFVLHDAHDDPEKIKETANSHSKKFVWn^HQHVEra 
AII^PELKFHDKKKQESFDRIVWOTGEETELNAKKFKVSVE\n^ 
VDVDYKTEPLQPLI 

YDR544C, 929 bp, CDS: 501-929 (SEQ ID NO 135) 

TAAAGTAGTCGGTAOSTACTTTCXSTtTT^^ 

CTTAACTATCTGCTTAGTCGAGGAGAACCAGGATTCTX5TTTO 

CCGCTTCGTGGATATTCTCTTGGATACTTTAAATATGG^ 

CCTGCGCTTAGCCTACAACTTCTTCCGCTCI<3GAAAAGACC 

GAAAGTTATAAATTACATTTCCTTATTAGGTATA(X!ACCTCGCG<H^ 

AGTAGAGGAGCCCTTTTTGGCGTACCTACATATGGCGOGTCAGACAGACA 

AACTTCCCCCAAAAATGTATTACCCCGCCGAATAAGAAAACAGACCCATT 

CACCCACGACGTATCAAGTTACTTCCTTGGTGCAATGTCX^ 

AAATTCCTTGACXXyrAGATCGTTGGACTAAAATCTGCGT^ 

AAACAGGAAATATTGCCTATTTT^TACAAGGTTACTTCCTAGATC 

ATGTCCCTACGGCCTTGTCTAACACCATCCAGaVT^^ 

ATATATACACACCACyVCX:ACA(XX:AaVCACACCACACXy\CACCCACC^ 

CCCACACCACACCCACACCCACACCACACCCACACACCCACACACCCACA 

CCAGAGAGAAGCCTAAGCCTAAGACTAA6ACAAGCCAAGCCTGACCAACC 

TGTCTCTCAAATTACCCTCCATTACCCTACCTCCCCACTCGTTACCCTGA 

CTCATTCAACTATACCACCCCAACCACCATCCATCTCCCTGTGTACTACC 

ACCAACCGACCGTCCACCATAACCGTTACCCTCCAATTACCCATATCCAA 

CTCCACTACCACTTACCCTACCATCTCCCATCTACTACTCACCATAC 

TGTTCTACCCACCACTATTGAAACGCTAA 

YDR544C, 142 aa (SEQ ID NO 136) 

MSLRPCLTPSSMQYSDIYIHTTPHPHTPHHTHHTHTTPTPTPHPHTHTPT 
PERSLSLRLRQAKPDQPVSQITLHYPTSPLWLTHSTIPPQPPSISLCTT 
TNRPSTITVTLQLPISNSTTTYPTISHLLLTILLPYPPLLKR 

YKR040C, 1004 bp, CDS: 501-1004 (SEQ ID NO 255) 

GGGCTTTTCCAGTXX:CGCGGCCTCGAGATCCAGGCACCAGGAACTAGGCA 

CGCTGTGTATTCTAACACATTGAAGGGCCTAGGCCCGCTGACGTQGGGTC 

TAGTTCCACTTTTTCATTACCTTTTCTOSGTCrrT^^ 

CCGTTAATGGCCriX3AAACAGTTTTGTGA(rrTT(3GACra 

TTTGTCCGGGTGCCACCGGATTCTATCGCGGCGAATCAAGTCTAGTCTGT 

TTGCATCCATCAAGGCACTGCTCATTGTCTAAAATTGTTCTACGCTT^^ 

TCATCAATCATATCTAAACTCACAGCCGCTAGGGTAGGTGTGCCTGGCAG 

TGGTAAGGTAGCCGGCTCGTCTTTGGTCATGCGCCAATACTGTCGAACGG 

cccgcgcgtagcgttcttcggcttcaaccttaga(x:tgataccttttgcc 

TGGTCAAAGGCGAAAACGTCTACCTCGCrrTTCACTGCrr^^ 

atgacttcgtttcaagcggtctctttcgctctcggttgtaacacacttc 

AGCCTGCTATGCTTTCACCGTACTCGAAAAGCGTAGCCTCATGACTAGTT 

GTACCAACGCCCTTTCTTTTCTTTTTTTTCTCTTC 

CATCGCCACTGGTACAAGCCGTATGGTGCTTTTTTGCTCATTT^ 

GACGTTGCGATGGTTTCGCGGACCAATCGCATG(3GT(Km;^ 

TCTTTGCTAGTTGCAACGTAGTCTTCTTCTCTCCTGCG^^ 
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AATTGGCCTTACGTATCTTTTTTC^^ 

TATAATCGTa»TCACTCATATCGG<:XK:TT^ 

AGAGAGTTTCATTGAAAAGTAGTGAAGAAAAAAAAA^ 

AAAAAGGAAAAAAGCTTACATA(XX3AAAGAGAAAAAAAAAAAAAGAAATT 

TTAA 

YKR040C, 167 aa (SEQ ID NO 256) 

MTSFQAVSFALGOn'LVACYAFTVLEKRSLm'SCTWALSFLFFLLTLIUa 
HRHWYKPYGAFLLIFVLTLRWFRGPIAWVVVDVVFASCNVVFFSPALSDE 
NWPWSFFGVVVVIAVHirVVTHIGAFTACCLLKRVSI^SEEKKKKKKK 
KKEKSLHTEREKKKKKF 

YNL338W, 659 bp, CDS: 501-659 (SEQ ID NO 337) 

TAAAGTAGTCGGTACGTACGTTCGTTTTCAATTTCCAT^^ 

CTTAAOTATCTGCTTAGTCGAGGAGAACCAGGATTC^ 

CCGCTTCGTGGATATTCTCTTGGATACTTTAAATA1XX5ACCTACGCOT 

CCTGCXKZTTAGCCTACAACTTCTTCCGCTCTC^ 

GAAAGTTATAAATTACTVTTTCCTTATTAGGTATACGACCTCGC^^ 

AGTAGAGGAGCCCTTTTTGGCGTACCTACATATGGCGCGTC^ 

AACTTCCCCCAAAAATGTATTACCCCGCCGAATAAGAAAACAGACCCATT 

CACCCACGACGTATCAAGTTACTTCCTTGGTGCAATGT^^ 

AAATTCCTTGACGCTAGATCGTTOGACTAAAATCTGC^^ 

AAACAGGAAATATTGCCTATTTTCGTACAAGGTTACr^^ 

ATGTCCCTACGGCCmjTCTAACACCATCCAGCATGO^ 

ATATATACCCACACCCACACCCACACACCACACCCACACACCCACACCAC 

ACCCACACCCACACA(X:CACA(XCACACCCATCACAACCCTAACC 

CTATTCTAA 

YNL338W, 52 aa (SEQ ID NO 338) 

MSLRPCLTPSSMQVSDIYIPTPTPTHHTHTPTPHPHPHTHTHTHHNPNPT 
LF 

YJR115W, 1010 bp, CDS: 501-1010 (SEQ ID NO 235) 

GCCAGTATCCCTTTCTGAAATAAGCTAAACCCTTGCAACCACCAGGGGTG 

CCGCCGTCCTAACTTTCCAGCCTG(X:A(X:(KrGTCX5AGTCGCCGAATGTTG 

CGGGCGCTGCCCCGa:CGCAACACCGC(K:CCGCCCTGCCTCAGCITAA 

GAAACCACACGGGTCTGCCATCTTCCATATACCCTGGCrarCT^ 

ATGCCCGCTCACAACGCCAACTGCAAAAGAAGCX:CGCCCTTAGTCGGTTT 

TCCCCACTTTGATATAACCCCCXXCCCCCCCXXXXXXXaiTCAACT^ 

TTTAACCCAAACACCACGGGGTCATAATTTAAAACSOGAAAAACCTTAAAG 

CGTTCTCGAAGAAATCTTCCTGTAGATGATGTCGTAGCAAACTTATCTTT 

TAGAGTGTTTGTGCTTACTGCATTGTCAGATCAAAATTTACGTAGCCGCC 

CTTTTC:AACCCCTGTCGAAGAGTAGCATAACAGCA(3CGTAGTGAACGTGC 

ATGTTCACAAATACACGTACAATATTAATATACAATAGTAAGGTGATGAA 

CACACACACACACACACACACACACACACACACACACATATATATATATA 

CAGGAGATCAAGTTAGTGTGAGGGGACGACTACTGAGTTTGAAGTTCTTT 

AAAGTCTTAAAGTTATTTTTCOCCTCTCCCACCr^ 

CCCACCGCTTAGCA(X:ATGTCTCCGTACATGAC<:ATACCrrCAGCAATACT 

tatacataagcaagatacgttccaagctgtctcagtgcgcccttactcga 
caccaccacagagaacttgatctacgaaaaatggtgggccacck:caatat 
gcrrggacaggatcctcgacgaaatagacgaaatcgacagcgaggtagtac 
tgtgtgacgctgccgatggttcttctactgcagaa(xrrcavttc 

CCAGCATCCAGCGA(:TCTTCTCCTCTCACTAATAACATCC(3GCCCATTAG 
CATTATGTGA 
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YJR115W, 169 aa (SEQ ID NO 236) 

MFTOTRTILIYNSKVMNTHTHTHTHTHTHIYIYTGpQySW 

KVLKLFFPSPTSLATSHPPLSSMSPYMTIPQQYLYISkrRSKIiSQC?^ 

HHHRELDLRKMVGHAMMLDRILDEIDEIDSEVVLCDAADGSSTAEAHSAS 

PASSDSSPLTNNIRPISIM 



YBL072C. 1103 bp, CDS: 501-1103 (SEQ ID NO 27) 

GTCCTACACACGAGCATCGCTGGGAAAGCri^QGGCTTT(^ 

ATGGAACTGTTTCATATACGTTATTTACAGGCCTATCTO 

CTTTTTGGTACTCACAAGAAGACGTTATAAACACACCAGGACAAAAAGT^ 

TAATGGAACTACATATTATTTTGAATGCTACAGGACCTCTCT^^ 

aaacttaactaaaagggatgatataaattgtgacaggagovgtgcactaaactcaatc 

ccaaaaatcaagcctotratgaaacgccgagttt^^ 

ttcaagataagaaaaaaattccgcy^cttttgtacgt^^ 

tctattacagttacaaaatgggtatttctcgtgattci^^ 

gtgctcaattcagaaagaagagaaagttcgaattaggc<xtcaac^ 

agagaattcacrct<otagaacragaggtggtaac^ 

acttttcttgggcttctgaaggtatctccaagaagaccagaa 

acaatgaattggttagaactaacactttgaccaaggctgcc^ 

gacaatggttcgaagctcactacggtcaaaccttgggtaagaagaagaacg 

ttgccaagagcaagaacxk:tgaaagaaagtoggctgct 

ttgaatcrcaattcagcgccqgtagattatacgcttgtat(^ 

gtgatggttacatcttxk5aaggtgaagaattagctttct 

YBL072C, 200 aa (SEQ ID NO 28) 

MGISRDSRHKRSATGAKIUVQFIUaaiKFELGRQPANTKIGAKRIHSVRTRGGNK^ 

EGISKKTRIAGVVYHPSNNELVRTNTLTKAAIVQIDATPFRQWFEAHYGQTLGKKKin^ 

AERKWAARAASAKIESSVESQFSAGRLYACISSRP6QS6RCDGYXLEGEBLAFYLRRLTAKK 



YBL092W, 893 bp, CDS: 501-893 (SEQ ID NO 33) 

TACTGGAGAAGAGTGTTTGATTCCAGCAGAAGGTAATACGCACCTTTCTCATCTATr^ 

TTATTAAAATACTTTTAAAGAATTTAGATTTTGATAATTAGT^^ 

AAACAGGGACAATACACTCAACGATAAAAGTATGTGACATATAGAATGCTAGAATGA^ 

GCATTGTTATGAGAGCAACGTTTGATATTTGTGGCGATTGGAACA^ 

TGAAATGTCCAATTTGAACTGATTAACATACACGCGCAAGCTCGTAT^ 

TTAGCCGATCAAAGAGACAGTQGCAGATATATGGGAAAATTTTCTCCGGAAGATTC 

CATAACCAGTCATTTCOCAAGATACAATTCTCGGAGCTGTTATAC^ 

TTOTTTTWITCATTAGATGGCCTCCTTACCTCACCC^^ 

AGCGTCATCACTCTGACCGTTACCACAGAGTTGCTCyUUUlCTCGAGAAAGa 

TTGTTAGAAGAAGATTCAGAGGTAACATCrat:AA(X:AAAGATC^ 

AGTTTTTGTCACCATCTGGTCACAAGACTTTCITAGTCGCTAACGT^ 

TGCACACCAAGACTTACGCCGCTGAAATTGCIKyVCAACATCTCCGCTAAGAACAGAGTTGTCAT^^ 
CTAGAGCTAAGGCTTTGGGTATCAAGGTCACCAACCCAAAGGGTCGTTTGGCTO^ 

YBL092W, 130 aa (SEQ ID NO 34) 

MASLPHPKIVKKHTKKFKRHHSDRYHRVAENV^QKGIDSVVRRRFRGNISQPKIGYGSN^ 
GHKTFLVANVIa)LETLT^mTKTYAAEIAHNISAKNRVVILARAKAI^ 



YBR009C, 812 bp, CDS: 501-812 (SEQ ID NO 37) 

GAAAAATCGCCCGGGCATTTCGTTATCTTCCACGCTAAAAGTCAAGGAGAGATATTACGGCCAGG 
CAAAGGTGCAGAGCAAGGAAATGTGAGAAATTGTGAGAACGATAATGTATGGGACAATGCGAAAATC 
AGAAaSAGAGCAAAAATCTTTTTTGTATCTCCCCGCCGAATTO 
TCTTCACATAGTAAAACroiTCCGAGCGCTTCTCCCCATAATGGTTAGT^^ 
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ACTTTAGCAAATC(XX!GCGAATACGGTXXWAAAT^^ 

CAATTTGATGGATAAATTGGTTGTGGAAAAGGTCTiUlT^ 

CTATATGAT(k;TTTCXX3TC<X:ATT^ 

ATATAATATAGTAAAATATGTCCGGTAGAGGTAAAGGTGGTAAAGGTCTAGGTAAAGGT^^ 

GTCACAGAAAGATTCTAAGAGATAACATCCAAGGTATTACTAAGCCAGCTATCAGAAGAOT 

GAGGTGGTGTCAAGCKSTATTTCTGGTTTCATCTAGGAAG 

AATCCGTCATCAGAGACTCTGTTACCTACACCGAACACXK:a^GAGAAAGACTC 

TTGTTTATGOTrTGAAGAGACAAQGTAGAACCTTATACXSGT^^ 

YBR009C, 103 aa {SEQ ID NO 38) 

MSGRGKGGKGIiGKGGAKRHIU^ILRDNIQGITKPAIRRIiARRGGVKRISGLIYEEVRA^ 
SVTYTEHAKRKTVTSLD\AnrALKRQGRTLYGFGG 

YBR189W, 1501 bp, exonl: 501--507, intronl: 508-920, exon2: 921-1501 
(SEQ ID NO 59) 

TGGCTTCTTCTTTGCCTGTTTTGCCCAGC^ 

TTTCTAGTGATAAATCTCGCAGAGAGGGCATACTGGTTGTAAAAAGTAGTCGCAAC 

AAAAGTAGATGTAATGGAAGGCTTTGAAGGAACGGCTAGCCAGCTTT^^ 

TGACAGCATCTTGACCTTCTAGTATGGAAACTTTCAATTT^ 

TTAATrcGTACATTTAavCATCTGTACMri^^ 

AAAGTTGGCGGCTTCAGGTGGACGCGCTTCACTCAT^^ 

CATAAATTCCATGAAGTTITACTTAATAAAATTGTTCATT^^ 

ACTAAGACTAAGOUVCAATGCCAAGTACGTATTAGACTATATCXSAAGAGGAC^ 

ACTCGTTGATTTTGAAAGAGGTTOSGGTCCTCAT^^ 

CCTTCATTGAGTAGCATOACAACAGCCTGAATTACTATCCATATTATGAATATCTT^ 
CTCCCGACACTTCAGTTAAACAGGGATACATTAGAGATCAAGGTG 
TAACAATGGGACAGTATTirrATTTTCCAAGGCGGATACCTAATTATGCGOT 
ATATTTATGAGCACTTACTTGGGCCCTTGCAGACT^^ 

CT^TTTTACTTTTTTTTTTTTAGGAGCTCCA^ 

TTACGAATCTTCTCGTTTGGACGCAGAATTGAAGTTGGCCGGTGAATTCGGTTTC 
AATTTACAGAATTTCTTTCCAATTCTCTAAAAT^ 

AAAGGACCCAAAGAGATTGTTCGAAGGTAATGCOTrcATCAGAAGATT^ 

CGAAGACAAGAAGAAGTTGGATTATGTTTTGGCTTTGAAGGTTGAAGAT^^ 

AACTCAAGTCTACAAGTTGGGTTTGGCCAAGTCTGTCC^^ 

CATTGCTGTTGGTAAGCAAATCGTCAACATCCCATCTTTCATGGTC 

TCACTTCGCTCCAACTTCT<X:ATTXX3GT^ 

AAAGGCTGAAGCTTCCGGTGAAGCTGCTGAAGAAGCCGAAGACGAAGAATAA 
YBR189W, 195 aa (SEQ ID NO 60) 

MPRAPRTYSKTYSTPKRPYESSRLDAELKIAGEFGLKNKREIYRISFQLSKIIWV7UUDLLTRDE 

LFEGNALIRRLVRVGVLSEDKKKLDYVIALKVEDFLERRLQTQVYKLGL^ 

QIVNI PSFM\mLDSEKHIDPAPTSPFGGARPGRVARRNAARKAEASGEAAEEAEDEE 

YBR191W. 1371 bp, exonl: 501-511, intronl: 512-899, exon2 : 900-1371 
(SEQ ID NO 61) 

AATCCTTATTGTCAGAAATTGAAGCCGTTAATATTTAAAGGCTAATT^ 

TTTGGTATATATCTCTTGACCTCAATATATCTCGATAATATA 

ACAGTTTTACACCTGTACATCTTCACCATCACCACACCCTTTTTTAC^ 

TATCGCCTTTTTCCCAGCCGCTAGAACATGCTCAGAACCGAGGAAAAGCACCGCTGCCAi^ 

GATGTGTTG(K:CCACCGCTACTAGTGGCC(mXnx;GAAGCCCAGG^^ 

AGCTGGAAAGGTAAACGGTCTCTGCGCCTCTGTGAAATTTTATCACCAATGG^^ 

AGATAATATAGAAAGTAGTGTGCAATTTCAGGCATTACCGATTGAACTTT<K5 

AAAAATAACTAGCAACAATGGGTAAATCGTATGTCATTTAATCCTATGAATCTACA 

ATGGTATCTCAAACCX3AACATATCGTCACAGAAATAAAAAGATTTAAAGACGTGTCTAGTGTC 

gcaaacatatcattagagcaaaatattgg(x:agataagatgatgctacactgattct^ 
tgacatgataggcttttaacg(^tgtaa(m:attagtttacagtcg^ 
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ATTAGAAGTGTAGTAATTACAA^GCCCTTTTTCC^ 

CTCGCAAAACAATAGAATACTAACATGATTTCITATAAATCCT 

AGACACGGTTACAGATCTCG* ACTCGTO^ 

CTTTCTACTTACTTGAAGGTCTACAAGGTTOGTCAC^^ 

AAGGGTATGCCACACAAGTTTTACCAAGGTAAGACCGGTGTTGTCTAC^ 

GGTGTTATCATCAACAAGATGGTGGGTAACAGATATCTAGAAAAAAGA^ 

ATCAAGCACTCCAAGTGTAGACAAGAATTTTTGGAAAGAGTC 

GCTAAGGCTCAAGGTGTTGCTGTTCAATTGAA^^ 

TCTACTGAAGGTAACGTTCCTCAAACTTTGGCCCXrAGTTrc 

YBR191W, 160 aa (SEQ ID NO 62) 

MGKSHGYRSRTRYMFQRDFRiOIGAVHLSTYLKVYKVGDIVDIKANGS^^ 
SSVGVI INKMVGNRYLEKRLI^RVEHIiaiSKCRQEFLBRVKANAAKRAEAK^ 
RIVSTEGNVPQTLAPVPYETFI 

YCL035C, 833 bp, CDS: 501-833 (SEQ ID NO 65) 

ccgaaagaaaccccatgttcttgttttgcctxk:ctccaa^ 

cgtgttgtcttcatccttagaaaggataccacattgataaacaac^ 

tgatcactttacacgtcaaggtauuvacagttt^^ 

taaaacatgaacitcatccacaagtgagctgtct 

tgcgatgcttgttttctttatctactactgor^ 

gggaattttgtcttgaaaggagtaaatatataaaataaatgaaaagt^ 

ttagcataaaataaagaacttcgtgcagtacttataogagcattcgcataattat^^ 

cctcagaaggaaaaaaaatggtatctcaagaaactatcaagcacgtcaaggaccto 

agatcttcgtcgcatccaaaacgtactgtccatactgccatgcagccctaaacacgct^^ 

taaaggttcccaggtccaaagttctggttttgcaattga^ 

ctgcgttatatgagattaatggccaaagaaccxmkrcaaacatctatattaatggta/^ 

gcaacgacgacttgcaggaattcagggagactggtgaattggaggaat^ 

ATTAA 

YCL035C, 110 aa (SEQ ID NO 66) 

MVSQETIKHVKDLIAENEIFVASKTYCPYCmALNTLFEiaK^ 

NGQRT\^NIYINGKHIGGNDDLQELRETGELEELLEPIIiAN 

YDL004W, 983 bp, CDS: 501-983 (SEQ ID NO 81) 

ATAAACATAAGATATAATA<OTWrAAAATQGTCAACGrrATGCGATG(:ACAACTAAAAG 

ATTAAATATTATAATATTTACTTCTTACTATTACACGAAAGACAAGTGTGAAATGCCTAGGA 

GATTGACAAGCTCTGGCCTTGCAATAAAAATACTTATACACAACTTCAAATAATATAGAA^ 

GACTATAAGCTAAAAATGTAGACAACCrcATTTAAATATTATTCTTAGGACTT^ 

TTGTATATTATTCACCTCGCnXZACCGCCTCTAATCACCTTTAACGA 

GCGCATTATGGAGTCGTCTAGGAAGGGGCCGTCCCATCATTGTAAAAGTTCATGTTA^ 

GATAACAATAAAGGTATCGTACACACACTGCTAAAAGAGCCTCAATCAATTTGTGAAW 

GCCGTGAGGATAGGAAAATGTTACGTTCAATTATTGGAAAGAGTGCATCAAGATC 

CTAAGCGTTCATATGCAGAACXrrGCTGCCGCIATCATCACXnT^ 

AAACTTTATATAGTGGCTCCGAAGTTACTCAAGTGAACXZTGCCTG^ 

TGGCCAACCATGTTCCCACCGTTGAACAATTACTACCAGGTGTCGTTGAAGTTATCGAAGGCTC 

CTAAAAAATTCTTTATATCAGGTGGATTTGCAACACaTCAACCA^^ 

TTGAAGCTTTTCCATTGGAATCCTTTTCACAAGAAAATATAAAAAAT^ 

ACGTTAGTTCATCTGATGCCAGGGAAGCCGCAGAAGCTGCAATTCAAGTAGAAGTTTTAGAAAACCT^ 
AATCCGTATTGAAATAG 

YDL004W, 160 aa (SEQ ID NO 82) 

MLRSIIGKSASRSU^AKRSYAEAAAASSGLKLQFALPHETLYSGSEVTQVNLPAKSGRIGV^ 

TVEQLLPGVVEVMEGSNSKKFFISGGFATVQPDSQUrVTAIEAFPLESFSQENIKNLLAE^ 

AREAAEAAIQVEVLENLQSVLK 
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YDL075W, 1263 bp, exonl: 501-557, intronl: 558-978, exon2: 979-1263 
(SEQ ID NO 85) 

ACTATATTTTGTTTTCCCGAACCTCrcCC^^ 

CTTTACCrcCGTAOVCCAATCTTTATTT^ 

GTGGTGCTTTTTTTTTTGGACAAT^^ 

aXJAAGGAAGTGGGAGAGCGCAGAAAGGCTTTCT^^ 

GGGAAAGCTCCGTTCAGGTTTGCGGCTTTTCT^^ 

ATAGCTTGACTTTACTCATGCTCGCATTAGGCGGGTTGAATCTCATAGCTTGA^ 

atattgaagattttataactagtgataatttcattcaagtt^ 
actcaatcaaaggaaaaatggccggtttgaaagacgttgtcactcgtgaatacaccato 
aaagagtatgtgaaagaataaaaatataatgcccaagggcttgtcatctg^ 
atttctatagtcaaggaatacaatatcaagaatttgtacx:a 

CAAGATATATTTTATAATACGGAATTTGAAGACCATAATCAATATTATAAC^ 

ACACTTCGGCTGGACTTAAAGAGCGATGAAGACAGAAATAGTTATCTTAAATAGTGGAA 

TAAGTCGACAATTATCCATATCCCAAGTTTGACTAAATATGAATCAGAACAAAT^ 

CAAAACCATTCATCAAGATTACACTAATATTAAAATGAACAATCGTTACTAAC^^ 

TAriTTTAATAGTTGCACGGTGTCTCCITCAAGAAGAG^^ 

ttcgccaagttacacatgggtactgatgatgtccgtctagctccagaattc^ 
agaqgtgtcaagggtgttgaatacagattaagattgagaatttccagaaagag;^ 

GCCAAGAACCCATTGTTCTCCTACGTTGAACXnX^^ 

gttgtcgaagaagatgcttaa 

YDL075W, 113 aa (SEQ ID NO 86) 

maglkdvvtreytinlhkrlhgvsfkkwipravkeikk^ 

lUiiaRISIUamEEEDAKNPLFSYVEPVLVASAKGLQTVVVEBDA 

vrDR064W, 1495 bp, exonl: 501-521, intronl: 522-1060, exon2 : 1061-1495 
(SEQ ID NO 89) 

tgacggtcgtttcacaggaatggaagatgctttatgccggcgcattagaaatgatcagagaggagtc 

gtacttttaaattgatagaggtttcttcaggtttggaggatgactcagacgt^ 

aattagaaaattgttagtatagtctatcttaaacactaaactacctcctataatcatgtagtgtaci^ 

aaacatttttttatcttcatagcaataatataagccttttacc^ 

acatttttaaaaaaattttacgttataatttt^^ 

gaaattttgatacgaatgagatttccacttctgtaczagatggaaa 

agtcgtgattgaattaacaatttctttctcattaatattt 

aacaacauvtcagtcaaaatgggtcgtatgcacagtgcxxn'atgr^ 

atgcaaaagttgcattgaatagttcgctaaatcagatgacactctaatgtgga^ 

ctaatataatttgtctctgtcggatcacaattctattacaagt^ 

tactggagagtagtttctactcgctgtacattagctg(x?rgattccaat^^ 

attagtttaacaggttatactatctgccgtttctcagtataatt^ 

gccgcctttatgaattagttttcacaaagctcataacrataa^ 

attgaagaatcacccggaatagttatactttaatggaattgtatggtc^ 

atacacttttcttcaagccatatgaatcttcatc^ 

ttccactaaatattactttaaacagggtaaag(3tatttct^ 

tccagcttggttcaagttgtcctctgaatctgtcattgaacaaattgtc 

gactccatctcaaattggtgtcttgttgagagatoc^ 

taacaagatcatgagaatcttgaagtccaatggtttggctccagaaatcccagaagatttc 
gattaagaaggctgtctctgttagaaagcacttogaaagaaacagaaaggacaaagacgctaagttcag 
attgattttgatcgaatctagaattcacagattg(3Cx:agatactacagaactgttgctgtcttaccacc 
aaacrggaagtacgaatccgccactgcctccgctttggtcaactag 

YDR064W, 151 aa (SEQ ID NO 90) 

MGRJmSAGKGISSSAIPYSRNAPAWFKLSSESVIEQIVKYARKGLTPSQIGVLLRDAHGWQAR\n:T^ 

KIMRILKSNGLAPEIPEDLYYLIKKAVSVRKHLERNRKDKDAKFRLILIESRIHRLARY^ 

WKYESATASALVN 
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YDR099W, 1322 bp, CDS: 501-1322 (SEQ ID NO 93) 

TTGTTAC^ACCAATCCXSTAATTCAAGCGTXXSGTAT^ . , 

ATTGAAATCGTCCCTTTTTTGTTTAGGAAGAACGGACi^ 

GTGTCACCCGGATCAGCAAAATGACACACACXJAAATACGAGGAAAAAGTC^ 

TATTATAAGTCCCTCCAGTAGTCTTTTTTTTT^^ 

GCTATCTTAAACATT(X5TTCTTTTTAT^^ 

ctccx:ggtttttaatcattatttttt^^ 

CAGAAGGTTAATACTCTGACAATTTCAAAACGAAGTAAAAAGAAA 

CCGTTACAACAAAAAAAATGTCCCAAACrCGTGAAGATTCTG 

CCGAACGTTATGAAGAAATGGTCGAAAACATGAAGGCCGTTGCTTCATC 

AAGAACGGAATCTATTGTCCkSTTGCTTACAAGAACXSTCATCGGTGC^ 

TTTCTTCGAfCGAACAAAAAGAAGAATCAAAGGAGAAATCTCAA^ 

ACCGTTCTAAAATTGAAACnKJAATTGAOyUUA 

TAATCCCTTCTGCTACTACT^TGAGTCTAAAGTATTTTACTATAAGATC 

ATTTAGCTGAATTTTCCAGCGGAGATGCAAGAGAAAAGGCAACC^ 

CCGCTTCCGAAATCGCCACAACTGAATTGCCTCCAACTX^ 

TCTCCGTCTTCTATTAOSAAATTCAAAACTCTCCTGATAAG 

ATGATGCTATTGCTGAGTTAGATACTTTATCTCAAGAAT^ 

TATTAAGGGACAACTTGACCTTATGGACCTCTGATATTTCTGAATC 

AACAACAACAGCAACAGCAACAGCAAOUICAGCAACAACAAGCTCCAGCTGAA 

CAACCAAATAA 

YDR099W, 273 aa (SEQ ID NO 94) 

MSQTREDS VYLAKIJVEQAERYEEMVmNMKAVASSGQELSVEEIUWiLSVAYK^^ S I EQ 

KEESKEKSEHQVELIRSYRSKIETELTKISDDILSVLDSHLIPSATTGESKVFYYK^ 
SGDAREKATNSSLEAYKTASEIATTELPPTHPIRLGIJ^LNFSVFYYEIQNSPDK^^ 
LDTLSEESYKDSTLIHQLLRDNLTLWTSDISBSGQEDQQQQQQQQQQQQQQQQQAPAEQTQGEPTK 

YDR134C, 701 bp, CDS: 501-701 (SEQ ID NO 97) 

GGAGTTTTCCTATTTCGAATTGATeGCTGGGTTTCAGClXK:AGGA» 

TAAATCCGCGAGTCCGGTCCGTGCTCACTTTTAGACGCGTGTTCCATCGGCGTTC 

GAGAAAAGGGGCTACGCGTATGGTCGGTAGTCCCTTTCAGGGACCAGTGCAGAGGGTC 

CCTTCACAGAAACCGCGCAGGAATTTTTCTGGTGTTTGTTAT^ 

TTCTTTTTCTAACTATTTTTTTTGCAATI^^ 

CATCTCTCGAAGTATATAAACCGTTGCTGGATCGTGGTTGITCTTCATCGACTTCTCTC 

TCTTTTTTAAAATTTTTTCATAGAATAAAAAACCAAGGATAACAAACATCTO 

ATAACTACAAATTAAAAATGCAATTCTCTACOGTCGCTTCTATCGCTGCTAT^^ 

CCGCTTCTAACATTACCACTGCTACTGTCACAGAAGAATCTACCACTTTGGTCACTATC 

AGGACCACGTTTGTTCTGAAACAGTTTCCCCAGCTTTGGTl^ 

TTATCACTTAA 

YDR134C, 66 aa (SEQ ID NO 98) 

MQFSWASIAAIAAVASAASNITTATVTEESTTLVTITSCEDHVCSEWSPALVSTATVTVOT 
YDR171W, 1628bp, CDS: 501-1628 (SEQ ID NO 103) 

CTGGGGTTGGGTAACAAGTGAGCAAGGGAAAAAGTGAACATTTTAAGAAGAACAATAAAATAGCAAGAG 

ATGGAATGGTAATGCTTGGCTCTCGAGAAGAGTAGCATAAAACGAGACTTGTTTAAAACA^^ 

ATACTTCAATTCAGCTTTCCCTATCAGCCGCTCGAGCAGTTATATAGGTGTGTTGCCGG 

CGGAGGCCAACAGTGGCTAGGCGGCAACGCCKXJAACACGCGCTTAAAAGTTCTGGAA^ 

TGAGAACTGCTCAG(XXK:GAATACAG(KXXX;<XXnTCGCGGCAG(^^ 

ATATAAGACTTGCTGTCATCGTTTTTTTGATCCax; 

AAGAAGTATAATTATACATAACATAGGGACACGTTCAGGCAATTGTCCAT^ 
CATACCAAGCC(jAAGCAATGAGTTTTTATCAAC(:ATCCCTATCT^^ 

CCAACCAAACTCGCCAGAGAGGGCAGCAAGGATATCCTCGCCAACCACAAAGGCCACAGAGATACCATC 
CCCATTATGGACAAGTGCACGTTGGCGGGCATCATCCTCGTCATCATCCATTGTATAGCAGATAC^ 
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gtgttcctaatacctattactaccagttcxxrixksac^ 

atgacgaggatggtgaagaagaggacx:aagacgaagatatggtgggtgaca^ 

aagatggtggcgaggacagcaactcgagaagatatoaitcataot 

ataggaccaaccaacaggcaaacagtttaaacgacitattaacogasto 

aaggcactgaaccagaaattgaagcaaataccgaacaggagggcgaaaagggagaagaaj^ 

aggataagtctgaagcacccaaagaggaagctogcgaaacc^ 

aggaatcgtcgagaccaccattagccaaaaaatcttcat<^^ 

TACCTGACCCGTTACAAGTATCCAAGCCTGAAACGAGAATGGACTTACCATTT^ 

TCTATGATACCGAGGACACTTACGTAGTTGTTCTTGCXjTTACCAGGTG^ 

TTGATTACCATCCATCTTCTCATGAGATGCTCA^^ 

AAAAATTCTTGAAGATCACGGAACTAAAATATGGTGCGTTTGAGAGAACCG 

CACGCATTAAGGACGAAGAAArrAAAGCTACrTAOVACAACGGTCTACTAC^^ 

TTGTCAATGACACTGAAAAGCCGAAGCCAAAAAAGAGGATCGCCATTGAGGAAATACC^ 

TGGAGTTTGAAGAAAATCCCAACCCTACGGTAGAAAATTGA 

yDR171W, 375 aa (SEQ ID NO 104) 

MSFYQPSLSLYDVmALSNQTGQRGQQGYPRQPQRPQRYHPHYGQVHVGGHHPRHHP^^^ 

YYQFPGQAYYYSPEYGYDDEDGEBEDQDEDMVGDSGTTRQEDGGEDS^fSRRYPSYTO 

ANSIJroLLTALIGVPPYEGTEPEIEANTEQBGEKGEEKDKKDKSEAPKEEAGETNKEK^ 

PLAKKSSSFAHLQAPSPIPDPLQVSKPBTRMDLPFSPEVimOTEiyiTVVVLALPGA^ 

SHEMLIKGKIEDRVGIDEKFLKITELKYGAFERTVOTPVLPRIKDEEIKATYNNGLIiQIKVPKI^^ 

KPRPKKRIAIBEIPDEELBFEENPNPTVEN 

YDR399W, 1166 bp, CDS: 501-1166 (SEQ ID NO 129) 

tcgtttatcctttttgaactgcatctggcatcg^ 
tccacttttacgtcjicaaccatagttggttaactaagaaaagaca 
ttattttttttttcttctgaaaaaattaattagaot 
ttctttcattttttttctctatatttcgcgt^ 

catctgtcccaaatcgggtagcgatgagctgctatagaattttctatttaaacatgt^^ 

atttccgttagattttgttcccccttcgcagtttggtttgcto 

agctggagtaatacxsatgtagtgccttctaatctttc^ 

tccattacgttccx:ataatgtcggcaaacgataagcaatacatctcgtacaacaacgtacatcaaot^^ 
gtcaagtatccgctcagagaattaagaatttcaagccggacot 
tcattcctgctaggatcctacgtacgttcctaaaggagcccggcgtgc 
ttarittgtctttgtacgaagatttgaacagtgtaqgctca 

gcagaacacaatggattgattacgagcaatgtaaattagatctagtcggcaagaacgttc^ 
acgaagtcgatgacacccgtaccacacttcattacgctttgagtgaattggaaaaggat^ 

AGGCAAAGGCTAAAGGTATCGATACTGAAAAGTCTCOIGAGATGAAAACAAACT^ 
TACACGATAAGCAAAAACCAAAGAAAGCAGATTTGCXTrGCCGAAATGTTC 
TTGCAGCTAAAACTGTTCCAGACAAGTGGTATGCATATO^TGGGI^^ 
CTAGAATGGCTATTGAACAGGGCAATGACATCTTTATTCCTC 

VDR399W, 221 aa (SEQ ID NO 130) 

MSANDKQYISYNNVHQLCQVSAERIKNFKPDLIIAIGSGGGFIPARILRTFLKEPGVPTIRIFAIILSLY 

EDLNSVGSEVEEVGVKVSRTQWIDYEQCKLDLVGKNVLIVDEWDTRTTLH^ 

IDTEKSPEMKTNFGIFVLHDKQKPKKADLPAEMLNDKNRYFAAKT^ 

QGNDIFIPEQEHKQ 

YDR418W, 998 bp, CDS: 501-998 (SEQ ID NO 131) 
TGCACTGTGGATGTTTCGGTTGTGTATTTTCKr^^ 

ATAAACAATATCATAAAACAGGTACTTCATAGACXyiTAAAGCATAACCCAGATTATCCTCTTAGATAGC 

AATGCTAATGTAAACAGAGATCCGTTTGCGTGACTTTATACTAATATGATATGTCTACTTCGCT^ 

TTCGAGCAGCCTGGCAGTCCCCTCTAGCC(KriTrTTTCCCTT^ 

GCTCTAGGCCGAGAAAATGTTAATGCTCCTTCTACGAGAAAATG(rrTGT(XX:CACACCAGGACAG 
TCGACGACGCTTCCGCTAATCTTTCTCAATGTTGTATCTTCTTTOT 

GG AATAAAAACAGTACCTAAATTATTTACTTACTTCCCGTTAAAGCAACCCCAAGTGCCCAATAGAAGG 
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ataaatcaatagtcaatatgcctccaaagtttcatccaa^ 
tcggtggtgaagtcggtgcttccmxkicttgx^^ 
aggttggtgaagatatoxxaaggccaccaaggaat^^ 
tcx:aaaacagacaagctgctgcttctgttgt^ 

aaccaccaagagacagaaagaaggataagaacgtcaagcatagc»gtaacat^^ 

TTGAAATTGCCAGACAAATGAGAGACAAATCCTTCXXSTAGA^ 

TGGGTACTGCTCAATCTGTCGGTTGTCXST^^ 

ACGCTGGTGAAATTGAAATTCCA6AAAACTAA 

YDR418W, 165 aa (SEQ ID NO 132) 

MPPKFDPNEVKV1-YLRAVGGEVGASAALAPKIGPIX3LSPKKVGEDIAKATKEFKGIK\^ 

AASVVPSASSLVITALIOBPPRDIUCKDKNVKHSGNIQLDEIIEIARQMRD^ 

VGCRVDFKNPHDIIEGINA6EIEIPEN 

YDR513W, 932 bp, CDS: 501-932 (SEQ ID NO 133) 

TCTCCCTCTCCTGCCATATAACCCCACTGGTATTTTCCAATGCC 

ACCATTCCTGCACTTTCACAGGGTCATTCCCGTGGATAATACAAAACTTGAA^^ 

CACATGATGTAAAATCTCCATATCTGTAATAG(OTCTAAATTC 

GTTGATCAAATGCCTCTCGGCAACTCATCGTTGTC^ 

TCAAGCTGCTCTCTTTTACCCTAATAGAACCATCGCCnX^^ 

TAGCAGAACTATTACTAAGATCCGATATTTCGGCCCCCTTCGCAAAGGGGCC^ 

GAATTTTCATATAAAAAGTCCCAGGACGCCAAGAAAAGGTGCCCTCTTGATTAACGGA 

CTGTTATATATTGTTTCATGGAGACCAATTTTTOT 

CGTTGTTTGCCACAAGAATTATTGCTAAAAGATTTTTAT^ 

TTGCTCACGTAAAGGATCTGATTGGCCAAAAGGAAGTGTTTGT^ 

GTAAAGCTACTTTGTCTACCCTCTTCCAAGAA^ 

TAGATGAAATGAGCAATGGCTCAGAGATTCAAGACGCITTAGAAGAAATCTCGG^ 

CTAACGTATACATCAATGGCAAGCACATTGGTGGTAACAGCGATTTGGA 

AGOTAGCTGAAATATTGAAGCCGGTATTTCAATAG 

YDR513W, 143 aa (SEQ ID NO 134) 

METNFSFDSNLIVI 1 1 ITLFATRIIAKRFLSTPKMVSQETVAHVKDLIGQKEVFVAAKTYC PYCKATLS 

TLFQELNVPKSKALVLELDEMSNGSEIQDALEEISGQKTVPNVYINGKHIGGNSDLETLKra 

KPVFQ 

YEL009C, 1346 bp, CDS: 501-1346 (SEQ ID NO 139) 

AGTTTCACTAGCGAATTATACAACTCACCAGCCACACAGCTCACTCATCTACTTCGCAATC^ 

ATATTTTATTTTAGTTCAGTTTATTAAGTTATTATCAGTATCGTATTAAA 

AATGGCTTGCTAAACCGATTATATTTTGTTTTTAAAGTAGATO 

ATGTGTTAAATTTATTGAAAGAGAAAATTTATTTTCCCTTATTAATC 

AACTGTCAGTTTTTTGAAGAGTTATTTGTTTTGOT 

CAAGATGTTTCCGTAACGGTTACCTTTCTGTCAAATTATCCAGGTTTACTC^ 

ATACTATCATTAATTAAATCATTATTATTACTAAAGTTTTGTTTACCAAT^ 

AATTAAATACAAATAAAATGTCCGAATATCAGCCAAGTTTATTTGCTTTAAATCCAATC 

CATTGGATGGTTCTAAATCAACCAACGAAAATGTATCroCTTCCACTTCTACT^ 

GCCAATTGATTTTTGATAAATTCATCAAGACTGAAGAGGATCCAATTATCAAACAGGATAC 

ACCTTGATTTTGATTTTGCTCTTCCACA^ 

CGGAGCTAGATGACGCTGTAGTGGAATCTTTCTTTTCGTCAAGCAC^ 

ATGAAAACCTAGAAGACAACTCTAAAGAATGGACATCCTTGTTTGACAATGACATTCCAG 
ACGATGTTTCATTGGCTGATAAGGCAATTGAATCCACTGAAGAAGT^ 

AAGTCTCGACAACTTCATTCTTACCCACTCCTGTTCTAGAAGATGCTAAACTGACTCAAACAAG^ 

TTAAGAAACCAAATTCAGTCGTTAAGAAGTCACATCATGTTGGAAAGGATC 

ATCTAGGTGTTGTTGCTTACAACCGCAAACAGC(mx:GATTCCACTO^ 

GTCATCCTGCTGCTCTAAAACGTGCTAGAAACACTGAAGCCGCCAGGCGTTCTCGTGCGAGAAAGT^ 

AAAGAATGAAACAACTTGAAGACAAGGTTGAAGAATTGCTTTCG 

TTGCCAGATTAAAGAAATTAGTTGGCGAACGCTGA 
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YEL009C, 281 aa (SEQ ID NO 140) 

MSEYQPSLFALNPMGFSPLDGSKSTNENVSASTSriR^My^ 

MiPQTATAPDAKTVLPIPEU>DAVVESFPSSSTDSTPMFElha^ 

DKAIESTEEVSLVPSNLEVSTTSFLPTPVLEDAKLTQTRKVKKPNSVVKKSHHTC 

YNRKQRSIPLSPIVPESSDPAALKRARNTEAARI^RARIU^ 

LVGER 

yGL123W, 1264 bp, CDS: 501-1265 (SEQ ID NO 163) 

TGGCTTATTCACTAAGGATTCTTAAGGTTTTCTTAATAGTT^^ 

TAGAAGACTGCTTTCTAAATATGGTTGGGTGTATTTAAGCTAG^ 

TTTACTTGTTTGAATTTTAAGATTTGTGATAATGGAACTGGACGCAAACA 

CATCATTAACGAGGTAACGTAGGTATCTGTCCTGCCTTAGTATTG^ 

CTATTTTTTCATCTATT(XCCTCTGTAGTAACGTAAGAGT^^ 

CCTTTGTTTCCAATTTCCTTCCTTACTGCOTXSATACCT^^ 

TATTGTCGATTGAAAGTTACCTACATCAACTTTCCGTGTTCCATO 

GCTCAACTAATTAAGTAATGTCTGCTCCAGAAGCTCAACAACAAAAGAGAGGTGGTT^ 

ACAGAGGCCGTCCAAACAGAAGAGGACCAAGAAACACTGAAGAAAAGGGATGGGTTCCAGTTACCAA^ 

TAGGTAGATTAGTC»AGGCTGGTAAGATTA(XACCATTGAAGAAATC^^ 

AGGAATTCCAAATCATTGACACTTTCTTGCCAGGT^^ 

AAAAGCAAACCAGAGCCGGTCAAAGAACCAGATTTAAGGCTCTTGTCGTT^^ 

ACGTTGGTTTGGGTATCAAGACCXXrCAAGGAAGTTGCTGGT^ 

AGTTGTCCGTTATCCCAATCAGAAGAGGTTACTGGGGTACCAACT^ 

CCAAGACCACTGGTAAGTGTGGTTCCX3TCACTX3TTAGATTG 

TCGCTTCTCCAGCTGTCyiAAAAGTTGTTGCAATTGGCT^ 

GTAAGACTAGAACTTTGGAAAACACCTTGAAGGCTGCTTTCGTTG^ 

TGACTCCAAACTTGTGGGCCGAACAACCATTGCCAGTTTCTCCAT^ 

CTGCTCAAAAGAAGAGATTCTAA 

YGL123W, 254 aa (SEQ ID NO 164) 

MSAPEAQQQKRGGFGGRNRGRPNRRGPRNTEEKGWPVTKLGRLVKAGKITTIEEIFLHSLP\nCEFQII 
DTLLPGLQDEVMNIKPVQKQTRAGQRTRFKAVVVVGDSNGHVGLGIKTAKEVAGAIRAGIIIAKIiSVIP 
IRRGYWGTNLGQPHSI^TKTTGKCGSVTVRLIPAPRGSGIVASPAVKKLLQLAGVEDW 
ENTLKAAFVAIGNTYGFLTPNLV«AEQPLPVSPLDIYSDEASAQKKRF 

YGR209C, 815 bp, CDS: 501-815 (SEQ ID NO 187) 

AACATCCAGACTTTTACGGGTGGCAACGGAACCAACGTATTTAGAGATTGTT^^ 

ACCCCTGTTGGCAAAGTTGCCAGGTATATCATGGGTGGCGAGGTCACCATTGC/^ 

GGCGGCGTGAGAGTCAGTGAAGAAAGTCTTGTTGAGCCCGGTAAGAATGACATACTCGGC 

GCTCCAAGATCAGCATAACTTGAGTGCCAGTGAATATTAAGTAATCATCAAAGTATA 

tatactcttagtaaaggatgctccctacaaggtggctcrrttcttactaa^ 

agccgaaagagggatatcagtatataagaaagccattcgggggatgaaaagctgacaagagaataacga 

ggaccagtttttatttgttgtctagcaagaattatacacgcacac^^ 

taaataacacatcaataatggtcactcaattaaaatccgcttctgaatacgacagtc 

gcgacaagttagtcgttgttgacttttt1xxx:acatg(^ 

ttgaaaagtttgcagaacaatattctgacgctgctti^ 

ttgctcaaaaagctgaagtttcttccatgcctaccctaatcttctacaagto 

gagtcgtcggtgccaacccagctgctatcaagcaagctattgcttccaacgtatag 

YGR209C, 104 aa (SEQ ID NO 188) 

MVTQLKSASEYDSALASGDKLVWDFFATWCGPCKMIAPMIEKFAEQYSDAAFYKLDVDEVSDVAQKAE 
VSSMPTLIFYKGGKEVTRWGANPAAIKQAIASNV 

YHR039C-B, 1007 bp, exonl: 501-503, intronl: 504-665, exon2 : 666-1007 
(SEQ ID NO 197) 

GTACATGCACCATTCGCTTCAACTGCGTCAGATAGTTGTAGTCCCTCTGGACATAAGCATT^ 
GCTTGTCGTCGTCCGCCTGTTTCAACGCCTCACTCGATATATACTCCTTAGGATCATGTGT^ 
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AGCAATTGTCXXHTGTCTTGTGCTTCT^ 

ACTTGTATTTGJUVCTCTTTTATTCCGCATACAC^ 

TTCCCTATTAACTGGACTCCTATTCX!AGC^^ 

CCGCGAATTCTTTTTTTTTTCAATTTGTTACCC 

GCGTGATAGATAAAGCAATCACACCTTAAACAATACATTTl^^ 

AAGGTATACAAAGCAGAATGGTATGTGCCATTACATTAGGTGTCA^^ 

CTTACTAACATGAAAAACTTTTTTAAAACTGT^^ 

TGGTTTTTTCATTGTTGCTCAGAACT^ 

TACTACAAGCTGAAAAGGAAGCCCACGAAATAGTATCAAAGGCTAGAAAG^^ 

AGCAAGCCAAGACTGATGCAGCCAAGGAAATCGAOTCATACAAAATTCAAAAAGAC/^ 

AGTTTGAACAAAAGAATGCCGGTGGTGTOGGTGAATTGGA^ 

AATTAGCTGAGATTAAGAAAATTGCAGAGAAGAAAAAGGATGACGTTGT(^^ 

TCATCAAGCCTTCTGCTGAAGTCCATATCAATGCXrrTG^^ 

\rHR039C-B, 114 aa (SEQ ID NO 198) 

MSQKNGIATLLQAEKEAHEIVSKARKYRQDKLKQAKTDAAKEIDSYKIQKDKELKEFE^ 
KKAEAGVQGEIAEIKKIAEKKKDDVVKILIBTVIKPSAEVHINAL 

YHR053C, 686 bp, CDS: 501-686 (SEQ ID NO 199) 

AACTTCAACGATTTCTATGATGCATTTTATAATTAGTAAGCCGATCCCATO 

TACGTGCATATGTTCATGTATGTATCTGTATTTAAAACACTTTTGTA^ 

ATAGGTTTATACGGATGATTTAATTATTACTTCACCACCCTTTA^^ 

TACTAGTTAGAAAAAGACATTTTTGCTGTCAGTCACT^^ 

GAAGCAAAAAGAGCGATGCGTCTTTTCCGCTGAACOSTTCCAGCAA 

ATTGTCAGAATCATATAAAAGAGAAGCAAATAACTCCTE^^ 

TTGTTAGTGCAATATCATATAGAAGTCATOJAAATAGATATTAAGAAAAACAAACTC 
ATCAATCATCACATAAAATGTTCAGCGAATTAATTAACTTCCAAAATGAAGGTCATC 

aatgtggtagctgcaaaaataatgaacaatgcx:aaaaatcatgtagctc 
acgacaaatgcccctgcggtaacaagtxttoaagaaacxaagaag 

YHR053C, 61 aa (SEQ ID NO 200) 

MFSELINFQNEGHECQCQCGSCKNNEQCQKSCSCPTGCNSDDKCPCGNKSEETKKSCCSGK 

YHR055C, 686 bp, CDS: 501-686 (SEQ ID NO 201) 

AACTTCAACGATTTCTATGATGCATTTTATAATTAGTAA<X:CGATCCCATTACCGAC^ 

TACGTGCATATGTTCATGTATGTATCTGTATTTAAAACACTTTO 

ATAC5GTTTATACGGATGATTTAATTATTACTTCACCACCCTTTATT^^ 

TACTAGTTAGAAAAAGACATTTTTGCTGTCAGTCACTCTCAAGAGATTCT^^ 

GAAGCAAAAAGAGCGATGCGTCTTTTCCGCTGAACCGTTCCAGCAAAAAAGACTAC 

ATTGTCAGAATCATATAAAAGAGAAGCAAATAACTCCTTGTCTTGTATCAATTGCATTA 

TTGTTAGTGCAATATCATATAGAAGTCATCGAAATAGATATTAAGAAAAACAAACTGTACAATC^ 

ATCAATCATCACATAAAATGTTCAGCGAATTAATTAACTTCCAAAATGAAGGTCATC 

AATGTGGTAGCTGCAAAAATAATGAACAATGCCAAAAATCATGTAGCTGCCCAACGG^ 

ACGACAAATGCCCCTGCGGTAACAAGTCTGAAGAAACCAAGAAGTCATGCTGCTCTGGGAAATGA 

VHR055C, 61 aa (SEQ ID NO 202) 

MFSELINFQNEGHECQCQCGSCKNNEQCQKSCSCPTGCNSDDKCPCGNKSEETKKSCCSGK 
YHR056C, 2999 bp, CDS: 501-2999 (SEQ ID NO 203) 

ATGTATAGTTAAAGGTAAATTAACTAGAGAACGTGGGAACAGTTCCGCACTGTGACCACCGGAAC(5TAC 

GTCTGGTTAGCGCAGCATTAGTCCCAGTTACATCOjATTCAAAATGCAACAGCAAGTATTAATTG^ 

AATCATATCATTTTGAATATAACCTTGGCGTCCTACTAAGGATGGTTAT^^ 

TGATATTTTGCAGGAATGATGCAAAGAGAGGAAGAACAAGAAGAGAGTTGTTGTT^ 

GCAArrTATGAGAGGAGCATTGTCGTTGTCTGCTGTGACTAGTGCGTAGCT^^ 

CATGATGGACATGCAAGTGAGAAAAGTGAG^AAGCOGCCTGCTTGCACCCAATGCA 

C(5(X}TGCGACAGGGCCAAAAC(:GATATGTGGGAATTGCGTCAAGTATAACAAGCCGGACTGT^^ 
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cagatggacctggtaagatggtcxjctgtqgcctctgcgtccgggatgtc^ 

gttocaaccattttagtcaoagaaacggtxotiuu^^ 

ttatgcaaacgtcgatagaggcattcaacttctc^^ 

ccaaggccgctagctaccagaataataacaoyuvtaataatactgctcctcg 

ttagtagtaatgttcatggaaacactattgtgagaagcgatagtccagatc 

ttagagaatataacacacgattacaactggttaacgctcaaagtt^^ 

cttttaatgttcgtatcaatcaagactcggccg 

aagtattaatcaaggagatagactttttaaaaaacaaattgc^ 

gtttgaaagaaaaatcgaatttaaatgccgacaataccaokkiaaac^^ 

attctaagaaaggcaaggttgacggtaaaagagaxxjatttgatcat^ 

cctcacaaaaatactttacagcgctcacaataacagatgtgcaaagt^ 

aggatacccccaactaccttttcactaaaaacttcatcat^^ 

ataatattttgcacgatatctgccatattaatcagt^^ 

aacaatatatggaagtttgcaaagttaacttcccac^^ 

aatcccttaacaatctgaatattgaagaatttttgcc^ 

ttcataactcntttccaaatggtgatacctotcct^^ 

tgaccaaactaggcgaattaactgtgcttctactgotottaaacga^^ 

aggctattaataaccatgtttcggcattaatgaataatttgaggttgat^^ 

taaacctggaatattatgaccaagagacaatcaaatttatt<k:catc 

acatgcatgatgatcataaatcaagtttagacgaagatttgagc^ 

ATTTCAAGTTATTCCATTTTTTGAAAAAAATGTATTACTC^ 

TCATGGTACCCGCTGCTGAAAACCTATCTCCGATACCTXXrCTC 

TTGCTAACGATTTAAAATTACTGGAAACGCAAGCAAAATTGATA^ 

ACTTGCCAGTAAATTTAACCAAAATTGAAAGTCn^TTAGAAACCTTGACTAT^ 

TAGACTTATATTTTCATGACAACGAAGTCAGAAAAGAATGGAAAGACACI^ 

TTGTTTATACAAATTTTTTCCTTTTTGTTC^^ 

CTAACAACAATAAGACCTCGAACTCTGAAAGATGTGCAAAGGATCTGATGAAAATTATTTGTAATATC 

ACATTTTTTACTCAATAACATTTAATTTTATCTTCCCCATAAAGTC 

ATAATCGCTCT(mTTCTAATGGTAAAGAATTTTTATT^^ 

TTATAGCAATCACATTTGCTATTTTCCAACGTTGTGAAGTAATATTATA 

TTTCAAATGAGGAGATTAATGTTCAATTGCTATTGATTCATGACAAGATTT^ 

TAGAAATTATCGTATCCTTTTTACGAGATGAAATGAATAGCAACGGAAGTTTCAAATCTATT 

TCAACAAGGTTTTGAATCTGATTAAATATATGCTGAGATTTAGCAAGAA 

ACTCTGATAACAATAATGTTACAGATTAtAGTCAGTOXXXSAAGAACAAAAATGT^ 

CCGTTAGTGAACTGAACAGAATCTATTTAAAATTTAAGGAGATTTCAGATT^^ 

TTGTCCAAAGGAGTATAATTATTGACAAGGATTTGGAATCTGATAATCT^^ 

TCAACGATTTCTATGATGCATTTTATAATTAG 

YHR056C, 832 aa (SEQ ID NO 204) 

MVAVPSASGMSTHGNGQGSNHFSQGWGVNQKNVMIQTQYPIMQTSIEAFOT'SFNPSV^ 

QNNNTNNNTAPRQNSSWSSNVHGNTIVRSDSPDVPSMDQIREYOTi^^ 

NQDSAVFDLMTS 

PFTQEEVLIKEIDFLKl^LLDLQSLQLKSLKEKSNLNADim'Al^INKTGENSKKGK^ 
SRTSQSSQKYFTALTITDVQSLVQVKPLKDTPimiFTKNFIIFRDHYLFKFYNILHDICHINQFI^^ 
I^KNHQQYMEVCIOmFPPKAIIIETIJ^ISESLNNLNIEEFLPIFDKTLL^^ 
LPLSQLTKUSELTVLLLLI^SMTLFl^QAINNHVSALMNNLIUil 

FYESLYMHDDHKSSLDEDLSCLLSFQIKDFKLFHFLKKMYYSRHSLLGQSSFMVPAAENLSPIPASIDT 

NDIPLIAiroLKLLETQAKLINILQGVPFYLPVNLTKIESLLETLTMGVSNTVI)LYFro 

NFINTIVYTNFFLFVQNESSLSMAVQHSSNNNKTSNSERCAKDLMKIIS^n^ 

SFSSGNNRFHSNGKEFLFAimFIEILQNFIAITFAIFQRCEVILYDEFYKNLSNEEIWQLLLIH^ 

EILKKIEI^VSFLRDEMNSNGSFKSIKGFNKVLNLIKYMLRFSKKKQNFARNSD^^^^ 

VLLKFPVSEUJJRIYLKFKEISDFLMEREWQRSIIIDKDLESDNLGITTANFNDFYDAFYN 

YJL138C. 1688 bp, CDS: 501-1688 (SEQ ID NO 223) 

CTGTTGAATCATGGTAAAAGAGAAAATCAAAAGCACGTTGACCTGGATATAACCTCAGTAGATCG/^ 
GCTTCGCAGAAGAGTACTGCAGAGAAACATGATATTGAGAAACCGACATCTAAGCCGCAATCTGCTT^ 
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AAATTTGATTGGGAGTCTACGGATTATTTAGA(XGCGTCa^ 
TGCCATCCCTCTACXrrCraAGCTATCAATCATTCAA 
GTCGTCACATCAGACGAATACAAAAGGCaSGGTGAAAQCWTTGATT^^ 
GAAATTTTTTTATTTTTTTTTCA^ 

GATCCCAATACACATAGTAGGAAAAAAAAAGGTTCXXrPAAACAAAGGACT^ 

TAAATAGTAATTGCAATATGTCTGAAGGTATTACTGATATTGAAGAAT^ 

ACAAGGTCGTCTACAAGTTCGATGATATQGAATTGGACGAAAACTTGTTAAGATO 

GTTTCGAAGAACCATCTGCCATTCAAOUVCGT^ 

CTCAAGCTCAATCTGGTACTGGTAAGACXXX5TACmxrrc 

CTGTCAAGGCTCCTCAAGCTTTGATGTTGGCTCCAACT 

TCATGGCTTTGGCTTTCCACATGGACATCAAGGTCCACGCTTGTATCGG^ 

ACGCTGAAGGTTTGAGAGATGCTCAAATCGTCGTTGGTACTCCAGGTCGTGTT^^ 

GACGTAGATTCAGAACTGACAAGATCAAGATGTTCATCTTAGA^ 

GTTTCAAGGAACAAATCTACCAAATTTTCACCTTACTTC 

CCACCATGCCAAATGACGTCTTGGAAGTTACCACCAAATOTATGAGAAACCCAGT^ 

AGAAGGATGAATTGACTirroGAAGGTATCAAACAATT^ 

ACGAGTGTTTGACCGATrrATACGACTCTATCTCCGTCACTCAAGCTC 

GAAAGGTCGAAGAATTGACCACTAAGTTAAGAAAOTACAAATTTACaSTTTC 

TACCACAACAAGAAAGAGACACCATCATGAAGGAATTCAGAAGTGGTTCTTCCAG^ 

CTGATTTGTTGGCTAGAGGTATCGATGTCCAACAAGTTTCTTTGGTO 

ACAAAGAAAACTATATTCACAGAATCGGTAGAGGTGGTCGTOT 

TTGTTACTAACGAAGACGTTGGCGCTATGAGAGAACTAGAAAAGTTCTACTCCACTCA^ 
TGCCATCCGACATTGCTACCTTGTTGAACTAA 

yjL138C, 395 aa (SEQ ID NO 224) 

MSEGITDIEESQIQTNYDKNAnfKFDDMELDENLLRGVFGYGFEEPSAIQQRAIMPIIEGHDVIJV 
TGKTGTFSIAALQRIDTSVKAPQALMl^PTRELALQIQKV^ 

DAQIVVGTPGRVFDNIQRIUlFRTDKIKMFILDEADEMLSS6FKEQIYQIFTLLPPTTQV\n-LSAT^ 
VLEVTTKFMRNPVRILVKKDELTLEGIKQFYVNVEEEEYKYECLTDLYDSISWQA^ 
TTKLRNDKFWSAivSDLPQQERDTIMKEFRSGSSRILISTDLUUlGIDVQQVSLVINYDLPANK^ 
HRIGRGGRFGRKGVAINFVTNEDVGAMRELEKFYSTQIEELPSDIATLLN 

YKL060C, 1580 bp, CDS: 501-1580 (SEQ ID NO 239) 

TGGGTCATTACGTAAATAATGATAGGAATGGGATTCTTCTATTT^ 

CGGGAAAACGTGGCATCCTCTCTTTCGGGCTCAATTGGAGTCATO 

ATATCTAACAACTGAGCACGTAACCAATGGAAAAGCATGAGCTTAGCX5TTGCTCCAA 

TGGTTAATACCATTTGTCTGTTCTCTTC^ 

ATCGCTTCAATTACGCCCTCACAAAAACTTTTTTCCTTCT^^ 

TGTTGTCTAACGGATTTCTGCACTTGATTTATTATAAAAAGACAAAGACATAAT^ 

TCAGTTATTGTTCTTCCTTCCGTTATTC^^ 

AGTAATACATATTCyUVAATGGGTGTTGAACAAATCTTAAAGAGAAAGACCGGTC 

ATGTCCACAACTTATTCACTTACGCTAAGGAACACAAGTTCGCTATTCCAGCTATT 

QipYCTACTGCCGTCGCTGCTTTAGAAGCTGCTAGAGACAGCAAGTCCCCAATC 

ACGGTGGTGCTGCTTACTTCGCTGGTAAGGGTATCTCTAACGAAGGTCAAAATC 

CTATTGCCGCTGCCCACTACATCAGATCCATTGCT^CAGCTTACGGTATCX:CAGTTGTCTO 

ACCACTGTGCCAAGAAGTTGTTGCCATGGTTCGATGGTATGTTGGAAGCTGATGAAGCTTACT 

AACACGGTGAACCATTATTCTCCTCCCACATGTTGGATTTGTCTG^ 

CTACTTGTGTCAAGTACTTCAAGAGAATGGCOGCTATGGACCAATGGTO 

CCGGTGGTGAAGAAGATGXJTGTTAACAACXSAAAACXXrrcACAAGGAAGACT^ 

AAGTTTACAACGTCTACAAGGCTTTGCACCCAATCTCTCCAAA 

ACTGTCACGGTTTGTACGCTGGTGACATCGCTTTGAGACCAGAAATCTT^ 

CCAGAGAACAAGTTGGTTGCAAGGAAGAAAAGCCATTGTTCT^^ 

CTGTCCAAGAATTCCACACTGGTATTGACAACGGTGTTGTCAAGGTCAAC^ 

ACGCTTACTTGACTGGTATCAGAGACTACGTCTTGAACAAGAAGGACTACATAATGTC 

ACCCAGAAGGTCCAGAAAAGCCAAACAAGAAGTTCTTCGACCCAAGAGTCTGGGT^ 

AGACCATGGGTGCTAAGATCACCAAGTCTTTGGAAACTTTCCGTACCACTAACACT^ 
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YKL060C, 359 aa (SEQ ID NO 240) 

MGVEQILKRKTGVIVGED\raNLFTyAKEHKFAIPAINVTSSST^^ 

FAGKGISNEGQNASIKGAIAiUVHYIRSIAPAYGIPVVLHSDHCAKKLLP^ 

FSSHMUJLSEETDEENISTCVKYFKRMAAMDQWLEMBIGITGGEED^^ 

KM-HPISPNFSIAAAFGNCHGLYAGDIALRPEILI^QKyTREQVGCiaSEKPLFLVFHGGS 

TGIDNGVVKVNLDTDCQYAYLTGiroYVIiNKKDy 

ITKSLETFRTTNTL 

YKL097W-A, 779 bp, CDS: 501-779 (SEQ ID NO 245) 

agctccgaagggcaattccacaggcactccgcggggcccggccaaggcccaaaagg^ 
cgttttggggccataacacccagtaccacggccggaacgggccatataataagttttt^ 
atcgtaaacgtaaataggaacatcccactaccctagaaattgcggaaat^^ 
atctggaaccgtcx!tttttcctci^^ 

ttxkx5gaaccgtagaccaaaagccaaacagagaaatgtaacgttctaaaa 

gaaaaataagatacaataatcgtatataaatcaggcttcttgttc 

atcccttttcctatctttgttcttttctt^^ 

cactaacaagaaaaaaaatgcaattctctactgtcgcttxx:gtt^ 

ttgccgctgaatccgctgccgccatttcrcaaat^ 

ccaccgaagctaccaccactgctggcccatcttccacxxst^ 

CTATCTCTCAACAAACTGAAAATGGTGCKXrrAAGGCCXX^ 

ctcctgctatgttgttataa 

YKL097W-A, 92 aa (SEQ ID NO 246) 

MQFSWASVAFVAUWFVAAESAAAISQITEKKlIQATTTATTEATTrrA^ 
ENGAAKAAVGMGAGALAAAAMLL 

YKL150W, 1409 bp, CDS: 501-1409 (SEQ ID NO 249) 

cccatcacatcgcatcacatcacatcactccctattctgccctttacagcgcaaaggagtcgtc 
gtgtgtgctccttttgacgatcataagagtccatttctagtatgca^ 

attaggttcatttgcgatgaccttcagtatccctccacgcaatgctaaactatccccctcattatgacg 

cctatatcgtataaggaacttgttacccctgacaattcaaacttcaaaggtcrraagaccaaacaagcgt 

aggaactatcgctcggagtgtttctccgtttgaaaaaagaagagaaataa(x3(^ 

tgtcgagagaggtacgtatataagaatgcagtttgctox:aatgcccgctt^^ 

ttttccctcaatactaacgttttgaagcagccaaactaacaatagtataacgtatat^ 

tattccaagtcaaaaacatgttttccagattatccagatcnt:act^ 

gtacagttgctatagcagctgctaccgcattctattttgcaaaccgtaaccaacattcct^^ 

atgaatctaataaagtgttcaaa(3gtgatgacaaat(3(3atcgact^^ 

aatcccacgacaccagaaggtttacttttaagctgcctaccgaagactcagaaatggggtt^ 

catctgctctgtttgctaaatttgtcacaccaaagggatccaatgtggt^ 

GTGATCTTTCCCAGAAG(3GTCA(:OTCCAGCTGGTCX3T^^ 
ATTTATTTGGTCTTAAACCAAATGACACCGTTTCTTT^ 

CTAATCAGTTCAAGTCAATCACCTTGTTAGGTGC(XK5TACC(5GTATCAACCCTCTGTA 

ATCATATAGTTGAAAACCCAAACGACAAGACCAAAGTTAACTTGCTATATGGGAACAAGACTCCT 

ACATTTTACTAAGGAA(3GAACTGGATGCGTTGAA(K;AAAAGTATCCTGACAAGTTCAATC 

TTGTTGACGACAAGCAAGATGACCAAGACTTTGATGGTGAAATTAGTTTCATCTCCA 

AGGAGCATGTTCCAGGTCCAAAGGAAAGCACACATTTGTTTGTCTGCGGTCC 

CTTACTCAGGTGAGAAGAAGTCACCTAAGGACCAAGC^TGAATTGATCGGTATCTTGAAC 

ACTCCAAGGACCAAGTTTTCAAATTTTAA 

YKL150W, 302 aa (SEQ ID NO 250) 

MFSIUiSRSHSKALPIALGWAIAAATAFYFANTOJQHSFVFNESNKWKGDDKVnCDLPISK 

RFTFKLPTEDSEMGLVLASALFAKFVTPKGSNVVmPYTPVSDLSQKGHFQLVVKHYEGGKMTSHLFGLK 

PNDTVSFKGPIMKWKWQPNQFKSITLLGAGTGINPLYQLAHHIVENPNDKTKVNLLYG^ 

ELDALKEKYPDKFNVTYE^DKQDDQDFDGEISFISKDFIQEH\^PKESTHLFVCGPPPFMNAYSGEK 

KSPKDQGELIGIIiNNLGYSKDQVFKF 
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VKL156W, 1099 bp, exonl : 501-503, intronl: 504-853, exon2 ; 854-1099 

(SEQ.ID NO 251) . • :':Vi^;^V^-vA^^•;tt^'•^^ ^•:6i^.v.•.y ' -ry::^ 

CGAAAGGTTTCGATCAiUVGTTTGGCTCAATC^ 

AGAGACCGTGATGTCGTCAACAAGTATTlKyUlGGAAAATGG^ 

GCCATTTTGCCTTTTTATATAGTCAAGTATCTATATGTGA 

ATAGGCTTAGCTTGCAGTGGTTGCAAACATACATAAATCaUV^^ 

TTCATTTATTTCAACCCGTGCACACTGGAAATAAATCTCTAa 

ATTTCTGTGTTC(nx:CGATGTGGGAAGAATTTTAQGATC 

GTATCTCTGTATAAGCGGAGTCTAATTTCGATAACAAGCAACrTC 

AAGATAGATATCCCAAAATGGTATGTTAGTATCCAATAAATGCAGCGCAACTGGACCAGTC 

AATACATATAGATAAGTCGCAAAAGAAAAGAATACATGTGGTGGAAAATTT^ 

AACTATGAAGAAAGACTTTTGAAATATTTCAAGOGGTTGCTACATAT^ 

CGTATGAGCTTACAGTTCATTGTAGGGGAATATAAAATTCTGATC 

TCAAGCTArrcTTATTTTTCTATTCTGCACCX3AGATa\TC 

TTTATTTCTTATTCGTCTACAACAGGTTTTAGTTCAAG^ 

AAGAAAGCACAAATTAAAGACATTAGTCCAAGGTCXZAAGATCGTACTTCCTA 

TTGTTTGAACATCACTACAGTTTTCTCAC^^ 

TTTGTGCACCCCAACTGGTGGTAAGGCAAAGCmX^ 

YKL156W, 82 aa (SEQ ID NO 252) 

im-VQDLLHPTAASEARKHKLKTLVQGPRSYFLDVKCPGCIJ^ITTVF 
KAKLSEGTSFRRK 

YLR029C, 1115 bp, CDS: 501-1115 (SEQ ID NO 265) 
TTOACACTTACTTAATATGTTTTGCCGCCCTTCATAA 

GAGATGGACTCGCACCCTACyVTGACGTTTAAATATTTAGTGTTAAGGTTCAGAAC^ 

ACATGTGTTGCGATTATCATGACAATGTCTCTATCCGAGATGCAT^ 

ATGACATGATTTACATAGCATACATCGTCAAACATGATATTATAT^^ 

TTAAAGCTGTCGAAtATATTTTCTGAAATTTCTTGGAGC^ 

TTTCAAGATTTCTCACTTTTGCTTGGTAACAAAGAATGATGGCAT^ 

AACTGCTATTTCTCACGTTTCTTTCCCTATCCOT 

AAACAAATAAATCAGCAATGGGTGCCTACAAATATTTGGAAGAATT^ 

TTTTGAGATTCTTiKUUUVGAGTCAGAGTCTGGGAA 

GACCAACTAGACCAGACAAGGCTAGAAGATTGQGTTACAAAGCTAAGCAAGGTTTOG 
TCAGAGTTAGACGTGGTAACAGAAAGAGAC<^TTCCAAAGGGTG^ 
AAGGTGTCAATGAAOTGAAATACCAAAGATCCTTGAGAGCTACCGCTGAAGAAA 
CCGCTAACnTGAGAGTCTTGAACTCCTACTGGGTTAACCAAGATT^ 

TCTTGGTCGACCCTCAACACAAGGCTATCAGAAGAGATGCTCGT^ 

ACAAGCACCGTGAAGCTAGAGGTTTGACTGCCACTGGTAAGAAATCCAGAGGTATCAAC^ 

AATTCAACAACACCAAGGCTGGTAGAAGAAAGACCTGGAAGAGACAAAACACTTTCTCCT^ 

ACAGAAAATAA 

VLR029C, 204 aa (SEQ ID NO 266) 

MGAYKYLEELQRKKQSDVLRFLQRVRVWEYRQKNVIHRAARPTRPDKARiUiGYKAK 

NRKRPVPKGATYGKPTNQGVNELKYQRSLRATAEERVGRRAANLRVLNSYWVmQDSTY^ 

HKAIRRDARYNWICDPVHKHREARGLTATGKKSRGINKGHKFNNTKAGRRKTWKRQNT 

YLR038C, 752 bp, CDS: 501-752 (SEQ ID NO 267) 

GGAAAGCAAAGCTCTAAATGATAACTCTACAAAAAAGTCAGAGAAATCTGTCACTAATTTATTG^^ 

TGAAGAATTAATGCTTAAAGTCTTAGAGCTTTTGGTGACAAGTGCTGCAAACG 

AGCTACCGATTCGTGGGACATGTGTTTCCAATTAATAOSCTTACTCAAGGAATTAGACAGAGAAA^ 

CACACAATTGGTTCAAAAAGCACTCGAGAGATTCAAATAAATCTATATGACACCATGTA 

TATAGCTTCATAA(:ATTGACCAATCAATTOTCAGAAATGC(n'CGC:a 

TCCCTTCAGGATCTTTAAAAGGTGATGAAAGATGCACCAGATAGAAAAGTTGCATTA/^ 

GAGATATACAAATATTTTAGTAAGAATACATAAAGTATCTTTGCTTTCAC^^ 

AATACAGTATAATAGACATGGCTGATCAAGAAAACTCTCCACTACATACAGTTGGTTTC^^ 
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TTCCCCAACAAAACCAAACAIUVGCATTGTTGGCAATCTO 

AGGGCGAAGATTTTCCTCOGTGCWVGGTC 

TCGAAAAATGGGATGATCAAAGAGAAAAAGGTATTTTCQC^ 

YLR038C, 83 aa (SEQ ID NO 268) 

MADQENSPLHTVGFDARFPQQNQTraCWQSYVDYHKCTOMKGEDFAPCKN^^ 

QREKGIFAGDINSD 

YLR312C, 1697 bp, CDS: 501-1697 (SEQ ID NO 285) 

CATCAATTAGGGCAAACrreAATAGTCAGCTAGGTCATATATTTAAAATC 

TTAGGTTTATTGTTAGGTCTTTACGGCTGCATATTTGCT^^ 

TCTGCGCGGTCTTGTATGGGTGGAGTTGACAGTTAACCCTCCGGACCCCCTACCC^ 

TCCATCTATCCATTTTGCGGTAACCCCTTTGCGCGACA 

AAAAATTGATCTACACAGATGAGATGGGGCATTGGGATATATTATTAGTCGGAGTATCACT 
TCAGTTTTATGCAGGTTACTGGCCAAACGTTTTTCT^ 

CGGTATAAAGTAACAAGCACAGTAGCAGAGTAATACGCAGTGACGATAATAGAGACTAGTAAAACAGTC 

GAGTTGTCGGACCTAAAATGTCAGAAGAAGACGATCATTGGAATTTAGTO 

AAGGGAGAGAAGGGGAAGAACAGTCATCGAAGTCAGAAATATCTTTG^ 

TTGCAGGAGAGGACGACGAGGACTTCGATGCAGATGTCCTATCGAACACTAGCAGTGAAGAGTCTC 

AGATGAATCGTATTTACGATTTTAGAACATCTAATGAATTTAGTAATGC^^ 

CTGGAGTTCCCACTATTTCAGAGTCATTTCATACTTTG^ 

CAAGTATGGAGGGGTCGAAACTGAAGGATAGTACGATAAQGAATTCTAGCACACT 

TAGATAAAAGTGAGGGTAAATCTGCTAAATTGAAGATGTGGCATCTTATCATGCTATC 

CCATGACCrrrrCATACCTCGCCCTCGAATATTCCCTGACT^ 

aacagtcattacgtaataatgaaaggaagctgttgtacxsgcaatatcgattttgt^ 

acgattcatcaagtgactctttaagtcagtgggctccttcaggaaaatactacgtc 

atattgcatacccattaaaggatgatgacctaatgggctggagacgatacaaaacagacttagttattt 

tatggtatacaacaaaagctcgaatgaaagacggttggcacaagagaattaaca;^ 

gaataaagttacacctatttctcaagaattcttttaaatccgctc/^ 

AAGAACAGAAACGCCGCTGGAAAAGGCTCTTTGTGCTACTTCATAATAAATACAGGCAATT^^ 

ATATTAAAAGGTATTTCGATCATTCTTGCCAAAAAGGAAAACAATGTTGGTC 

TGCGCAAGCTTCGTTTCAAGTCAATGAAACCATTCCX5AGTTTTTC 

ACTGGTTTCTAAAGCAGCTGAAACGGTTCGGATTGAAATTACAGCATTCGAGGATGTAT 

CAGAATGCAGGAAAAAAAATTATTTTAAGTGCAAACACTAG 

YLR312C, 398 aa (SEQ ID NO 286) 

MSEEDDHWNLVRLRRLRKGREGEEQSSKSEISLDSLHESSFAGEDDEDFDADVLSNTSSEESAQMNRIY 

DFliTSNEFSNAG\miDQTGVPTISESFDTLSGSNVGGTVLPSMEGSKLKDSTIRNSSTLSDHIIDKSEG 

KSAKLKMWHVIMLSSLLSMTFSYI^EYSLTGDVIAGFKSQQSLRrmERKLLYG 

SLSQWAPSGKYYVDFDNHIAYPLKDDDLMGWRRYKTDLVILVmTKARMKDGWH^ 

FLKNSFKSAQESLRVLHKEQKRRWKRLFVLLHNKYRQFSPHIKRYFDHSCQKAKQOTSGSRI^ 

KSMKPFRVFQFKVRKDT^^^^FVKQLKRFGLKLQHSRM^ 

YLR414C, 1292 bp, CDS: 501-1292 (SEQ ID NO 293) 

TAGTCAGCCACACATTGACGTACACTGTGAACIAGCCTATTTCTTTCCATGTATCTCAG 

TGAGAACTGTCACAGCCTCCCACTTGACCCTCAGAGCCCTCTCCACTCCCCCCCTCTTTCAACATCGCC 

AGATAGCCGCCGTTGAATGGTGCGGGACAACCCGGCCrrGGCCTGGCCAGGCAAAAAAGGACGCAGCACG 

CCrCGAGCGTTATTTCCAAATCGGGCGTACTATCAC5CCAAGCCCAGCTCG(H*ATTTTTAG 

CAGGAAAATTGGCTGAGAAGTATATATACGCGAGAATGTTGCTCTTCCZATCTCTCAGT^ 

GTCCAGTGGTGTTTCATTCTGGACCAGTTGTTTGGAAGTAGAACTAAAAGAAACTAGATCAAGA^^ 

CAACGCTGCGCAGTAGTGAAACTTGATTAAAGCAATAGAGAACTATTAAGAAAAAAACAAACACATCAT 

CGAAGGACGCTATAAGCATGAGGAATTTTTTCACGTTATTTTTTC 

TTATATTAGCCATTGTTGCATGCGCAGGATCAACX5AAAAATTACAGTCCCATAAATAAAATTO 

CAGAATTGGATCTGTCGCAGATGAAGGTATCGACX5GTGCTCCCTTCTTTGAGTTCTGCTAC 

CGTTGGGCCTGCCCTCATATATAAATATAGGGCTTTGGTCGTACTGTACAGTGGACTCCTCGCATAACA 

TCCAATCATGTTCTTCGCCTCACGGTATCCAGAATTTTAACCTATCGTCATTAGTGTATGAC^ 
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ACAACAATGAGGCTCTGGAGCTTATGGATTCCGTQGCCAGTGT^ 
AAATGACATACTACAACAATTTOGTCAAGTCTAT^^ 
TTGTGAATCTAGTGTTCAACGTATTGOKriX^ 
TTTTTTCATTTTTCGCCTTTGCC^^ 

TCAJU\TACATCCrAAAGCATAACrATAGTGATTACX3GTATTTC 

GTTTGATGTGGGGGGCTGTCGTTGGAGCATTACTGAAT^^ 

CCACCGTCATCTATGCGAACGCTCCAATTGAGGAAAAACCATTGATTTGA 

YLR414C, 263 aa (SEQ ID NO 294) 

MRNFFTLFFAAIFSIiGALIIJVIVACAGSTKNySPINKIYCAELDLSQMKVST\^PS^ 
YINIGLWSYCTVDSSHNIQSCSSPHGIQNFNLSSLVYDNIimNEALELMDSVAS\^ 
NLVKCMFITILIGIVLTFVNLVFNVLRVrtlHIRPLTWFGAFFSFFAFAALLVSIGSCLGTYSYI^ 
HNYSDYGISMSIGIWYQGLMWGAWGALIJIFILWCSVRSRPTVIYANAPIEEKP^ 

YMR251W-A, 680 bp, CDS: 501-680 (SEQ ID NO 317) 

ATCCCGTTGAAGCAACCGCACTATGACTAAATGGTGCTGGACATCTCCATGGCTC 

CTCACAGTGGTAACGGCACCGTXXK:TeGGAAACGGTTCCTTC 

TCTCGATAATAGAATAATAAGCGCATTTTTGCTAGCGCOGCCGCGGC^ 

GCAGTTTATCGGCGGAGCTCTACI^Cmx:crATT^ 

CTGCAGGCTGCGCCGGAGAACATAGTGATAAGGGATGTAACTTTCGATGAGAGAATTAGCAATC 

AAAACTATGGCTAGCTGGGAGTTGTTTTTCAATCATATA 

AGTTTCTGGGACGTCTTAACTTTTATTCCAGAGGACTATCAAAT^ 

AAGACTAATAATAAAAAATGAAGTTATCTCAAGTTGTTGTTTCC(^ 

GTGCTGCTAACAGTTCT7UVCAGCTCAAGCTCAAAGAATGCKX:C 

GTAAGGTTGCAGGCGCCGCTGGTGTTGCTCTAGCTGGT^^ 

yMR251W*A, 59 aa (SEQ ID NO 318) 

MKLSQVVVSAVAFTGLVSAANSSNSSSSKNAAQPIAGLNNGKVAGAAGVALAGALAFLI 
YNL030W, 812 bp, CDS: 501-812 (SEQ ID NO 323) 

gttttgacaccgagccatagccgtcattgtgcgtcacattgggcgataatgaacgct^^ 

cccatccgtaggagccccttagggcgtgccaatagtttcacgcgcttaatgcgaagtgctcggaacgg 

caactgtggtcgtttggcaccgggaaagtggta&pagaccgagagtttcgcal^^ 

tctcggagcttcgcgtctcaagctttttcgggoxxjaaatgcagaccagaccagaa^ 

aagaaggcgtttaattt/mtatgttgttcactogcgcctgggctgt^ 

tgtttgtgcgtatgtagttatatcatatataagtatattaggatgag(k:ggtgaaagagato 

tttcgcttaatttattcttttctctatcttl^^ 

ATCAATACAATAAAATAATGTCCGGTAGAGGTAAAGGTCGTAAAGGTCTAGGAAA^ 

GTCACAGAAAGATTCTAAGAGATAACATTCAAGGTATCACTAAGCCAGCTATCAGAAGATTAGCT^ 

GAGGTGGTGTCAAGCGTATTTCTGGTTTGATCTACGAAGAAGTCAGAGCCGTCT^ 

AATCCGTCATCAGGGACTCTGTTACTTACACTGAACA(X3CCAAGAGAAAGACTGTTACTTCT^^ 

TTGTTTATGCTTTGAAGAGACAAGGTAGAACCTTATATGGT^ 

YNL03 0W, 103 aa (SEQ ID NO 324) 

MSGRGKGGKGLGKGGAKRHRKILRDNIQGITKPAIRRLARRGGVKRISGLIY^EVRAVLKSPLESVIRD 
SVTYTEHAKRKTVTSLDWYALKRQGRTLYGFGG 

YOL109W, 842 bp, CDS: 501-842 (SEQ ID NO 343) 

GGAGGTCTGCTTCACGAGCGC(3GTGTGCGCCTAGTATTGCCCCGACGGTCCGGGTGCCTATCCC^ 

TTCGTCGTGCCCCGACCCAAATAGTTAAACGTGTGGTTTATGGGTGCACCAGGGCTTTAT^^ 

TATCGATGGCGATTTGTGCCTCCAGTGTATTTTTGTATATCCAATT 

TTTATCATCTTTAGTTAATGCTGGTTTGCTCTGTTTCTGCTC 

GTTTCTTCGTGTTGTCCCCCATCXSCCGAIXXSGCTTATATGGCGTATAT^ 

CGAAGATCATCTCAGTTTGCTTGATAGCCTTTCTACTTTATTACT^ 

TAGTTTTCTTTGATCGGTTTTTTTCTCTGT^^ 

GTTTATATCAATTAATAATGTCTGAAATTCAAAACAAAGCTGAAACTGCCGCCCAAGATC^ 
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AGTTGGAAGAAACCAAAGiUVTCTTTGCAAiyiCAAG 

togacaacctaaaaaatgaagctackxtagaft^ 

atggtgtcgaacaaaagaagaccgaagctg(x:aacaaagttgaagaaactaagaac^^ 

ccgtcagtgagaagaaggaaaccaagaaggaaggoggtitcttgaagaaat^ 

ccattttcaactaa 

YOL109W, 113 aa (SEQ ID NO 344) 

MS£IQNKAETAAQDVQQKLEETK£SLQNKGQE\n^A£ASIDNLKN£ATPEA£QVK^ 
KTEAANKVEETKKQASAAVSEKKETKKEGGFLKKLNRKIASIFN 

YOR285W, 920 bp, CDS: 501-920 (SEQ ID NO 365) 

ACTAGCAAGATGATCGTCAGATATGGTGATTTATTTCCCTGTGCATTGTAC^ 

TACTAAGCGCTTTCCAGGGACACCTTCTGTCGCAAAATATCAG 

TTGAGTATATGAAATTAACGGGACACTGTGTGAAAAATTTGTAG^^ 

GTAGACATATGGACXSAATTACTACTAAGATTGGCTTCCATAAGGCC^ 

ATGTCCTTTTCCTACTTGCAATGACAAATAATTTGTT^^ 

ATTGCTTTTGTATTTTTTTTGGAGAATATTATTAC^^ 

GTGTATAAAAGAGAGTGGAGGCTTAATCAATCAAAGAATTCTTTCTC^ 

TAAGAAACGATATTAAAATGTGGAAGGCCGTGATGAATGCITGGAAT^ 

ATGTTTCAAATATTCAATCTTACAGTTTTGAAGAC^ 

TGGTTTTGGTAGATGTTAGAGAACXa\TCTGAGTACT^^ 

CATATAGATCGCACCCTGACGCATTTGCCTTAGATCCOTTAGAATT^ 

AACCTGACAGTGCCAAGGAGCTAATATTTTATTGTGCTTCTG^ 

TCGCCTCCTCACATGGATATTCAAACACCTCAC^^ 

GGGGTGATAAACTTGACTTATAG 

YOR285W, 139 aa (SEQ ID NO 366) 

MWKAVMNAVmOTESQSKNVSNIQSYSFEDMKRIVGKHDPNVVLVDVR^ 

DAFALDPLEFEKQIGIPKPDSAKELIFYCASGKRGGBAQKV^ASSHGYSNTSLYFGSMNDWVSHGGDKLD 
L 



YOR327C, 848 bp, CDS: 501-848 (SEQ ID NO 369) 

gtgtattattaatacgaacaaaataaaaatatgccgac(:aattctgtagtagtactgtact^^ 

TATTAAGGGTTTTTCTGGTCTTAGCGTATCCCTTTATCAGTCCGTCKJi^ 

ACAATGACCATGGAATCATTCAGTCGCC(n'AAAA(X:(X:ATTCCAC<K5A(XX;TTTAT^ 

ACATGATATACGCGTGACTTTTTTTTTATTTT^^ 

CGGATTTTGGCATTATAGCGCGAATGGTGCAGCGCrAACCAAACAAACACCAGa^ 

tgcaaaagcggggagccagttagttttccttcaagttttggttgaaaca 
aggtaaactatctgctcagtgaatagtatctgtaagtcag(x:atacattcgaa^ 

AATAAGAACGCGCAACGATGTCGTCATCAGTCXrCATACCSATCCATATGTGCCTCCAGAGGAGAGTA^ 

CAGGCGCAAACCCAAATTCCCAAAACAAGACTGCT(XnTTGAGACAAGAGATTC 

TAATGAGAGATAATATCAACAAGGTTGCTGAAOJTGGTGAAAGGCTAACATCCAT^ 

ATAACTTGGCTATCTCCGCACAAGGATTCAAGA(yU5G0G<X:AACAGGGTCAGAAAGCAAATC 

AAGATCTAAAAATGAGAATGTGTTTATTCTTAGTTGTTATTATTTTA(n*A^^ 

TCGTCGTCCATTTCAGCTAA 

YOR327C. 115 aa (SEQ ID NO 370) 

MSSSVPYDPYVPPEESNSGANPNSQNKTAALRQEIDDTVGIMRDNINKVAERGERLTSIEDKADNIAIS 
AQG FKRG ANR\niKQMVWKDLKMRMCLFLVVI ILLVVIIVPIVVHFS 

YPL037C, 974 bp, CDS: 501^974 (SEQ ID NO 377) 

TCACGGCTGCTerrCCTCTTTTTCGCATATTCTATrrTATC^ 

AAAATGTTAAGCAGTATGGCGAAGAACGT(X;CGCGCrc(3AGTCGTGAATGTT^^ 

ACTACGGTAGTAAGTATGTAGTAGTTGCAACTTCATATCTTCACTTCTGATC 

GAATTAATCTCTTGGCATGAGC<3GACGGGTAAGGGGACACCGCCTTTTCTTCGATC 
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TGGTATATGATGGATTATTGTGGAATCATTTAGTACGGCAGA^ 

GAATTTTTTTCGTTGACATTGGAAGATTTC^ 

CCTCCTTTGTCACAAGAGAGCGAATATTCTTTCT 

GCGACTCATAATTCATAATGCCAATTGACCAAGAAAAATTAGCTA^ 

ACAAAGTTGGTGGTACTAGAAGAAAGCTTAACWVGAAGGCAGGCTCTTCT^^ 

ACACCAAGTTGCAAAGTCAATTAGCTAAGTTGCAOXrrGTCACCAT^ 

TTTTCAAGGATOACXSGTAAGGTCATGCACTTC^ 

CTTCTGTATTCTACGGTCTACCACAGGAAAAGAACTTGCAAGATT^ 

TGGGCCCTGAAGCCATCCAAGCCTTGTCTCAATTGGC^ 

CAGCTGATGCTGAAAAGAAGGATGAAGCTATTCCAGAGTTAGTTGAAGGTC^ 

TCGAATAA 

YPL037C, 157 aa (SEQ ID NO 378) 
MPIDQEKIiAKLQKLSAimKVGGTRRKLNKKAGSSAGANKDDTK^ 
KVWHFmVGVQVAAQHNTSVFYGLPQEKNLQDIiFPGIISQWSP^ 
KDEArPELVEGQTFDADVE 

YPL079W, 1404 bp, exonl: 501-511, intronl: 512-932, exon2 : 933-1404 
(SEQ ID NO 381) 

AAATAGGACGAAGAACTTTTTATATACGAGCATTTCCTAATTAGTAGGAArc 
GAAAGTAAACGCAAAAGATAGGCTGACTCCCTTCATTCGACTAGGAGGTC 
ATTCAAGrrACCGAGATGGTAGAGAGGTOGATGGCraSGGTC 
GCTTTTTCTACCCATTTTATGAAGTTTAACM^ 

GTCCTTTGAAAAATCAAGAAGTAATAGGTGTGCAGTATAGGGCCGCTTGAGCGCG^ 
GAGGTAAGATCCATCCATACCTTAGCAAATATGGTAGTGAGGAGGCCAACTGTAT^ 
AAGGATTGGTATATACGAATGATTGGTAATTTGAAAAGTAGGTTTCGAATC 
AAGGACACTAAACAAAAATGGGTAAATCGTATGTCCATATAACTTC^^ 

ACATATCAATTAAATCATTATAGATCTCCAATAAACATGTATGCAAGAGGAAAGCGTAAATATCT^ 

TTTCGACAATACTTTGCTACTGAACTAAAAATGAAAATGAAGTTGAATO 

GTTCGTTAATTAATATGGTTTTTAGTGGAATTATCATAGTTTGTC 

GCAAAGCAAGTGCAACAGCAATGATATGTTAGCAGGAAATAATATTATAAATTGGATATTGTC 
TTTGATATATGTTTGTCGAAGCTAATACAGAATGATTACTAACTGGAAT^ 
TTGGATGATTGATCTATTAAAAAATTATAAAACAGACATGGTTACAGATCTCGT^^ 
CAACGTGACTTCAGAAAGCATGGTGCCGTTCWai^^ 

ATTGTCGACATCAAAGCCAATGGTTCTATCCAAAAQGGTATGCCACACAAGTTCTACCAAGGT^ 
GGTGTCGTCTACAACGTTACCAAGTCTTCTGTTGGTGTTATCATCAA(^ 

TTGGAAAAGAGATTGAACTTGAGAGTTGAACACATCAAGCACTCTAAATGTAGACAAGAAT^^ 
AGAGTTAAGGCCAATGCTGCTAAGCGTGCTGAAGCCAAGGCCCAAGGTGTTGCTCT^ 
CAACCAGCTCAACOUVGAGAATCCCGTATTCTCIKrrACTG^^ 
GTTCCATACGAAACCTTCATTTAA 

YPL079W, 161 aa (SEQ ID NO 382) 

MGKSHGYRSRTRYMFQIU)FRKHGAVHMSTYLKIYKVGDIVDIKANGSIQKGMPHKF^ 

SSVGVIINKMVGNRYLEKRLNLRVEHIKHSKCRQEFLERVKANAAKRAEAKFAQGVAVQLKRQPAQP 

SRIVSTEGNVPQTLAPVPYETFI 

YBL109W 836bp CDS: 501 836 (SEQ ID NO 35) 

CATCGCTTGATTTCC<X5CCTGCAAAAATAAAGTAGTCGGTACGTACTTTCGTTTO 

CACAGTATCTTAACTATCTGCTTAGTCGAGGAGAACX:A(3GATTCTGTTCGrrc 

ATATTCTCTTGGATACTTTAAACATGGACCTACXSTTCCGCTCTCGAAAAGACCAATATAATAAAAAGTT 

ataaattacatttccttattaggtatacgac<:tcg<xx:ttcgaagtagaggagcccto 

tacatatggcgcgtcagacagacaaacttcccccaaaaatgtattaccccgccgaataagaaaacagac 

ccattcacccacgacgtatcaagttacttccttggtgcaatgtcccactataaaaaaattccto 

tagatcgttggactaaaatctgcxstcacaatcgcctaaacaggaaatattgcctatt^^ 

tacttcctagatgctatatgtcccztacggccttgtctaacaccatccagizatgcaa 

atatataccctaacactaccctaacccrraccctattrcaacccttccaacc^ 

cacattaccctacctctcca<:ttgttaccctgtcxxyittc 
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CCTCTACTTACTACCACOUVTCAACCGTCCACCATAACCGTTACCC^ 

ACTACCACTTACCCTGCCATTACTCTACCATOaiCCA^ 

CATATTGA 

YBL109W lllaa (SEQ ID NO 36) 

MSLRPCLTPSSMQYSDIYIYPNTTLTLPWOTSNLSIiJLPSHYPTSPLVTLSHS 
QSTVHHNRYPPISHIQLHYHLPCHYSTIHHLLLTILLFYPPY 

YHR094C 2213bp CDS: 501.. 2213 (SEQ ID NO 205) 
GCATTGAGTCAAAAGTTTTTCCGAAGTGACCCAGTGCT^^ 

ATGCGCACAAGATO^AATACGTAATGGAAATTCGGAAAAACTAGGAAGAAATGCTGCAGGGCA 
TGCCGATCTTTTGTCiymiAGATATAT^ 

TCATATCACGTGGGCAGAAGACAGCAAACGTAAACATGAGCTGCTGCG 

ACAAGCCAGGAAACTCCACCATTATCTAATGTAGCAAAATATTTCTTAA(»C 

CCTCACGTTTTTAATCATTTGAATTAGTATATTGAAATTATATATAAA 

AATTCCATCTGGGGTCTCATGTTCTTTCCCCACCTTAAAATCT 

TTCATATACGTAAAATCATGAATTCAACTCCCGATCTAATATC^ 

CATATGAATTGGAATCTGGTCGTTCAAAGGCCATGAATACTCCAGAAGGTAAAAAT^^ 

ACAACTTAAGTGAAAGTCAAGTGCAACCCGCCGTTGOCCCTCC^^ 

CGGTTTCTATCTGTTCTGTTATGGTTGCr^^ 

CTGOTTTTGrKXTTCAAACTGATTTTCTAAGAAG^ 

TGTCCAAGGTGAGAACTGGTTTAATTGTCTCTATT^^ 

TAGCCAAGCTAGGTGATATGTATGGTCGTAGAATCGGTTTGATTC 

GTATCATTATTCAAATAGCCTCGATCAACAAGTGCTACCAAT^ 

TAGGTGTCGGTGGTATCACAGTTTTATCTCCCATGCTAATATCTC 

GCACCTTGGTTTCATGTTACCAAGTCATGATTACirrTAj^ 

GTACCAAGAArrACTCAAACTCTGTCCAATGGAGAGTTCCATTAGGT^^ 

TTATGATTGGTGGTATGATGTTTGTTCCTGAATCTCCACGTTAT^ 

AAGCCAGGGCTTCTTTAGCTAAAGTTAACAAATGaXZACC^ 

AAACTATCGAAGCCAGTGTCGAAGAAATGAGAGCaSCTGGTACTGCATCTTC^^ 

GTAAACCAGCCATGTTTCAACGTACTATGATQGGTATCATGATT^^ 

ATAACTATTTCTTCTACTACGGTACCATTGTTTTCXyiGG 

CTATTGTCTTTGGTGTCGTCAACTTCTTCTCCACTTC 

GTCGTAACTGTTTGATGTGGGGTGCTGTCGGTATGGTCTGCTGOT 

TTACCAGATTATGGCCAAACGGTCAAGATCAACCATCTTCAAAGGGTC 

TCGCATGTTTCTACATTTTCTGTTTCGCT 

GTTTCCCATTAAGAGTCAAATCCAAGTGTATGTCTATTGCCAGTGCI^ 

TGATTAGTTTCTTCACCCCATTTATTACl^TGCCATCA^ 

GTATGGTTTTCGCTTACTTTTACGTCTTTTTCTTOT 

TTAATGATATGTACGCCGAAGGTGTTCTACCATGGAAATCAGCTTCCTGGGTTCCAGTATC^^ 

GCGCTGACTACAACCCTGATGACCTAATGCATGATGAOiyUlCCATT^ 

AATAA 

YHR094C 570aa (SEQ ID NO 206) 

MNSTPDLISPQKSNSSNSYELESGRSKAMNTPEGKNBSFHDNLSESQVQPAVAPPNTGKGVYVTVSIC^ 

VWAFGGFIFGWDTGTISGFVAQTDFLRRFGMKHHDGSHYLSKVRTGLIVSiraiGCAIGGIVL^^ 

MYGRRIGLIVVV\n:YTIGIIIQIASINKWYQYFIGRIISGLGVGGITVn^SPMLISEVAPSEMRG 

YQVMITLGIFLGYCnWFGTKNYSNSVQmVPI-GLCFAWALFmGGMMFVPBSPR^ 

AKVNKCPPDHPYIQYELETIEASVEEMRAAGTASWGELFTGKPAMFQRTMMGIMIQSLQQLTGDNYFFY 

YGTIVFQAVGLSDSFETSIWGVVNFFSTCCSLYTVTORFGRRNCLMWGAVGMVCCYVV^ 

NGQDQPSSKGAGNCMXVFACFYIFCFATTWAPIAYVVISECFPLRVKSKCMSIASAANWIWGFLISFFT 

PFITGAINFYYGYVFMGCMVFAYFYVFFFVPETKGLSLEEVNDMYAEGVLPWKSASW\^VSim 

DDLMHDDQPFYKSLFSRK 

YBL099W 2138bp CDS: 501.. 2138 public: 1..2138 (SEQ ID NO 693) 

CCCGGGTGATGCAGTTGCGGCCGGCCCTGGCCAATCAGATCCCTTTAAAAATGGGCCCGGTC 

ACCCCTTCACGCCTTTTACGCCTTTTTCGAATCTTCTATTO 

AAATTCACATCAGACTTCAATTTTTCAATTCACTTTCTGAATA^ 

GATATTATACTGTCATAGCTCTTTCAATTGGTCTTATTAGATTGTCTCCATCT 

TACTCCCTCTCTTTTTTCGTTTTTAACTGATT^ 

CAAGAAAGAAAAGAAAAGAAAACCCTCATAAAAAATATAATCGAGAAGTTTTTTTCCTC 
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attagtataacagattgatcxsttcagctctcati^ 

aacacgcacatataataatgitggctogtacixx:t^^ 

ctaccaaggcxx;caagacctgccgctgctgctm^ 

aacccacagaagtttcctccatcttagaggaaagaattaagggtotg^^ 

aaactggtagagttcttgcagtcggtgatggtattgctc^^ 

aagaattggtcgagttctcctctggtc 

tcgttcttttcggttccgatagactggtc 

atgtcccagtcggtccaggccttttgggtagagttgtcgacg^ 

GTCCTATTGACGCTGCCGGTCGTTGAAGAGCTCAAGTC^^ 

TCCATGAACCAGTTCAAACCGGTTTGAAAGCCGTTGACXXXn^ 

AGTTGAITATTQGTGATCGTCAAACAGGTAAGACTGCTGTCGCCTTAG 

GATGGAATAACGGTAGTGACGAATCCAAGAAACITrACI^^ 

CTACCXSTTGCTCAATTGGTCCAAACTTTGGAACAACAT^ 

CTACTGCATCTGAAGCCGCTCCTCTACAATACOTGGCTOCAT^ 

TCAGAGATAATGGAAAGCACGCTTTGATCGTCTATGACGATTTGTCCA^ 

AATTATCTTTGTTGTTGAGACGTCCTCCTGGTCGTGAAGCCTA 

CAAGATTGCTAGAAAGAGCCGCTAAGCTTTCTGAAAAGGAAGGT^ 

TTATTGAAACCCAAGGTGGTGATGTCT(XXXrrTATATT(X^ 

AAATATTCTTGGAAGCTGAATTATTCTACAAGGGTATCAGACCTGCCATTAAC^ 

CTCGTGTCGGTTCCGCTGCTCAAGTTAAGGCTTTGAAGCAAGTCGCT^ 

CTCAATACAGAGAAGTCXKrrGCTTTTGCTaV^ 

TGGTTAGAGGTGAAAGATTGACTCAATTGTTGAAGCAAAACC^ 

AGGTTCCATTGATTTATGCCGGTGTTAATGGTCATTTGGAT^ 

TTGAGTCCTCCrTTTTGTCCTATCTAAAATCCAATCAC^ 

GTGAATTGTCTAAAGAATTGTTGGCATCTCTAAAGAGT^^ 

\rBL099W 545aa public: 1..545 (SEQ ID NO 694) 

MLARTAAIRSLSRTLINSTKAARPAAAALASTRMASTKAQPTEVSSILEERIKGVSDEA^^ 
AVGIXSIARVFGLimiQAEELVEFSSGVKGMALNLEPGQVGIVLFGSD^ 

GLLGRVVDAWaaPITCKGPIDAAGRSIUVQVKAPGILPimSVHEPVQTGLKAVDALVPIGRGQR^ 
RQTGKTAVALDTILNQKRWNNGSDESKKLYCVYVAVGQKRSTVAQL^ 

APLQYLAPFTAASIGEWFRDNGKHALIVYDDLSKQAVAYRQLSLLLRRPPGREAYPGDVFYLHPRLLER 
AAKLSEKEGSGSLTALPVXETQGGDVSAYIPTNVISXTIX^QIFLEAELFYKGXRPAXWGLSVSRVGSA 
AQVKALKQVAGSI^FUIQYREVAAFAQP6SDIJ)ASTKQTLVRGERLTQLUCQNQYSPLA^ 
AGVNGHLDGIELSRXGEFESSFLSYLKSNHNELLTEIREKGELSKELLASLKSATESFVATP 

YDR504C 8B4bp CDS: 501.. 884 public: 1..8B4 (SEQ ID NO 695) 

TAAAAGCCTTGCATATTGCTCAGAGTAAATTACAAGCGTTAAA 

ATGACAGTTCTTCCAATAATTTTACGAATGCTGCAACTTATTCAAAGCCTAA^ 

TAAACGCAGAATTCCTUVTTTGATAGAAAGGAATTAACGTTTTACTACGT^^ 

TTAGAGACTTGATAAAAGAGCTGTTCAAATATTACAAGACAAGAATTTGGTTGTC 

ATCTGTCTAOTGATTCTAAGTATTATGATAAACAACAAAAAGAGCTGAAATTATATC 

AAAATTACAATGCTOAAGATTTAATGAATGTCAATGAGT^^ 

^YTTTGCACCTCCXJTTGAACGAAATTGAACTCGACAACTTTCA^ 

ACGAATTATTTCATTAAATGATCTGTTATTTC^^ 

CCATTTGCCATTATTTTGTTAACATTTTTTCATTGTT^^ 

TTTTTGTCTACTTTTTTTATGTTATTT^ 

ATTCAATTTGGTACTATCTTTCTATTATCAATATTTTCTTTCCCT^ 

tcacagggagaaatagaagaaaatgttcattattctxsttt;^ 
ccaatcatggtttcatggtcactggtaaggaaaaattcgaaaaactacgg 

YDR504C 127aa public: 1..127 (SEQ ID NO 696) 

MICYFLVWINFLKEKTTICHYFVNIFSLFLFLFVFVIWIFVYFFYVIL^ 

LSIINIFFPLCFFLYENFTGRNRRKCSLFCLTLIKITYTSPNHGFMVTGKEKFEKLRD 
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YEL032W 3416bp CDS: 501.. 3416 public: 1..3416 (SEQ ID NO 697) 

TATCTACCGGCTGKUAGCAGCCGGTOGGTGGCAAAT^^ 

/UU^AAAAAGGGAACTCTCAGAACGGGGGAGGTTGAAGAGCAGGCCAAGGGA^ 

TGTGGGAAACAGAATTTTCAATGAGTTATGGCAACTl^^ 

TTTTGGGCTTTGOXXXXKIAGGTTCXJAG^ 

CTTGTTCGTCAGATCGAGGCGGTAGAAGAAACAATTACTTTTCCTA^ 

GGAAAAAAAAGAAAAATTTGGTCAAAACTCGAAAGATAGGTTCTTAA 

CTACGCTCTTTTCCITGAAGCATTT^ 

AGATACAAACGTCAATTATGGAAGGCTCAA(^GATTTGATGGAGACGCT 

ACGCTGTGTTTGGTGACAGAGTGCGCAGATTTCAAGAGTTTTO 

CTGTAAGGTCCATACAAGTTTACAACAGCAATAACGCGGCCAACTACAACGATC 

ACGAACGAGATTTGOTAGGTGATGACGACGGTGATGATCTT(^^ 

CCTCATTGAATATACTCCCTCACAGGATTATC^ 

TCTGGTCGGGCATTTTAGTCGAACCAGCATACOT»CAT(XC^ 

CAGATTCCATGGACGATGTTCCACATCCCAATGCCTCTGCAGTATC 

CGTTCAAAGGCTCATTTGGTGCACACGCATTGTCTCC^^ 

TGGTCTCTGTTGAGGGTATCGTAACTAAGACTTCGTTGGTCAGG^ 

ACGCGGCAAAGACTGGTAGATTCCATTAOUSAGATTATACA^ 

TCCCAACGCCTGCCATCTATCCAACGGAGGACACTGAAGGTAACAAACTAACC^ 

GTACGTTCATAGACCATCAGCGTATCACTCTGCAAGAAATGCCCGAi^^ 

CCAGGTCCATTGACGTCATTCTCGATGACGACCTTGTGGAC^ 

TTGTCGGGGTATTCAAGTCGCTTGGTGCTGGTGGCATGAAC^ 

TCAAAACTCTGATCCTAGGTAATACGGTGTATCCTCTCCAa^ 

AAATGTTGACAGATTTCXSATATAAGAAATATaUVrA^ 

TGTCTCAATCTTTAGCGCCTTCTATTTATGGACATGACCATATAAAGAAAGCCAT^ 

TCGGAGGTGTGGAGAAAAATTTAGAAAATGGCTCGCATtTAAGAGGTGACATCAA^^ 

GTGATCCATCCACTGCCAAGTCCCAATTGCTAAGGTTTGTGTTGAATACAGCATC 

CTACTGGTAGAGGTTCTTCCGGTGTCGGTTTGACCGCAGCGGTCACTACTGATAG^ 

GAAGACTAGAGGCTGGTGCCATGGTTCTTGCTGACCGCGGGGTO 

TGACAGATGTGGATAGAGTCGCCATTCATGAAGTAATGGAACAACAAACGGTGACGA 

GTATTCACACAACATTAAATGCTCGTTGTAGTGTTAOTOCTGCCGCAAATCCCGT^^ 

ATGTCAATAGAGATCCACACCAAAACATTGCCCTACOGGACrCGCTGTTGTC 

TTGTTGTGACAGACGATATCAATGAAATCAGAGATAGATCCATTAGTGAGCATGTCTTAAGAACAC^ 
GATATTTGCCTCCAGGTTATTTAGAGGGTGAACCTGTGAGAGAGCGCT^ 

GGGAGGATGCAGATATAAATCCTGAAGAGCATTCCAACTCCGGGGCTGGTGTAGAAAATGAAGGAGAAG 

ATGATGAAGACCATGTCTTCGAAAAGTTCAACCCCm'ATTACAAGCAGGl^ 

AAGGTAACTATAACGGTACAGAAATTCCAAAGCTAGTCACCATCCCATTCTTAAGAAAGT^ 

ATGCCAAGGAAAGGGTTATTCCACAGTTAACACAAGAAGCCATCAATGTTATTGTGAAAAATTATA 

ATTTAAGAAACGATGATAATACCAAAAAATCGCCCATTACTGCAAGAACTT^ 

TAGCCACAGCTCAOGCCAAAGTCAGGTTATCCAAAAO^TCAACA^ 

ATCTACTAAGGTTTGCACTATTGGGTGAGGATATCXSGCAATGATATCGATGi^ 

AAGAAGCTTTGTCGAAGAGGTCTCCACAGAAATCACCGAAAAAAAGACAAAGAG 

GCAACTCTGGATCCCCAATCAAATCTACTCCAAGAAGGTCAACGGCATCTTCC^ 

CGTCAGCACGCAGAATATTACGTTTTCAAGATGACGAACAGAACGCTGGTGAAGACGAT 

TGTCACCGCTTCCTGCGGATGAGGAAGCTGAATTACAAAGAAGGCTTCAACTGGGGT^ 

CAAGACGTAGAGAACATCTTCACGCACCTGAGGAAGGTTCGTCGGGACCTCTTACCGAGGTCGGTACTC 

CAAGATTACCTAACGTATCTTCTGCAGGTCAGGATGATGAGCAACAACAG 

ATGTGGAGCCTGGTACCATTTCTACTGGTAGATTGTCTTO 

AAACAGAAATATTTGAAGAAGAATCCTATCCTCTGGOCTC^^ 

CGGAGGAGGAAAAATTCTCCGCTCAAGAATATTTAGCAGGTTTGA^ 

TAATGGTTGCTGACGATAAAGTTTGGAGAGTCTGA 

YEL032W 971aa public: 1 . . 971 (SEQ ID NO 698) 
MEGSTGFDGDATTFFAPDAVFGDRVRRFQEFLDTFTSYRDSVRSIQVYNSNNAAh^ 
GDDIX;DDLEKEKKAASSTSIiNILPHRIIISLDDLREPDRSFWSGILVEPAYFIPPAEKAI.TDU^ 
VPH PN AS AVSSRHPWKLSFKGSFGAHALSPRTLTAQHLNKLVSVEGIVTKTSLVRPKLI RSVHYAAKTG 
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RFHYIU)YTDATTTLTTRIEnrPAIYPTEDTB(mLTTOTGySTFIDHQRITVQ 

ILDDDLVDKTKPGDRVl^GVFKSI^GGMNQSNSNTLIGFKTLILGNTVYPL^^ 

DIRNINKLSKKKDIFDILSQSLAPSIYGHDHIKKAILLML^ 

KSOLLRFVLOTASLAIATTGRGSSCVGLTAAVrTORETGERRLEiVGA 

VMHEVMEQQTVTIAKAGIHTTLNARCSXriJVAANPV^ 

n^IRORSISEHVLRTHRYLPPGYLBG£P\mERLNLSLAVGEDADWE^ 

FEKFNPLLQAGAKUaOJKCarajCTEIPKLVTIPFIJli^^ 

OTKKSPITARTLETLIRUVTAHAKVRLSKTVNKNmAKVAAmiLRF 

RSPQKSPKKRQRVRQPASNSGSPIKSTPRRSTASSVNATPSSARRILRFQDDEQNAGEDDNDIMSPIiPA 
DEBAELQRRLQLGLRVSPRRREHLHAPEEGSSGPLTBVGTPRLPNVSSAGQDDEQQQSVISFDNVEPGT 
ISTGRLSIlISGIIAR£iMQTEIFEE£SYPVASLFERINE£LPEEEKFSAQEYIJlGLKIMSDR^nl^^ 
KVWRV 

YGR146C 1136bp CDS: 501-.1136 public: 1..1136 (SEQ ID NO 699) 

CnrrCAGTTGGGCATCmTTTTTTTCAC^ 

CGATCTTTAGCTAGAACnTCGAGACCTGAAACGTGGTGATTCTC 

CCGOTTCAACACCCCAATTGTGAGAATTTTATTTCT^ 

ATACTTGGACACATATATATATACAATATAATCATTGACACAGGCCATC^ 

TGAACTGTCTAAAGAACTTAGAACTATAGTGTTGTCCCAAGAAGTTAAAAATO 

TATAAAACAGAGTAAGCAAAGAAAGAATAGAGAAACAATACTCCGCTACCGAT^ 

ATAAAAAAAGCTCGAGAATAATTACTTTATTCTTATCCCTCC^ 

TGCATATCAATCATATAATGAGCACCGOlTTCAAaSATTACaX^ 

CATCTCCACAGAAAACGAACATTAATACCAGGAAGATCCAAAGGGACAAT^^ 

AATCAAATAAGTTATATTGCTCCGAAGATTGTAAGCTGAAGGATTCG^^ 

TATCCCACTTGCATAAAAAATCAAAAACmrrcA^ 

AAAATTTAACnHSCATCAAACCTCTTTO 

TCCCCTTTGACGAGTTGGAGAAGCTAGAGTCCTOATTAATT^ 

TAGTCAATCCTAAGCAGGAGTCTAATCXrrTCTOGTGT^ 

ACTTAGCCGACTCTCTTAGACIHXATTCTAGTTACCAATTGCATTC^^ 

ACAACTTGCCACGATCAAACGATCTAATTGATGATCATTTGATCTCAGATCAGAT^ 

ACAACCTATGGTTTAGACTATCCTCCAGTTAA 

YGR146C 211aa public: 1. .211 (SEQ ID NO 700) 

MSTAFNDYCWCDRLIPTSPQKTNINTRKIQRDNETKSSLQSNKLYCSEDCKLKDSNPLNE 
KSKTSHSHNLTPPLSYSKNLTASNLFEPTTSLSSSPTSSTIPFDELEKLESLLISPLLLPQDGIVNPKQ 
ESNPSRVDEYDENEHYI^ADSI^DSSYQLHSKAHU^YENNLPRSNDLIDDHLI SDQI lENNYNLWFR 
LSSS 

YHR135C 2117bp CDS: 501,. 2117 public: 1. .2117 (SEQ ID NO 701) 

AGAGTATAACGAGTACATTAATGAGAAAGATTCAAGTAGAGCGCAGCGTCAAAACGCTGCCGCCGTT^ 

AAGCAAGCTCGCCCATGACTTTTGGGAGAACGACTGTGTCATTGACGAAGA^^ 

TGACGAAGAACAATCATGATTGCATCTCITAATCGTTACACATACATACCTTCTACCTCTGTACTGTTA 

CATATGCATTGACTTTACGATCTAATATAAATCCTTTTGATGTTACCCCCjC^ 

TTCGTTTCTTACGATTTTTTCCjCCGGAACAAGAAAAAACAGAACAAAACAAATCAGCGATC 

GGGTCTTTGATTTCTGCTTGCTTCTTACAAACAACAAACGCAAACCGCTCATTGAG 

GTTTTCATGTGGATGCCATAGTAGAGAAAAGACACATACAAAAATTTCGCGCATTCGCT^ 

CTGCTCTCCTC1TCCCCATGTCCATGC(X:ATAGCAAGTACCACTCTAGCAGTTAACAACCTC 

TAAACGGAAACGCAAATTTTAACGTACAAGCAAACAAACAACTCCIACCACCAGGCTGTCGACTCGCCC 

CAAGATCTTCGATGACCGCCACGACCGCCGCCAACTCCIAACAGCAACTCTTCCAGAGATGACTCTA 

TTGTCGGCCTACATTACAAGATC(5GCAAAAAAATAGGGGAAGGTTCCTTTGGTGTGCTA 

CTAATATGATCAAT(XX:GTACCa5TCGCGATCAAATTCGAGCCCAGAAAAAC(K;AGGCCCCrc 

GAGATGAATATAAAACATATAAAATTCTGAATGGCACTCCCAATATCCCCTACGCGTACTACTTCGGCC 

AAGAAGGTTTGCACAATATCTTGGTCATTGATCTTTTG(3G 

GTGGAAGAAAATTTTCTGTCAAAACGGTTGTGCAAGTTGCTC 

TGCACGCACATGACnWATATACCGTGATATCAAAOZAGACAATTTC:^ 

CTGACGCAAACAACATCCATTTCATCGACnTCG(3TATGGCCAAACAGTATTO 
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AGCACATCCCATATAGAGAGiUUVAAATCACTCAGCGGCACT^ 

TTGGAAGAGAGOWmiaiGAAGAGATGATAT^^ 

GCCACTTACCCTGGCAGGGTTTAAAAGCrcCAAAaUVTAAGC^^ 

AAAGATCTACTAACXSTTTACXSATCTAGCTaUlGGC^ 

TCAGAAGTCTTTCCTTTGAAGAGTGTCCCGATTATGAAGGCT 

atgatttaggtgaaaccxx:ggacqgccaatatgatt^ 

TTAACATAAACAAGAAGCCAAATCTCaiCGGATACXSGC^ 

AACATAGAAACAAACAGCTCCAAATGCAACAGCTCCAAATGCAAC^^ 

AGCAATATGCTCAAAAAACTGAGGCAGATATGCGCAATTCTCAATATAAAC 

cttatgaagcttaccagcatcaaacccagcagaaatacctgcaagaacaaca;^ 
aaaaacttcaggagcaacaacttcaagagcaacaattgcaac^^ 

GTGCAACAGGCCAACCrcCATCTCAGCCrcAAG<^^ 

aaccacaacaacaaccttctgctgctttam 
tagctgcttctcmpaagggctttttc^^ 

YHR135C 538aa pulic: 1, .538 (SEQ ID NO 702) 

MSMPIASTTUlVimLTNIlJCaJANFNVQANKQLHH^ 

KIGKKIGEGSFGVLPBGTimNGWVAIKFEPRKTEAPQUU)EYRI^ 

IL\n:DLI/5PSLEDLFDWCGIUCFSVKTWQVAVBMITLIEDLHAHDLIYRDI^ 

HLIDFGMAKQYimPKTKQHIPYREKKSLSGTARYMSINTHLGREQSRRDDMEALGHVF^ 

GLKAPin^QKYEKIGEKKRSTNVYDlJVQGLPVQFGRYLBIVRSL 

ATCQYDWMKLNDGRGWDLNINKK^ 

TEAD^mNSQYKPKLDPTSYEAYQHCyI\2QKYIiQEQQKRQQQQKWEQQLQEQQLQQQQ 
PSQPQAQTQSQQFGARYQPQQQPSAALRTPEQHFNDDNSSLAASHKGFFQKLGCC 

YJL060W 1835bp CDS: 501.. 1835 pxibllc: 1..1835 (SEQ ID NO 703) 

TAGAGCAGATTGTTTTGAGTAQGATTTAGGAATCAAGACCTCCATCT^^ 

AACGTAACTCGTTTGATAAGAGAATGTCTAATCGAAGAGAGTTAATAACTTAATAAGCTC 

ACGATGGCATTTATCGTCTCCTATGCCAAGATAATTACTGGCTCAAAATTGTTC 

TTGATATCACTTTCTGGCGCACAAGCTAACCTTTATGTAGTTCN 

CTGGTAGTGGTTATTACATAAATGTATCTTTTCATTTGATAACAAT^ 

AGCACGTGACGTAGAACTGTGGCTTTTTTGTTGTCATTATC 

TTTAAAAGGGGAAGGTACGATAGAGATATATATAAAGTGTTCAATrrACTATAATTGCGTATA 

ATTGTTACTTGCTCTCAATGAAACAACGATTCATT^^ 

CGAAAGTTGTTGCCAACAAATATTTCACTTCTAACACl^ 

CCGCTGCAAAAGCrcCCAATAACTCCAAAAACX:AAGGCCGTGAA^^ 

TTTCATATTCCCCTCCTCAATTCGCCATTAAGGAGGCIX^ 

AATATTCTCCAACTAGAGGTCGACCTTCATTAATTAATTCCTTGATTA^ 

ACACAGAATTGAAAGCGGAAAATGTTACCGTAACAACAGGTGCCAATGAAGGTATACT^^ 

TGGGGCTTTTGAACGCTGGCGACGAGGTTATTGTTTT^ 

TCGAACTTTGCGGTGGT/UUIGTTGTTTACGTCCCCATAAATCCTC 

CTAGAGGTGAAGAATGGACCATTGACTTTGAGCAGTTCGAAAAAGTO 

TCATTATCAATACCCCTCACAACCCAATTGGTAAAGTTTTCACGCGCGAGGAATT^ 

ACATTTGCGTCAAGCACAACGTTGTGATTATATCTGATGAAGTCTATGAAC^^ 

CTTTCACTAGAATTGCCACACTCTCTCCAGAAATTGGGCAACTAACCTO 

AATCGTTTGCTGCTACTGGTTGGAGAATTGGTTGGGTCTTATC 

CAGCTAAGGCACATACAAGAATTTGTTTTGCATCTCCATCCCCTCTACAGGAAG 

TTAACGACGCTTTAAAAArroGGTATTTTGAAAAAATGAGACAGGAATATATCAACA^^ 

TCACATCGATCTTTGATGAATTGGGACTACCATATACAGCTCCAGAGGGTACATAT^^ 

ATTTCTCTAAAGTGAAAATTCCCGAGGACTATCCCTACCCAGAGGAGAT^^ 

TTCGCATTTCTCACTGGTTGATCAATGAATTAGGTGTGGTTGCCATTCCA 

AAGAGCACGAAAAGGCTGCTGAGAATTTGTTAAGGTTTGCAGTTTC 

ATGCCGTAGAGAGATTAAAACTACTCAAGGACTACTTATAA 



wo 02/064766 



PCT/EPOl/15398 



128/251 

YJL060W 444aa public; !• .444 (SEQ ID NO 704) 
MCQRFIRQFTNLMSTSRPKVATANKl^ 

QFAIKEAQKALDIPMVNQYSPTRGRPSLraSLIKLYSPIYlirraLKAENV^^ 

GDEVI\nFEPFFDQYIPNIELCGGK\Am^IOTPKELDQRNTRGEEWTIDFEQFEK^ 

fmPIGKVFTREELTTlXaJICVKHNWIISDEVYEHLYFT 

GWRIGWVLSLNAELLSYAAKAHTRICFASPSPIKlEACWffSINDAI^ 

ELGLPYTAPEGTYFVLVDFSKVKIPEDYPYPEBILNIOSKDFRISHWLINEW^^ 

AENLLRFAVCKDDAYLENAVERLKLLKDYL 

YKIil23W 881bp CDS: 501-881 pxxblic: l..e81 (SEQ ID NO 705) 
AAAATTAATGGATGTAACACAAAATATTGGCATTGATCTTT^ 

ATATACAAGAACATATACGAGGGATGGTCTATTGGAAGACCCGGATAATGTTAGC^ 

CTCTGAAGGCAAAGATATTGAAGTCGCCAAAGATCTK^^ 

TGAAATGACGTCAGATGAGGTTGAATTACATGTTAATTTGGGCC^ 

CAATGTGAAAAAATATGCGTTTGGGAGTGTTTATGGCCAAATTGGAAl^ 

CGAGATCAAGAAGGATACTATTTTACAGAAAGGAGAAGAATTGCCACC^ 

TTTCTTTGGTAGTATGAAGGTAAAAGAAGGGTCATCCTOT 

GTGGTCTGTTGGGACGTATCAAAGAATCTCTTCTAAC^^ 

TCTTGAAACCGACGATAACAACACCGATAACAATGTTAATAACAACGATGAGA^ 

AAATTCGCCATTATTGGAAGATGATGGCAATAAAAGACCX5GAAAATTCAAA 

AGATGGAGerATCAATAAGAA(X:CTA6AAATAAATCTACTAAAAAACGTCAA^ 

TTCTAAAAAGAAGAACAGATCGAGAAAATAAGAGACATTATGAATTTGGT^^ 

TACACAATATATACATTCCTACTAGCTTTTTTTTXirTO 

YKL123W 126aa public: 1..126 (SEQ ID NO 706) 

MKESLLTLTEKIMFTTTVLKPTITTPITmiTTMIOTLVAMKIRHYl^^ 

RTLEINLLKNVKETEANLLKRRTDRENKRHYEFGFFYNLiaHNIYIPTSF 

YML028W 1091bp CDS: 501.. 1091 public: 1..1091 (SEQ ID NO 707) 

ggtaaacgatagsgtgataacosctgtgataaagaacttcgtgctctrrt^ 

tgtgaaggagaagctggatgatattgttgcacagagagcaagggaccgtgagcaaccg^ 

ccaacagcaggaaaacgaagatga(k5ccctcataatccctgacgaggaagaacccaccgccaca(3gtc 

gcaacctcatctctacattcctgatgaagactaattccaat(x:gatgtgg^ 

taaggtgtacgaaaacccatc(:tgtt(nx3(x:ocgtcxx3^^ 

tcggtttggctcgggttggcaaagtcggctggcaacaaaccaggacatatata^ 

cagatcaatgccgaaccgttctcaacg(5gccttcca:tcgttcaa^^ 

atacacatacatacacaatggtcgcn^aagttcaaaagciaagctccaact^ 

TCGACGGTGTCTTTGACGAAGTCrcCTTGGACyUUlTACSUVC:^ 
CATTGGCCTTCACriTTCGTCrcTCCAACCGAAATCATTGCOT^ 

aacaaggcgctcaagttcttttcgcct(x:actgactc(x;aatac^ 
caagaaaggaa<3(nxk»tttg<k5cccaatcaa(:attccattgtt^ 

GAGACTATGGTGTCTTGAT<X?AAGAAGAAGGTGTCGC(rrrc 

(nGTCATTAGACACATCACCATTAACGATTT(K:CAGTC(X;TAGAAACGTTGACGAAGCCTTC 

ttgaagccttccaatggaccgacaagaacggtactgtctt(k:catgtaactggactccaot 
ccatcaagccaaccgttgaagactccaaggaatacttcgaagctgccaacaaataa 

YMI1O28W 196aa public: 1..196 (SEQ ID NO 708) 

MVAQVQKQAPTFKKTAVVDGWDEVSLDKYKGKYVVLAFIPLAFTFVCPTEIIAFSEA^^ 

LFASTDSEYSLLAWTNIPRKEGGIX5PINIPLUa)TNHSLSRDY(^IEEBGVALRGLFIIDPKG\n^ 

TINDLPVGRNVDEALRLVEAFQWTDKNGTVLPa^PGAATIKPTVEDSKEYFEAANK 

YOb052C-A 686bp CDS: 501.. 686 public: 1..686 (SEQ ID NO 709) 

TGGCCACTGAAAATTCCTGGCCAGACCACCCCTGAGCTAAGQGAGTTTAGCCGCTC^^ 

CTCTGATGTAATATATCACACACCCAGACACGGTTGCCAAGGCCTCGACGGAAGGCCGCTTCAAGGGAC 

GGGGCAGTGGCTATCAGAAATACCTTAATATCATCAATATTTTTCATCAATCGC^ 

AATAAAGGATGATGCTCAAACXSTTTATGCCCGATGTTCITCTAATC 
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TTTTTTTACTCTTCTTCTTTTCCCC^ 

ATGCAAGT ATCTTT ATAC ATTTTT ATAT AAATGTAT 

TCTTTGGTTAATTCTOTCTTCATTCTT^^ 

TTAATATCGATTTAAACATGAAAGTATCACAAGTTTTCAT^ 

CTAGCGTAAATGCTCAAAACGCATCCAACACCACGAGTAACGCTGCT 

GTCAACTACTAAACGCCGGAGTCGTCGGTGCTGCTGTT^ 

YOL052C~A 61aa public: 1..61 (SEQ ID NO 710) 

MKVSQVFISAISVFGLATSVNAQNASOT^SNAAPAI-HAQNGQLIiNAGVVGAAVGGAl^ 
YOL099C 992bp CDS: 501.. 992 public: 1..992 (SEQ ID NO 711) 

tgtccaaatatgttgatgaattctgtttgcaaagggggaac^ 
txx:agaatgttaccaaaacagatctgaaaaatgccatgcagaaatat^^ 

ATAAAAGGGTTGCCTTTGTGAGCTGTCATCCAGCPAAATTGG 

aaggtttcactgtcgaaatagaagagctagaagatcacgatgacx;aaat^ 

atgcgtgagtacatgacctccatttcagcttcacttt^ 

aataaatagcaaaaggagcattgtctcattctttt^^ 

ATTTGATTGATCGAGAATTATTATTATATTTATATGAGTAC^^ 

AGTATTTAAGTAGCTTGATGAAAACATTAGATAAAATTACTAATTACGACCTC^^ 

AGTTTTTGAAATTTGTTCCTGTGTTTAGACCTAATC^ 

CTAATTTACTGGTTAACGGTACTGGAGCAGCGTGTTTT^ 

TTTCAAAAATTCTGCTTGATCTGTTGCTCT^TAGC^^ 

AAATTGATGGAGATTGGCTATGCGTCCTGGGTTTTGGOGAAGGAGAC^ 

GTATGGCTCTTCCGGATGATGATGTTCTTCTTTCAATTACC^^ 

CTATTTTATTTGTATTCGAATTAAGAATTTTT^^ 

CAGTGCTCAAAAGAAATGACTTGTAA 

YOL099C 163aa public: 1.-163 (SEQ ID NO 712) 

MKTLDKITNYDLFDFADEFLKFVPVFRPNPTVn^CLF^PLTNLLVNGTCAACFFEFCSI^ 

DLLLLALLIDSENELCFEIDGDWLCVLGFGEGDLEVGRSLGMALPDDDVLLSITFWFLCNSSFSILFVF 

ELRIFLRTVNNLLWFLSVLKRNDL 

VOL.100W 3746bp CDS: 501.. 3746 public: L..3746 (SEQ ID NO 713) 

ttaacgatcgactcxyicacattgttgatcgaataatt(3(mx:ctagct 

ccaggataatcggagaaaagtcacgtgcaaaaagaaatcatattcgacgaaataaactaga^ 

tgacgtttagcaataataaccccaaatggaagixaacatttcccgatcctt^ 

ctattggcattcatcttcaaagcttcccxyuvcracagaaattatatal^ 

agttttgacaacgaaactgttaatatttttactcc:agttacx:gcc^ 

aaggtacttaggggtatt^aagaacaagaaactacataaaatagttcgaaaagggaaaacaaa^ 

ATCTTGATGAACCGAGAAGCCACTAACTAGTTTTTAAAAAGCAAAAGAAATTAAATCTCTC^^ 

TTTTTCATTTCAACCAAATGTATTTTGATAAGGATAATTXXATC 

ATGAGCAGAAGCrrAAACATTAATCTTCTAACGAAAAAGGAGAAATTCT^^ 

ACGCAAAAGCCACTCCACAAAGAAGCACTTCGAATAGAAACGTTGGCGATTTACTT^ 

CCGCTAAGCC:TATGATTCAAAA(5GCCTTGACGAATACGGATAATTTCATTGAAATC 

AGAGAAAAAATCTTGATGATGACACn^ATTAAAGAAGTAATGATTAATGATGAAAACGGAAA^ 

CTAGTACCAACGACGGCAGATATGACAACGATTACGATAATAACGATATTAATGACCAAAAAACTTTGG 

ATAATATAGCG(5GAAGTCCCCACATGGAAAAAAAT(:GAAACAAAGTAAAGATTGAACATGACTCT^ 

CTCAAAAACCAATAGCTAAAGAGTCATCCAAAGCCCAAAAAAATATAATCAAAAAGGGAATCAAGGACT 

TTAAATTTGGTAGTGTAATAGGTGATG(X:G(:<3TATTCTACTGTAATC 

AAAAGAGGTACGCCGCAAAAGTACTAAA(:AAAGAATATTTAATACGCCAGAAGAAAGTCAAATACGTCA 

GCATAGAAAAAACCGCCCTTCAAAAGCTCAATAATTCTCCTAGTGTTGTGCGATTAT^ 

AGGATGAATCAAGCCTATACTTTCTCTTAGAC3TATCX:CCCCAATGG<5GACTTO 

AATACGGTTCATTAGACGAAACCn'GOGCACXJATATTATGCTGCGCAAATAATAGAT^ 

TACATTCCAACGGTATTATTCATAGAGATATAAAAC(aVGAAAATATT(:TTTTAGAT^ 

TCAAACTGACTGATTTTGGTACTGCGAAGTTACrcAATa:rrACA^ 

ACGATTTATCAACAAGGTCGAAATCTTTCGTTG(3AACTGCAGAATACGTATCTCCAGA^ 
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ACAGTTTTACAGACTATCGTTGCGATATTTGGGCCI^^ 

AACCACCATTCAAAGCTACCAATGAATACTTGAC^^ 

CACCAGGTTTCCCACTTATTATCAGAGATTTGGOTAA^^ 

TGA(X5ATAAGCCAAATTAAGGAACATaVTTTTTTC^ 

CAAAAACGCCTCCAGAGATCAAACCATATAAAATCAACGCCAAATCC^ 

GCGATAGAAAACTGGTGAAGAAATCAGTCAAOICACT^^ 

CTTCAAGTCCCTCKnTCAGGAAACT 

AAAGTGAAATATCAATAAAGAAGAGACCCACTGATGAAAGAACAGCGCAGATAC^ 

AGGGTATAAACAATAGGAAAAATCAACCAGGCAAGAGAACACCAAGTGGTGCAGCT^ 

CAGCTTCTGCTGCTTTAACCAAGAAAACCAIW^AAAGCTATCCAACTT^ 

CAAGCTCTCCTGCGACAACATCAAGACCAGGAACTTATAAGCGTACTTCTTCT 

TTGCCAAATCTCCACCTTTGTCAGCATCAGTTTTATCGTC 

CAATGTCGCCCCCTATGACACCATATGATACATATCAAATGACACCTCCCTATACGA(^^ 

ATTATTCTGATACCGCAATTGCCGCACCTAAGCCTTGTATTAGTAAGC^^ 

ATTCTCCCTTGATGAACAAGOAGATATTCAATOGTCCT^ 

TAAGGACGGAAAAACTGGATTTTGTTACCACAAATTACGATATCW 

ATGGTTCATTGTTAGATCCTCAACTGTTTGGTAAGCCTAGACATAC^^ 

GTGGGGGAGAGGTTACAGGTTTTCGAAATGATaaU^ATC 

ACTATTCGAAAAATATTATCGATTIXKIAGCTCTTGGAAGATGATO 

CGGAGTTGCTTACTAACAGAAGCGGAGAAGGGTACAAATGCAATCAAAACAGC^^ 

ATGATAAATCCGAATCTAACAATAAAGGAAGCTCTOrT^^ 

CTACCTCAGCAGCTGAAACGCTCTCTTCCTCTGATGAAAAAACCAAGTACTATAAACG^ 

TGACATCATTTGGAAGGTTTCTAGTATTTGCCA^ 

ATGAACTAGAATATGACATAAATTTGCGTCAACAGGGTACCAAl^ 

AAATGGGAACTAATCATATAGTTGTGATTCAGACACCTTACAAGTC 

AAACCACGAGCAAATTCTTTACTOTTCTCAAAAAAATTC^ 

AACTGTTGCAAAGAAACCAAAAGGTAATTGAAAGAAGAACATCATCATCCGGAAGAGCCATACCTA^ 
ATCTTCCAACTTCCAAGTCTCCTTCGCCAAAACCCAGGACGCATAGC(^ 
ACAATTCGTTTTCTGAATCGATTAATAGCGCTAAGAGCAAa^ 
TCAATGCCAAGGAACAAAATTCAAAAAAACACGCTXXnX^ 

GATTGCCAAAAAGACAAGTTACCGTGGGArrAGGTCTAAACACAGGAACAAATT^ 
CAAAATCGAAGAGGTCGTAA 

YOLIOOW lOBlaa public: 1. .1081 (SEQ ID NO 714) 

MYFDKDNSMSPRPLLPSDEQKIJ^INLLTKKEKFSHLDPHYDAKATPQRSTSimArGDL^ 

QKALTNTDNFIEMYHNQQRKmiDDDTIKEVMINDENGKTVASTNTC 

PHMEKN^NKVKIEHDSSSQKPIAKESSICAQKNIIKE^Iia>FKFGSVI 

KVLNKEYLIRQKKVKWSIEKTALQKLNNSPSVVRLFS^^ 

ETC ARYYAAQI IDAIDYLHSNGI I HRDIKPENILLDGEMKIKLTDFGTAKLtNPTNNSVSKPEYDLSTR 
SKSFVGTAEYVSPELUSroSFTDYRCDIWAFGCILFQMIAGKPPFKATNEYLTFQKVMKVQYA^ 
IIRDLVKKILWNUJRRLTrSQIKEEfflFFKDLNFKDGSWSKTPPEIKPYK^ 
lOCSVNTLGKSHLVTQRSASSPSVEETTHSTLYNNNTH^ 

KNQPGKRTPSGAASAAIJIASAALTKKTMQSYPTSSSKSSRSSSPATTSRPGTYKRTSSTESI^ 

LSASVLSSKVPMPPYTPPMSPPm'PYDTYQMTPPYTTKQQDYSDTAIAAPKPCISKQNVKNSTO 

KQDIQWSFYLKNINEHVLRTEKLDFVTTNYDILEKKMLKLNGSLLDPQLFGKPra^ 

GFRNDPTm'AYSKTEDTYYSKNIIDLQLLEDDYRIEGGDLSELLTlTOSGBGYKCNQNSSPMKDDDKSES 

I^GSSWSGKrKKLFHPTSAAETLSSSDEKTKYYKRTIVMTSFGRFLVFAKRRQPNPVTN^ 

INLRQQGTKIK£LIIPLEMGT^mIV\n:QTPYKSFLLSTDKKTTSKLFT\^^ 

QKVIERRTSSSGRAIPKDLPTSKSPSPKPRTHSQSPSISKHNSFSESINSAKSNRSSRIFETFINAKEQ 
NSKKHAAPVPLTSKLVNGLPKRQVTVGI^LNTGTOFKNSSAKSKRS 

YOR302W 578bp CDS:501..578 public : 1 578 (SEQ ID NO 715) 

gtgtatgatgtaatccatcacccccctataaaaacacx:tgtgcaccgcatat^ 
ctaagtacaagaaacagcgaggggccgttaagtgcaggctttaccgagggcgccggctgg^ 

TGGAAGGGTGTTTGACTCATCATCGCATCGCATTACCTCATG^ 
TCACCTCTCGCXJGAAAAAAAAGGCGATGAC^rGATATATAAGGCTCTCTCGT 
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AACGTTCATTAGATTATTCGGTCAATTTCTTTT^^ 
: GTOSTTTCTTTT^^ 
CTAATTGTTTAAATACTGOIAAGAATAC^ 

AATAAAAAAAACATTATATGTTTAGCTTATCGAACTCTCAATACACCO^ 
ACATCTGGAAAACTAGCTCCXZACTAA 

YOR302W 25aa public: X..25 (SEQ ID NO 716) 
MFSLSNSQYTCQDYISDHIWKTSSH 
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Figure 2 

Candida sdd. homoloQues 

YBL002W_homolog 393bp public: 1..393 (SEQ ID NO 397) 

ATGGCCCCAAAAGCAGAAAAGAAACCAGCTTCCAAAGCTCCAGCTGAAA^ 

ACCGCTTCCACCGATGGTGCTAAAAAGAGAACCAAAGCTAGAAAAGAAACTTATTC 

AAAGTTTTGAAACAAACAaVTCCAGACACTGGTATH^ 

GTTAACGATATTTTOGAAAGAATTGCCACCGAAGCCT^ 

ATTTCCGCTAGAGAAATCCAAACTGCTGTTAGATTAATTTTGCCAGGTGAA 

TCCGAAGGTACCAGAGCCGTCACAAAATACTCATCTGCTTCTAGTTAG 

YBL002W_homolog 130aa (SEQ ID NO 398) 

MAPKAEKKPASKAPAEKKPAAKKTASTDGAKKRTKARKETYSSYIYKV^ 

VNDIFERIATEASKUUVYNKKSTISAREIQTAWLILPGELAKHAVSEGTWV^^ 

YBL064C_homolog 732bp public: 1..732 (SEQ ID NO 399) 

CAACCACATTTACX5TCTC(X3ATCTACC(X:ACCTGAT^^ 
TTTCACGAATACATTGK3TGATAGCTG(3GCTATCTT<y^^ 

agcaccgagctttctgcgttcgcacgactcgaaccggagt^ 

atttcagccgaccctgttgaagcaaattccgacnxksattgatgatatggaagatt^ 

gtcaaatttccaattatcgcagaccctgagagaaaagttgctaccttgtacg 

GATGCCACCAATCTCGATGACAAAGGGCTTCAATTGACAA 

AAGAAAATCAGATTGATCATGACCTACCCTGCCTC»ACCGGTAGAAACACC(XrrGAAGTA 
CTCGACTCATTACAGCTTGTTGATAAACAAAAGGTTATCAC^^ 
GTTCTTGTCCATATGGCnX3TCCCAGAT<»TGAGGCAAGAGTTT^ 
CCATATATTAGATTGACTGCGTTGGAAAAGGAAGACAACn^AA 

YBL064C_hoinolog 243aa (SEQ ID NO 400) 

miu)kkqtkkkksfffatht™sqqphlrlgstapdfkadttngpisfheyigdswailfshp;^ 
stelsafarlepeftkrgvkllaisadpveansdwiddmedfsgsrvkfpiiadperkvatlydmidhq 
datnlddkglqltirawiidpskkirlimtypastgrntaevlrvldslqlvdkqkvitpi 
vlvhmgvpddearvlfpkyraikpyirltplekedk 

YBR149W3omolog 981bp public: 1..981 (SEQ ID NO 401) 
ATGAAATTA(K:c:ACTGAAATTCATTTCAAACrcaUV(:AAT^ 

actgttgcct(:aaaagatcctaaagatgttaaggatcaagtaatc 

catattgatactccttggttttatggtactgaaaaatatattot 

gaaggaattattaaaagagaagatttatttat<av<:gacyuvaattt^^ 

gaaaaatctttagatgaatctttaaaagatttgcaacttgattatgttgat^ 

ccaatttgtttacatggtgatgaaaatggattaccx5aaaatacct 

tatgatgatgatccaaccccaaatggtactaaatatatcgacgtttatcataaattagaggat^ 

gaaacaaccaccaaagttagatcaattggtgtttctaattattcaat^ 

cctaaagttaaaaaacatattcctgtttgtaatcaaattgaat 

ttagttgattattgtactaaaaataatatattgatttcrito 

ccagtattgaaaatcccattagttaagcaattgcscagaaaaatatcaagtc 

gatgcttataatattttgaatggtagagttacattacx:aagatctt^ 

attattagattaccacatttgactaaagaagaactggatgaattgtatcaagtt^ 

CAAAGATATATTTCTGATCCTTG(K;GGTATGGTATAG(5ATTCCGTTGGTGGAAAG^ 
AAAGAATTTGATTAA 

YBR149W„hoinolog 326aa (SEQ ID NO 402) 

MKLATEIDFKIJWGKTIPALGLGWASKDPKDVKDQVITAVKAGYRHIDTAW^ 

egiikredlfittkfwpsywanpeksldeslkdmldyvdlflqhwpicuigdenglpkipkdengeli 
ydddptpngtkyidvyhklediletttkvrsi(;vsnysipklrqllpkvtochipvcnqieyhpqlpqqd 
lvdyctknniliscyspvgsygap\^kiplvkqijyekyqweneiadayniu»grvtlprssnl^ 
iirlphltkeeldelyqvgvkdpqryicdpwgygigfrwwkgdtlskefd 

YBR289W_hoinolog 1389bp public: 1..1389 (SEQ ID NO 403) 

atgaaaccaatgcaaaacgttaaggagtggtcagaaaaattgaaacaggaaggtaaagatgto 

gatttgaaagtgtatgaagatttgattagaaaggataaggaatttgtcggtaaat^ 

catgacaacaaatttattatggaaaatattaacagsagatatcaagtcttat^ 
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AGGATGAATTCTATTGCGTTGTCCAACAAAGGACACT 

GGTTATGGCAATGGAATAACAAACTCCAGTACAAAGTTATTTATTCCC^ 

ATCATCAATGAAAGAGTGATGAAAAACAAAAAT 

GACCAAGAAAGGGATCAATTTAAATTGAGAGACACMrn^^ 

GTGGAAGATTTCACTGCTCAATTGTTAGAGGATTATAAATTTATC 

TTGTCATCTATTAAAGAGCAGATTGCTGACTATCIX^ 

ATTCCAATTAAGATCXATATCACCATTAACAATACACAATTAACTGACCAAT^ 

AATAGCCAGGAAGGCGATGCAGAAGAATTTTCATCTTACM^ 

TTTTGCACTGCCATCGCGCATAGCATAAGAGAACAATOKIAGATGTACTATAJ^ 

GGGTACGGTTTCGACGGTTCACCAGTACACXxAAGATGAGATTAGAAA^^ 

TTAGTATCATCGGACTCTGGAATCGTGGATGATTTTTTC^ 

GACTTTTCACCTACGTTAGGTAAATTGTCCCAATTGGAAGTTGAAAG 

GAAAGTAGAAGGAAAAGJUVGACACyUVTTAO^TGAAGATCAGCAAC^ 

TCGAGAAGAATTGCAGCTCATGCTGGTAGGGGAAACAa:AirrCC€X^ 

TTTAGGACGCCTGCCCCCTCATCCATATTGCCaUXSTG^ 

TATAATGAAGTTTTAATCAATAGAACTCAAGTTAGGAATCCAGATTATAGAC^ 

GTTGAAAATGAACTAGTGGATTATAACCATGATCXIAATTGAAGGTACT^^ 

CCCGTATAA 

YBR289W_hoinolog 462aa (SEQ ID NO 404) 

HKPMQNVKEWSEKLKQEGKDVPLDLKVYEDLIIUCDKEFV6KL^K 

RMNSIALSNKGQYimSIWGEGYQGYGI7GXTOSSTia.FIPNRDLTDRIII^ 

DQERDQFKLRDTFLVroiiNEEIIfCVnBDFTAQLLEDYKFISKVHYETILSSIl^ 

IPIKIDITINNTQLTDQFEWDILNSQEGDAEBFSSYMODEIX^LPGEFCTAIAHSIREQSQMY^^ 

GYGFTXSSPVHEDEIRNHLLPPLRLVSSDSGIVDDFFSILroJPSSLPDPSPTWJKLSQLEVERLDK^ 

ESRIUOUUINYNEDQQQGSGRGFTSRRIAAHAGRGNTIPDLSDIPKTFRTPAPSSILPGAVDM 

YNEVLnTOTQVRNPDYRPPTPIRVENELVDYNHDPIBGTFMVrril^ 

YCR004C_hoinolog 597bp public: 1,.597 (SEQ ID NO 405) 

ATGGCACAAGGAAAAGTAGCAATTATCATTTATTCATTATATCATCATGTTTATGATTT 

GAAAAAGCTGGAATTGAAGCTGCTGGAGGTCTTGCTCATATTTAT^ 

GATGTTTTAGCTAAAATGCATGCACCAGCAAAACO^ATATTCCAATT^ 

CAATATGATGCATTTTTATTTGGTATTCCAACCAGATTTGG 

TGGGATAGAACCGGTGGTTTATGGGCTAAAAATGCTTTAAGAGGGAAATATGCT^ 

ACTGGTACTCCAGGTGGTGGTCAAGAAACTACCATTATTAATAGTTTGAGTACTT^ 

ATTATTTATGTTCCATTTGGGTATGGATATCCTGGTATGACTGATTT 

CCTTGGGGGGCTGGTACTTTTGCTTCAGGTAATGGGTCAAGAAAAGTTACTC 

GCTAAACAACyVAGGTGAAGATTTCTTTAAAACTGTC^^ 

YCR004C_hoinolog I98aa (SEQ ID NO 406) 

MAQGKVAIIIYSLYHHVYDLALAEKAGIEAAGGVADIYQVAETLSDDVLAKMHAPAKPDIPIATHETLT 

QYDAFLFGIPTRFGNFPAQIKAFWDRTGGLWAKNALRGKYAG\^STGTPGGGQETO 

IIYWFGYGYPGMTDLEE\mGGSPWGAGTFASGNGSRKVTDLEKAIJaCQQGEDFFK 

YCR0I3C_homolog 450bp public: 1..450 (SEQ ID NO 407) 

atgataacaatgttaccattttcagcagatttgacagk:agcatccaataa(3^ 
aatttttcaaattcgaaaacacctggtggaccgttccaaacaatggtctta 

TGGAACAATTCGACAGATTTTGGACCACAGTCCIAAACCXZATCCAGTTGTC^^ 

gtagcagaagaagttttggcatctttgtcgaatttatcagcagtgacaai^ 
tcaacattgtttttcttagctttttcaacc^ 
gaatcaccaattggcattttgttcaagattttct^ 
atatcaaccttgtccaacaagttgtcaatcaattga 

YCR013C_homolog I49aa (SEQ ID NO 408) 
MIT^ILPFSADLTAASNKDLVPLANFSNSKTP(5GPFQTMVLALATACWNNOT 

VAEEVIJlSLSNLSAVTKSTGKINSTLFFIJVFSTKCSTFIAPASSKRESPIGILFKIFLK\nCAIPPCT 
ISTLSNKLSIN 

YDLl47W_homolog 840bp public: 1..840 (SEQ ID NO 409) 

atggatacx3agtt(xk5tagtaggttgtcx:cataaacxk;txk;ttgt^ 
ggtagtttgatttttttttgt^tccacacga(:tggccaaa 

TTTTTTTTTTCCAGTTCGCCACCACCAACTACTTTTACCACCAC^ 
ATTAACX5CTGAAAAAGACTTTTCTGCTA(rrTTAGATGAACAATTCCCATTGATO 
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TACAAGCAAGCATTAGATAAGTATCnrGTCTTCGAG 

TCAAAAAGAGTTCrCAACAAGATTGTTACTGCATTG^ 

TTGATAACTATCTTGTCAAAGAAACATGGTCAGTTAAAGTCGTCAAT^^ 

attgataatttggataaattggatgaaaaciuiauwgx^ 

actattagaacagtcacagacaaaaagatttmxsttgaagttgaaagag^ 

gccaaaatttatttcaacaaattgaatgaottcgataaggcagtgg;^ 

gaaaq3tattcgttaatgccattcagtgacaagattgagtata 

caaaagggggactatggcccaaga:aagattttgagtcgaaagattot 

tgccaaagctga 

YDLl47V4Lhoinolog 279aa (SEQ ID NO 410) 

MDRSWWGCAIKGGCLVSYGTCCGSLIPFCGPHDWPNIYQKIEFOTFFFSSSPPPTTFTTT^ 

IKAEKDFSATLDEQFPLIEKISDYKQALDKVLVLEKQTRQSSDLASSKRVLinCIW 

LITILSKKHGQLKSSIQAFIKDVIDNLDKUDENIWCQQLELKMKLIETIRI^^ 

akiyu^ku^dldkaveiix:dlqvetyslmpfsdkieyileqiqltlqkgdygpsqdfeskdfikiw 

CQS 

YDR253C_homolog 1752bp public: 1..1752 (SEQ ID NO 411) 

atgcaaaatactaaccgtaataatagtaatagtagtaagaataatagtgataatcatcat^^ 

caacgacaacgacaacaacaagttgatcaatatcaatct 

aatactcacgaatcx5atagtattaccttcxk:aac»aoctaa^ 

caattccaacgtaatataaattcaagaccagtgttattaccaagttctcgt^ 

aatatacctatacctataattttaccaagtagtacxaattctaacaatcc^ 

tcaagaatgttttcacctaatcctgtgagtcxaitt 

tcaccaccaacacaacaccatcaacaacaacagcaacaattacataaaaaat^ 

ggttccaatactcogattactggtggtggaattggatct^ 

gctaatatcagttatactagaagtcaaccattaaaagataacaaccaaacatcttccacaacta^ 

aataataacacgataattgaaaatgaagaccagaagrrtttccgat^ 

actgccaagggagttaagacgaatcattccaataataatggtaaatttggtaataa^ 

gatattaataatcavtaataagaacaacaaaovcaaaagtgatggtaatc 

attxxragatttattaagaagattacaatatcctagtgctc 

ggacttcaaactaattctaaaggattacttgaagtacaagatgaatactctaat^ 

AACAATAATTTTTTCAAAGTTAATAATGGTGATAAT/UITAATACTAGTAATAGCAAGI^ 
TATCATCATCCATCAGGTAATGAACCAGGATGGAATTTTTTACTTGATCAAG^ 

TCAAACAATACACGATCAACAGGAACAACAGGAACAGGAATAGGAGCAACAACCAATATAATATCAGAA 

TCAGAATCGGAATTAAAAGTGAAACGAGAATCAAGTATTGCC^ 

ACTTCCACAACAACTAATAAGAATAACAATAACACTTCATCATCTACTAAAACT 

GATCCAACAAGAAAATTTCCTTGTCATAAATGTCXXATGTCAT^^ 

CATGAAAAACAACATTTAACTATCCCACCT/UITATTTGTCAATT^^ 

GATGCTTTAAAAAGACATATTGGGACTTTAACATGTAAAAGAAATGCTGATi^ 

AATTTAAATTATTTAAATAATTCAAGTCAAGATGATGATGATGAAGA 

GAAGGATTCGAACAGGATAGATTGTATAAGAAGAGGAQGAAGAGTAATAATAATAATC^ 

GAAGAAGGATTTGAACATAATGATGACGATCATGATGATCATGAAG 

CCAACTTATGGATATCAACAGAATTGA 

YDR253C_hoinolog 583aa (SEQ ID NO 412) 

mqntnrnnsnssknnsdnhhqqqqrqrqqqvdqyqsitlpplqyqsnthesivlpsqqpkrgrsehfns 

qfqrninsrpvllpssrdnnnttnipipiilpsstnsnnpitsssnsrmfspnpvsplypvvttpssal 

spptqhhqqqqqqlhkkfktsnsgsntpitcogigspsttsyijvnsanisytrsqplea^ 

nnntiienedqkffrlakealvatakg\mtnhsnimgkfgnntskidinnhnk^^ 

ladllrrlqyasaphgnpigqisglqtnskgllevqdeysnfpdlqnnnffkvnngdnl^ 

yhhpsgnepgwnflldeastkttsnotrstgttgtgigattnirseseselkvk^ 

tstttnknnnntssstktrkysqdptrkfpcdkcpmsfrrssdlkrhekqhltippnicqfcgkgfark 

dalkrhigtltckrnadkklyienlnyurassqddddeeeedeeeeegleqdrlyk^ 

EEGFEHiraDDDDDDEEDEVKREFPTYGYQQN 

YDR276C.homolog 516bp public: 1.. 516 (SEQ ID NO 413) 
ATGTGTTTATGTCTTT(X3GATTTATTTCTTATTAT^^ 
ATTAGAAGAGGATGTTGTTCATGTGATTCATTAATTAATATTC^ 
GGGTTAATTCZATTCATGGTATATAATAGCTAAATATTCTTC^ 

CGTAAAGATACCATTTATTATGTTTATCGAAGTGATTTAGAAAATCAAACACCAAGAAGAG 

GATGGGAGAGATGAATGTCATCATGACCACCACCACCACCATCATCATCATCACAACCAGGCAGAATCA 

CAAAGTGCGGGATTAATAGTTTCTAATAATCATAATAATAATAATAATAACn'ATGGATCTC 
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GGTTCATCATCATCGAATTTGACTCCTGTGGCTCCTAT^ 
TATACTGAGATTGATAATAAAACACAACATTAA 



YDR276C_hoinolog 171aa{SEQ ID NO 414) 

MCLCLSDLFLIILSVLFPPLPVVnCRRGCCSCDSLINIALCMIiGYFPGLIHSWYIIAKYS^^ 

RKDTIYYVYRSDLENQTPRRIX5RDGRDECHHDHHHHHHHHHNQAESQS 

GSSSSNLTPVAPIPVENGAPPPAYTEIDNKTQH 

YEL039C_homolog 333bp public: 1..333(SEQ ID NO 415) 

ATGCCAGCTCCATTTGAAAAAGGTTCAGAAAAGAAAGGTXKXaVC^ 

TGTCACACCGTTGAAAAAGGTGGTCCACACaUUiGTTXKa^^ 

TCCGGTTTAGCTGAAGGTTATTCTTATACTGATGCTAACaUlGAAGAAAGGTG^ 

ACCATGAGTGATTATTTGGAAAATCCAAAGAAATATATTCCAGGTACTAAAAT^ 

AAGAAACCAAAGGAaVGAAAOGATTTAGTTACTTATTTGAA^ 

YEL039C_homolog 110aa(SEQ ID NO 416) 

MPAPFEKGSEKKGATLFKTRCLQCHTVEKGGPHKVGPNLHGVFGRKSGLAEGYSYTDANra 
TMSDYLENPKKYIPGTKMAFGGLKKPKDRNDLVTYLKKATS 

YER112W_homolog 321bp public: 1..321(SEQ ID NO 417) 

ATGTCAGCAGGTATTCCAGTAAGACTTCTAAATGAAGCACAAGGTCATATA^ 

AATGGAGATACATACCGTGGGAAGCTATTAGAAAATGAAGATAATATGAATTTATCCTTATAC^ 

ACTATAACACAAGGCAAATCGGGGAAAGTAAGTCATATGGACXIAAGTGT^ 

AGATTTATATCTGTGCCTGATATTTTAAAGAATGCrc 

AAACCTCCAATAA0GGGCCCTCCACCAAAAAGAAAGAGA6TATGA 

yEPJ.I2W_homolog 106aa(SEQ ID NO 418) 

HSAGIPVRLLNEAQGHIISIELINGDTYRGKLLENEDNMNLSLYEATITQGKSGWSHMDQVFIRGSMI 
RFISVPDILKNAPMFFMKPGDKPKPPIRGPPPKRKRV 

YFROlOW^omolog 1239bp public: 1..1239(SEQ ID NO 419) 

ATGGTTTTAGGCACTCCAGACAAGAATTTGCCTTCAAAGCCAGTTC 

TTGAATAAAAATCAATTGGTTAAAGTTAGTAATGAACCTAGTGGGTTGACC/^ 

TACTTGAACTCAAGTTTACAAACAATATTCCATATTGATGATGTGAATAAC^ 

TTTGGTGGAGCCAATCAAGCCAATAGTGCCTTTGTGTTGTCAT^ 

AAAAAACAAGAAGTTATAACTCCTTCTAGATmCTTTCTCT^^ 

GAACAACAAAATGGTATTTATAAACAACAAGACGCCGAAGAAGCATTTTCCC^^ 

AGAAGCGAATTGAAAATAGATGATGTGTTCAAAATTACATTTAACACCAA^ 

CCAGAAGATGTCACaVGAAGGGTTTGAAGAAGCATATAAATTGAATTGTCATAT^ 

TTTTTGAGAGATGGATTGTTGGCTGGATTAAAAGAAACGATTGAAAAACATAATTC^ 

GATACTGAGTATGAAACAACCAAGACCATAACTAGATTACCAAAATACTTGACAGTACAT^^ 

TTTTTCTGGAAACGAGACATCAATAAGAAATCCAAGATTTTGAGAAAGGT^^ 

GATTTAGCAGAAATGTTGGATGTATCAATAAAGGCAGATAAAGTTTCCAATAGAGATACAATTAG^^ 
GTTGAAAAAGATAATTTGGATATGATAAGAGATTTCAAAAAGACCAAAAATGACACCAGT^ 

ttggaacaacaagaggaggatgagatgaaaataacatcaatcaagagt 

agcgctttgcccaacgttgattttaacaccaccacagaaaacccttctagtgtgtatgaatta;^ 

gtcattactcatgctggatcatctgcogatggtggtcattataaagcata^^ 

ttggatggcgagagatggtggttatttaacxsatgataaqgtgagcrc 

actttagctggcggtggtgaaagcgactcagctttattattgattt^^ 

YFROlOW^homolog 412aa(SEQ ID NO 420) 

M\n:.GTPDKNLPSKPVEKQWLEDLNKNQLVKVSNEPSGLTNLGNTCYLNSSLQTIF^ 

FGGANQANSAFVLSLKSMFQQMSKKQEVITPSTFLSLFRRSYPQFAEQQNGIYKQQDAEEAFSQILSSL 

RSELKIDDVFKITFNTKTQCI^IPEDVTEGFEEAYKLNCHIGVKTNFLRDGLLAGLKETIEKHNSTL^ 

DTEYETTKTITRLPKYLTVHFIRFFWKRDINKKSKILRKVQFPFEIJ)LAEMLDVSII^ 

\^KDNLDMIRDFKKTKNDTSLTPLEQQEEDEMKITSIKSKFKDDLNSALPNVDFOTTTEWP^ 

VITHAGSSADGGHYKAYVKDPTDLDGERWWLFNDDKVSSVNKEKIETLAGGGESDSALLLIYKGLGL 

YFR052W_homolog 834bp public: 1..834(SEQ ID NO 421) 

ATGTCTTTACAAAAACTCACTGCAGAAATATACTCACTATTTGGAAAAGGAGATTATCAATO 

CAATTACTTGCTCCGATTAAACTAGAATTAGTCAAACATGATTTGTTXX;!^ 
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ACXGATAAAAACCAAATTAATGATTTGAGAATTGCCXyUUVGAAT^ 
TTATTAACCAACAACTATTCCGGTTTTGAGAATTATTTTQCTC 

TACTTGTTGAGTCAGGGTTTGATTTCAAAATTCC^ 

TATGATGCCaUlCAAGACAAGTATTTACAATTTCXMVATAAAT^ 

TACATAAAAATCTGGAAGTTATTAAAAGAAGAGAAAAACOTAOrATGTC 

GATACTTTGATAAATGCTTTACG1TTTGAAATT<^ 

ATTTCTAATTGCAAGAATTTATTATATTTACCACAAGAATO 

AAGGAAACTTATCAAGTTGATAATTGGAAATTCGAGGATGGAGCT 

GAAACCAATGTTGATAACCAATCGGTTATAAAGAATTTATTAGGGTACGCTCA^ 

GTATAA 

YFR052W.hoinolog 277aa(SBQ ID NO 422) 

MSLQKLTAEIYSLFGKGDYQGCQQLLAPIKLELVKHDLLVPLPSNTTDKNQINDIiRI^ 

LLTNNYSGFENYFAQLRPFYSNPia^HiniQKVHIim)ITK^ 

YDAQQDKYLQFPINLESNLMEGENyiKrWKLLKEEK^ 

ISNOKNLLYLPQELSDANFEKTLKETYQVDNWKFEDGVIYFTKNENE^ 

V 

YGL080W_homolog 354bp public; 1..354(SEQ ID NO 423) 

atgtcatcatttaaaaaattcactgattttttattt^^ 

catttttggggtccagtatcaaattttgggattoct 

gatttaattagtggaccaatgactggttcattaatactttattc^^ 

gcagttactcctcaaaattatttattatttgqglt^^ 

ggatttagatgggttaaacmx:actatgatacttcttcaaatgat^ 

CAAAATTGA 

YGL080W_homolog I17aa(SEQ ID NO 424) 

mssfkkftdflfskqslryvctthfwgpvsnfgipiaaildlkkdpdlisgpmtcslilyslv^ 
avtpqimilfgchfvnei^qlsqgfrwvkhhydtssndgedtkkitqn 

YGR070W_hoinolog 4146bp public: 1..4146(SEQ ID NO 425) 

atgtcgagtaatagttcttggtctaacaacgattcttaccaactc^^ 

aaccataacccacatttaatgtcacaacaacactcacaatctgtaaatattccttct 

caagcatttatagaacaacaacaacaaccaccacaaccacaaccacaacaatatccgcaagatc 

gctcataacaaaaacccaccaatcaataatcgttttcatcaatcacaaccaccacaactgcg^ 

tacatcccatccaaacaagaacaaatgcaacaaccttacccaactgcx:gaacaaaataatca^ 

cctccaccacaggaaagatcatatagtttttcatcgactatggatcctggctc^ 

ccacctaatttttcacaaaggaaccaatcattttctc^ 

tatccgcagtcatxccataaggcatataaccaacaaacccacactcaccaaggt^ 

TACATTGCGCAAAGACAAAACATGCCACCTGGATATATTAAC^ 

TCAGTATCATCTTTGACTCAAGATAGGACAGGAGCACXAGTACAACACCTTC 

GATGATCCTGGATATCAACTACAACCACTGGCAATTCAATCACyva:^ 

CAACAGCCTCCyiCTCCAGACACXSTAGACAACTTOGTAAGGCCCCTTTC 

ACTGATCAAGTTTACTATAGCCCTGATGCTAGAAGAATTGTTTCCACACCTACAC^ 

CCCACTCCCATACCACCAGAAGCTAGAACAAAATCACTTACTTCGGCATCATTAAAACACCAGAAACAA 

CCACTGCAACCTCTGCAACCATATTTO^AACAAATC^^ 

AATTCCTCCAGCAGTTCCCTTCATCATACATTTTCXOT 

AGTAAATTGTCGTCTTTATCAACTAAGAAATTCGGTTCCTCTTCATCCGTC^ 

CGTTATCAATCCAGTGGAACTATTAGAAACAATCACAATCATAACCACACCAACCAAACTAGCCACAAC 

ATTCATTATGCTAAACCATCAGTATATCCXXXIAArrTTATCTGAAGTG^ 

ATTATTTTGACGATCAACACCAAGGATGGTTTGGAATACCATGATACTTTTACC^ 

GATATATTATGTCGCATTATTCGAACAAATGATOGTAACTTGGCCI^^ 

GCTCAGAAGTTTTTCCATGATGTTACTTACAATCATAGATTAAGGGATT^ 

TTTAACAATGTTTATAATGATGTTGATTTTTTCAACGA^ 

GGGGAAAATAGTGCATTAAATTCCAAACATGGGTCGTTTCTTGATAGCAGCA 

TTGAATGACCATATATCCGATTATCATACCTCACAAAGCAGTGGATCATTAACTAAAATTGCTAGTAG 

GCCACTGGTAATGGTTCAGTAGGTGTTGCTGGTAAGGAGTTGAGTGC^ 

GGAGTTTTCACTATTTTGACAGAATGTTATTCGCCCACATG^ 

GCCTGTCCAAGAAGATTAGAGCAACAAGCTAGATTAAATTTGAAACCTCAAGGTGGT^^ 
GTTTCAAAATTATCATTGCATGATCAGGAAGAAACCGAAACTTTATGGCACA^ 
GTTTTAGATAAATTAGACAAGCATGAAAAGACTCGACAAGAATTGATTTATGA^ 
CGTGACTACGTCAAGGATTTGGAATTTATGACPGATTTCT 
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AATATTATTCXTGATTACCAAAGAGAAACAT^ 

AGATTGGCCAAGAGACTCA(?rGAAGCATTAACTCGAAGACA^ 

ATTGGTGATGTATTTTTAGATTATCTTGGTGAT^^ 

TTTGCTACTTTTGAACATCAAAGACAACAACAA3COTAATATC 

GAAAAGAAACCAGAATCGAGAAGACAAGATTTATCATCTTT^^ 

AGATACCAGTTATTGTTATCX3GGTATTTTGAAACATAGGAAG(^^ 

AOJAAAGCAAAAGAAGAGATTGAGAAATTATTGGTGAAAATCAATATCCAAAC^ 

CGACACAAAGTCATGGTTTTGCATAGGTTATTGGGCAAACAAACTT^^ 

TTATCCTACAATAATCGTATTATCTATCAAGTGACTTTGAATAGAAAGAGGGATAA 

TTATACTTGTTTGAACATGCGTTGTTATTAGTGAAACACAA 

GTATTTGAAAAACCAATGTATTTACCATTGTTATTTGTC 

ACyuVTCATGCCTCATAGATACCATGGATCCTTGGTATCT^ 

TCTAATTATATTGGTAATACTTTGAATTCTTCATC^ 

GGTAGTAATCAAGTTCACGCCTCATTATTTGCTCATGACTTGA 

ATATCGGCCCAACAGAAGAAATTAATTGATGCTAATGACATTTTTTCAT^ 

AGATTCACnXX3GAATAATAAAATCAATTGTGCTGTTCC^^ 

ACTGATTCAGGGGTATGGGTTAGTACTGTTCGTTaU^T^^ 

GATCCCACTATGGTCATTTCCAAAACTTATGTCACTCAAATTC 

TTAGTATTGAGTGACAAATCATTATATGAATTTGATTTATCTTGT^ 

AATACCAAACTGGGGAAATTGCTTTTGAGTCATGTGTC^ 

TTGCTAGTGATTGGTGOTAGAACAGGTAGTCTGCATTCAAT^ 

GATAAATCGAATAAGAATAAGAACAAGAGATTAGAAATTCAAGAAATTAATTTCAG 

TCCATCTCATTTTTGAAGACTAAACTTTGTATTGGGTGTX^ 

ACAGGAACCAAAGAATOSATTTTGGATGAAGCAGACXXnrrc 

gtgacaccattagcaattcatcgattaggacgtgattt(^ 

atcaatcgaaatggatggagaacaaatcatgattgggggatattt^ 

gcgattttcttcccrrtacttgctatcatttgaacx^ 

aatttattaagagctttaacgggagagaatattagattott^ 

gcttgtgaagaaaatggatatgatattattattixx:attoat^^ 

ACATAA 

YGROVOW.homoXog 1381aa(SEQ ID NO 426) 

MSSNSSWSNNDSYQSRNNPNNGNNHNPHLMSQQHSQSVNIPSHLLPQAFIEQQQQPPQPQPQQYPQDGQ 

AHinCNPPINWRFHQSQPPQSimQYIPSKQEQMQQPYPTAEQNNQHFPPPQERSYSFSSTMDPGSPSKOT 

PPNFSQRNQSFSGYQQPPPQQQQYPQSPHKAYNQQTHTHQGGLQQPYIAQRQNMPPGYINQNPYSQQNR 

SVSSLTQDRTGAPVQHLPYPVNNDDPGYQLQPSAIQSHHPPQQQQQQQPPLQTRRQLRKAPSSNLPPIQ 

TDQVYYSPDARRIVSTPTHQQNFPTPIPPEARTKSLTSASLKHQKQPSQPSQPYFQQISESPGKDSNAR 

NSSSSSLHHTFSLTSKSRSFTSISKLSSLSTKKFGSSSSVNT^^CLDRYQSSGTIRmJHNHl^ 

IHYAKPSVYPAILSEVAKLFKEAIILTINTKDGLEYHDrFTGKMAVDILCRI 

AQKFFHOVTYNHRLRDSVHEIYAFNNVYin^VDFFNEENGGAGSVSNGENSALNSKHGSF]^ 

im^HISDYHTSQSSGSLTKIASSATGNGSVGVAGKELSASQQTGVNGVFTILTECYSPTCSRNSLCT 

ACPRRLEQQARLNLKPQGGMJRAVSKLSLHDQEETETLWHIOWQSVLDKLDKHEKTRQ 

RDYVKDLEFMTDFYIMPLRNPANNIIPDYQRETFIQTW?X5GVPDLLRIAK^ 

IGDVFLDYVGDFEPFVTYSGNKVFATFEHERQQQVNMKYARFLDAIEKKPESRRQDLSSFLIKGVQRPA 

RYQLLLSGILKHTKPESPDYKYLTKAKEEIEKLLVKINrQTGECTDRHKVmn^HRLl^KQTLENRTO 

LSYNNRIIYQVTLl«UCRDNEKIDLYLFEHALLL\mHKIQNKREQHKVFEKP>^ 

TrMPHRYHGSLVSDTSIRPQRAESl^ICa«'LNSSSTPKFQLNFFGU3SNQ\mASLF 

ISAQQKKLIDANDIFSIX:KFETRRFT(aWKINCAVPCYGGKKLLYGTDSGV^ 

DPTM\n:SKTYVTQIE\aVEYSKLLVLSDKSLYEPDLSCTDSLDHVKNTKSGKL^ 

LLVIGARTGSSHSICIFEPVNPFDKSNKNKNKRLEIQEINFSSDPISISFLKTKLCIGCAKGFBILSSQ 
TGTKESILDEADPSLDFATQRESVTPLAIEfRIiGIU)FLIX:YSEFVFLINRNGWRTNm 
AIFFPYIiLSFEPGFV^IRDLHTTNLLRALTGENIRFLHSNEHEAMFACEEMGYDIIISIDFI^KPKSP 
T 

YGRl32C_homolog 966bp public: 1..966(SEQ ID NO 427) 

ATGCTCATTATTGACACCAAAATAATTTCTTCACCTTTTTm 

ACAGTTTCTTCCCCTCTGCTACTGCTAAACGTCCAATCAAACACTATGTCA^ 

GTTTCTAAAATAGCCTTGCCAGCTGGTATCACCATTGCATTCGC^ 

GGGGGTAAGCGTGCAGTTATATTTGACCGTTTAAAGGGGGTCAAACAGGGAGTTAT^ 

CACTTTTTGGTGCCATGGTTACAAAAGGCAGTGATATTTCATGTTAGAGT^ 

ACCACTACAGGATCTAAGGATTTACAGAATGTTTCATTCACATTGAGGGTGTTGAGTAGACCCGAA 

AGAAAATTGCCTACTATTTACCAAACTTTGGGGTTGGATTACGGGGAA^ 

AATGAAATTTTGAAATCGATTGTGGCACAATTTGATGCTGCTC 
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TCTCX:CAGAATAAGACAAGAGTTGTCAAGAAGAGCCGCAGAGTTCyVATATAG 

ATTACACATATGACATTTGGTAGAGAGTT^CCAAAGCCGTGGAAAAGA^ 

GCAGAAAGATCAAAGTTCCTTGTGGAGAGAGCAGAACAGGAAAAGAAGGCTGCGATTA 

GGGGAGGCCGAATCAGCAGACGTTGTTT(XAAGGCGTTGG 

AGAAGATTGGAGGCATCAAAGGACATTGCATCAACMTOGj^ 

AATGGTGGCGCTGGCGGCAGCGATAGCGACGGGTCCAAAAACTCATTATTC 

YGR132C_homolog 321aa(SEQ ID NO 428) 

MLIIDTKIISSPFFSSFSFFKTSWSSPSLSLIWQSNTMSQRIADFVSKIALPAGITIALAQSALTO 
GGKRAVIFDRUCGVKQGVIGEGTHFLVPWIjQKAVIFDVRVEPRVITTTTC 

RKLPTIYQTLGLDYGERVLPAIGNEILKSIVAQFDAAELITQREWSARIRQELSRRAAEFNIELEDVS 

ITHMTFGREFTKAVEIOCQIAQQDAERSKFLVERAEQEKKAAIIRAEGEAESADWSKAIi^^ 

RRLEASKDIASTLANSPNITYLPNGGAGGSDSDGSKNSLLLNIGR 

YGR135W_hoinolog 756bp public: I..756(SEQ ID NO 429) 
ATGTCAAGAAGATACGATTCAAGAACCACTATTTTTTCACCAGAAGGT^ 

GCTCAAGAAGCCATATCCAATGCTGGTACAGCCATAGGGATATTATCTCCTGAAGGTGTCGT^^ 

TGTGAAAAGAAAGTCACCTCCAAGTTATTGGACGATCATGGATCAGCTGAAAAATC 

GATCAAATGATTTGCGCTGTTGCTGGTATGACTGCCGATGCATCAA^ 

avAGCCCAACAGTATTTGAAGTTGTAOGACXSAAGAGATTCC^^ 

GATGTCAAACAAGGTTATACCCAACATGGTCGGTTGAGACCATTTGGTC 

TATGATGACAGATATaUlTTCCAATTGTTTACATCGAATC(^ 

ACTAGTATTGGTGCTAACAATTCTGCTGCTCAAACn^ 

TTAAAAGATGCATGCGAATTGGCTATCAAGGTTTOATCAAA^ 

GAAAAATTAGAATTCGCTACCTTAAGTTTGGGCAAAGACAACAAAGTGT^^ 

AAAGATATTGACATCCTAATTAAGGCTTCGGGGGTTTTGAACGAAAAAAATAG 

YGR135VL.homolog 251aa(SEQ ID NO 430) 

MSRRYDSRTTIFSPBGRLYQVEYAQEAISNAGTAIGILSPEGVVLACEKKVTSKLLDDDGSAEKLYIIN 
DQMICAVAGMTADASILVNNARIQAQQYLKLYDEEIPCEMLINRVCDVKQGYTQHGGLRPFGVSFLYAG 
YDDRYQFQLFTSNPSGNYSGWKATSIGANNSAAQTLLKKDYKDDLTLKDACELAIKVLSKTm 

eklefatlslgkdnkvlhkiwndkdidilikasgvlneknsdde 

YGR155W_homolog 1491bp public: 1..1491(SEQ ID NO 431) 

ATGACATCTACAAACAAACCACCAG(XTTAAAAGAAGATATTTTAGAACTTATTC 

GTCAAATTGAAO^AAATTCCACAATCXTTGGGAATTAAAGCCAAGGTCTAT^ 

AATGCCGGAGGATCAATTAAAGATAGAATTGCCAAAAATATGGTATTGGA^ 

ATCAAACCAGGCTATACTTTGATTGAACCAACCTCAGGTAATACTGGTATTGGI^^ 

GCCGTTCGTGGATACAGAACCATCATTACCTTACCAGAAAAAATGTCAAACGAAAAAGTTTCTGT^^ 

AAAGCCTTAGGTGCTOAAATCATTAGAACTCCAACTGAAGCTGC^ 

GGTGTTGCTAAAAAATTGGAAAAAGAAATACCAAACnCTATTATTT^ 

AACCCAGATGCTCATTATTATGGTACTGGTTATGAAATTTGGGAACAAACTGAAGGTi^^ 

TTGGTTGCTGGTGCTGGTACTGGTGGTACCATCACTGGTATTTCCA 

AAGArrCATGTTACTGGTGCTGACCCAAAAGGTTCTATTTTAGCTC 

ACCGAAGGTTACTTGGTTGAAGGTATTGGrrATGATTTTATTCCA 

GATGATTGGATCAAAACAGATGATGCTGAATCTTTTAAATTGGCTAG^^ 

ATTTTGGTTGGTGGTTCTTCTGGTTCTGCCTTACAAGC^^ 

GACGATACTGTCGTTGTTGTTTTCCCAGATTCCATCAGAT^ 

TGGTTAATCTCCAATGGATTCGAAGTTGAAGATTCACmSGTC 

GGTAAGACTATCAAGGAOTTGGTTGCTGGCAAAGCrcCAGTTGTC^^ 

GCCAAGACTTTTGATTTATTGCAATCCAATGGGTTTGATC^ 

TTAGTTGGTTTGATCACCTTATCCAAGATATTGAAATCTTTATCCACTAAAAAGATTCAA^ 
TCAATCAGTTCGATCATCATTGAriTCAGAAAGTTGGCTGAlTTTG;^^ 

AAATCAGGATTCACTAAGAGAAGTTATGAACCAATCAAGTTGGACACCCCATTAGCTGCTTTG^ 

TTCTTTGAAACCAATTCAAATGCTATAATCACAGATGATGAATTGAAACCAGTTCAAATO 

GTCGATTTGCTTTCGTATTTGACTAAAAAaXH*AGTTTTO 

YGR155W_homolog 496aa(SEQ ID NO 432) 

MTSTNKPPALKBDILELIGNTPLVKLNKIPQSLGIKAKWAKV^LFNAGGSI 

IKPGYTLIEPTSGNTGIGLALVGAVRGYRTIITLPEKMSNEKVSVLKALGAEIIRTPTEAAWDSPESHI 
GVAKKLEKEIPNSIILDQYGNPANPDAHYYGTGYEIWEQTEGKITHLVAGAGTGGTITGISKYLKEKNS 
KIHVTGADPKGSILAEPESLNNSTEGYLVEGIGYDFIPDVLNRKYVDDWIKTDDAESFKLARRI 
ILVGGSSGSALQAALQVAKDLTEDDTVWVFPDSIRSYLSKFADDEWLISNGFEVEDSPGANKADEFLN 
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GKTIKDLVAGKAPVVT\rrLSDWAKTFDLLQSNGFIXiLPVIJJN^^ 

SISSIIIDFRKLADFEKSFTITKKSGFTKRSYEPIiOLiDTPLAALI^ 

VDLLSYLTKNASF 

YHR138C_homolog 384bp public: I..384(SEQ ID NO 433) 

ATCAATCAAAATAAGAAATTAACTGGTTTAATATTATTAGC^ 

TTTAAAACAATTTCCCAAATAACTGCCATCAGATCATT^ 

ACTAATACTAAATCAACAATGTCAGATTCCAAAGGTTACMTATCACTTTGA^^ 

TCCGAAGCTAGTTCAATTAAATCAAAGATTACTGAATTG 

ATCAAAGGATTTTCTGCTCAATTGCCAACTATCCATGCTGAA 

GCCAATATTGAAGAAGATGGTGAAGTTCGTACACAATAA 



YHR138C_hoinolog I27aa(SEQ ID NO 434) 

MNQNKKLTGLILUIIISIITLFNFKTISQITAIRSFVSPASSTATNTNTKSI^ 
SEASSIKSKITELOGKITOBFSLIKGFSAQLPTIHAEALPKDFAGIANIEEDGEVRTQ 

YHRl79W_homolog 1212bp pxiblic: 1..1212(SEQ ID NO 435) 

atgacaatcgataacgaaggcattgtcattaaaccattgggttcaacaaaatta^ 

cttggttttaacactttatcacaaagaatagcattt^ 

aatatccctaccgatttacaattagagtattattctcaacgatcagaatatc^ 

actgaagcaacttatacatcacxw:aaggtggattagtacx;atatgt^ 

caaactaaaagttogaagaaaattaatgatgggattcat^ 

TGGTATTTAGGTAGAGTTGCTAATCCTAAAAATTTGAAAGAT^ 

TCAGTTTATTGGAATGAAGAAAGTGAAAAATTQGCCAAAGAAGCTGGAAATGAAT^^ 

GAAGAAGAGATCGATCACATTGTTGAAGTTGAATATCCGAATGCTGCTAAACGT^ 

tttgattatatcgaagtgcattcagctcatggttacitgttaga 

aaaagaactgataaatatggttgtggtagtattgaaaatcgtgctcgtttato 

aaattgattgatatagttggagctgaaagattagctatccgittatcaccatc 

GTTGACGTCGAAGGAGAAGAAATTCATAGTTATATCATTGATCAATTACAAGAAAGGGCA^ 

AATGAATTAGCGTATATTTCTCTTGTTGAACCACXmJTTCAAGCAAGT^^ 

CAAGTTGGCTCAAATGAATTTATTTTGAAACATTGGAAGGGGJ^ 

CATGAATTAAATAAAATTAATGAAGATATTAATAATGATAGAACTOT 

ATTTCTAATCCTGATTTAGTGAAAAAATTACyiTGATGGGATTTC 

TTTTATAATCATGATAATTTTGGATATAATACTTGGATTAAATATGGAGAAAATAAA 

CyUlGAAGAAAGGAAAAAATTGGGTAAACCTTTAGCTTAG 

YHR179W_homolog 403aa(SEQ ID NO 436) 

MTIDNEGIVIKPLGSTKLFQPIKLGFNTLSQRIAFAPSTRYRATKDNIPTDLQLEYYSQRSEYPGTLII 

TEATYTSRQGGLWYWGIYNDAQTKSWKKINDAIHANGSFSSVQLWYLGRVANPKNLra 

SVYWNEESEKUVKEAGNELRELTEEEIDHIVEVEYPNAAKRAIEAGFDYIEWSAHGY 

KRTDKYGCGSIECmARLLLRIlbKLIDIVGAERIJUlRLSPWATFQNVDVEGEEIHSYIIDQ 

NEIJVYISLVEPRVQASWDIAKENQVGSNEFILiaiWKGK\n:RAGTYAHELNK^ 

ISNPDLVKKLHDGISLTPYERATFYOTTONFGYNTWIKYGanCVFNEQEERKI^ 

YIL074C_homolog 1392bp public: l..I392(SEQ ID NO 437) 

ATGTCATCTCCTCAACAAATTGTCAACTCATTCCAACAAGCCTTGAATTO 

GTTTCTACATCACCAACTCAATCATTCTTGAGTCAATATGTTCCAAGC^ 

CCTTTCAAAACTGGTGATATCAAAATTTTATTATTGGAAAATGTTAACC^^ 

AAAAACCAAGGTTACCAAGTTGAATTTTATAAATCATCATOACCCGAAGATGAATTATO 

AAAGATGTTCATGCCATTGGTATTAGATCAAAGACTAAATTAACAGAAAAAATCCCT 

GGTATCGCTGTTTTC^ACTCTCCATTTTCAAATTCTAGATC 

ATTACTTTGGCTAGACAATTGGGTGATCGTTCAATCGAATTGCACACTGGTACTTGGAATA^ 

GCCAAATGTTGGGAAATCAGAGGTAAAAOTTTGGGTATTGTAGGTTATGGTCACATT^ 

YCXGTCTTGGCTGAAGCTATGGGTATGAATGTTATCTATTATGATGTCATGACCATTATGTC 

AACTCGAAACAAGTTGAAAGTTTGGACGAATTGTTGAAAAAAGCCGATOT^ 

GCTACTCCAGAAACCAAGAACTTGTTGAGTGCrCCACAATTTGCCGCTATGAAAGAT^ 

ATAAATGCTTCTAGAGGTACTGTTGTTGATATCCCAGCTTTGGTTCAAGCCAT^ 

GCTGGTGCCGCTTTAGATCTTTACCCTCATGAACCAGCAAAGAATGGTGAA^ 

TTGAATGAATGGGCCAGTGAATTGTGTTCATTGAGAAATGTGATTT^ 

ACCGAAGAAGCCCAATCTGCTATTGGTATTGAAGTTXKa'AATTCATTGACC^^ 

GCCTCTCAAGGTGCTGTTAACTTCCCAGAAGTTTCATTGAGAC^ 
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CATAACATTGAGAAACAATTCTCCGATTCTC^ 

GTTGATATCAGOGATATACAGTCATTATATGAACAATTAGAACAAAC^ 
TTGTTGTATTAA 

YIL074C.homolog 463aa(SEQ ID NO 438) 

MSSP(K2IVNSF(K2ALNLSGSPNAVSTSPTQSFLSQYVPSKPAKALKPFKT6D1K^ 
KNQGYQVEFYKSSLPEDELLEKIia)VHAIGIRSiCPia[.TEKILKAAK^ 
GIAVFNSPFSNSRSVAELVIAEIITLARQLGDRSIELHTGTWNKVSAKCWEIRGK^^ 
SVLAEAMGMNVIYYDVMTIMSLGNSKQVESLDELLKKADFVTL 

INASRGTVVDIPALVQAMKAGKIAGAALDVYPHEPAKNGEGLFSDSLNEWASELCSLRNVI^^ 

TEEAQSAIGIEVGNSLTKYINEGASQGAVNFPEVSLRPLDLDQQNVVRVLYIHQNVP^^ 

HNIEKQFSDSQGDIAYLMADISDVDISDIQSLYEQLEQTPYKIATRLIiY 



YIR037W_homolog 486bp public: 1. .4B6(SEQ ID NO 439) 

ATCTCTCAATTTTACGAATTAGCTCaUUVAGACGO^^ 

GGGAAAGTTGTCCITATCGTCAATGTTGCrTC 

GAA'ITGAATAAGAAATTTGCrcATCAACXAGTAauyiT^^ 

CAAGAACCAGGTAGTAACGAAGAAATTGGATCATTCTCTT^ 

TTGGATAAAATTGAAGTCAATXXm5ACAATACa5ATCCAGT^ 

GGTGTTTTGGGATTGACCAGAATTAAATGGAATTTTGAAAAAT^ 

ATTGAAAGATTCAGTTCATTGACTAGTCCAGAAAGTATCGGTACCAAGATTO 

TAA 

YIR037W_hoinoIog 161aa(SEQ ID NO 440) 

MSQFYEI^KDAKGEPYPFEQLKGKV\rt,IVNVASKCGFTPQYKGLEELNKKFADQP^ 

QEPGSNEEIGSFCSIiNYGVTFPVLDKIEVNGDNTDPVYKYLKSQKSGVLGLTRIKWNFEKFLI^ 

lERFSSLTSPESIGTKIEELLKK 

YJR096W_homolog 849bp public: 1..849(SEQ ID NO 441) 

ATGTCATATCGATTAATCAAACTCAATTCCGGTCATACCATTCCATCAATTGGATO 

ATCCCAAGAAATAAAACGGTTTCGGTAGTTTATGAAGCTTGTAAAGTT^^ 

GCAGTGTTATATGGAAACGAAGAAGAAGTCATTGAAGGTATAAGTAAAT^^ 

ATACCAaSATCTXSAGTTTTTTTACACCAOiAAGC^^ 

CAAGCCATTTCAACAATGATGGCTCAAGTTGGTGATAAATTAGAATATATTC 

TCTCCATTACCAGGTAAGACCAAACGTTTAGAAAGCTGGATVAGTTTTGC^ 

TGGATTAAAAACATTGGGGTTTCTAATTATGGTAAAC^ 

ATCCCTCCAGCTGTCAATCAAATTGAAATTAGTCGTTGGTGTATGAGACAGGATTTAG^ 

TTAAGTAAAGGTATCAATGTTGAGGCATATGCACCATTAACCCATGGTAACA^ 

ACTGAATTTCAAGAAATTATGCAAAAGTATAATAAATCAGCTGCTCAAATATTGAT^ 

CAAAAAGGTTATATACCATTACCAAAAACAAAAACTCCATCTCGATTAAAGGAAAATCTT^ 

GATTTTGAATTGACrAATGAAGAAATTAAGGCTATTGATCAACCTC 

GAATGTACTGATGCTCCATAG 

YJR096W_hoinolog 282aa(SEQ ID NO 442) 

MSYRLIKU^SGHTIPSIGLGCYDIPRNKWSVVYEACKVGYRHFDTAVLYGNEEEVIEGISKFLRENPN 

IPRSEFFYTTKLWNNQI^TSSTKQAISTMMAQVGDKLEYIDLLLIHSPLPGKTKRLESWKV^ 

WIKNIGVS^nfGKHHIEELLTNATIPPAWQIEISPWCMRQDLATWCLSKGINVEAYAPLTHGNKLQ^^ 

TEFQEIMQKYNKSAAQILIKWSLQKGYIPLPKTKTPSRLKENLSVDDFELTNEEIKAIDQPDAYEPTDW 
ECTDAP 

YKL196C_hoinolog 603bp public: 1..603(SEQ ID NO 443) 

ATGAAGATTTATTACATTGGTATTTTAAGATCAAGTGGAGACAAGGCTTO 

GATTTATCACAGTTTTCCTTTTTCGAAAGAAATGGGGTATC^ 

GTATCCCAAAGAACTCAACCTGGACAGAGACAAAGTGTTGAAGAAGGTAATTATATTGGT^ 

ACCAGATCAGAAGGAATTTCTGGTATCATTATAACGGACAAAGATTACCCTGTAAGACCAGCATATACA 

TTAATAAATAAAATCTTGGAAGAATATTTATCATTGCATCCTAAATCTC 

GCAAATGAAACTTTACAATATGGACAATTAGAAGCATATTTGAAAAAATATCAAGATC 

GATTCAATCATGAAAGTTCAACAAGAATTAGATGATACTAAGGTTGTT^ 

GTTTTACAAAGAGGAGAGAAATTAGATTCATTGGTTGACAAATCAGAAGCATTC 

ATGTTTTATAAACAAGCAAAGAAAACCAATTCnrrGTT^^ 
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YKL196C_homolog 200aa(SEQ ID NO 444) 

MKIYYIGILRSSGDKALELTSARDLSQFSFFERNGVSQFMTFFAEWSQRTXiPGQRQSVEEGNYIGH^^ 

TRSEGISGIIITDKDYPVRPAYTLINKILEEYLSLHPKSDWENIDKANETLQYGQLEAYL!^ 

DSIMKVQQELDDTKVVLHKTIEGVLQRGEKLDSLVDKSEALSSSSRMFYKQAK^ 

YKR076W_homolog 771bp public: 1. .771(SEQ ID NO 445) 

ATGGATGACAAAGGGTGGAGATTTCCTACAAAGGAAGAATTGAAGACAtTA 

TCATTAGGTACACCTGACCATAACTATGATTTTTCXICGTC^ 

GAATACGAGGGAAGATTCACAGTTCCAGTATTGTGGGACA^^ 

TCTGCTGAAATCATCAGAATGTTGAATACTGAATTCAATAG^^ 

GATCTTGTTCCAAAAGACTTAGAATCTCAGATTGATGAATTG^^ 

AATGGTGTrrATAAAGCTCGATTTGCATCaiAGCAA 

GATCATTTGGACAAAGTCGAAGCCATTTTGGAGAAAAA^^ 

TTGGGCAACCAATTGACTGAAGCAGATATaVGATTGTACACAACAAT^ 

GTTCAACACTTTAAGTGTAATATTGGTACAATCAGAACT 

TTATTGTATTGGAAGATTCCTGGTTTCCAAGAAACTAOIA^ 

AAATCTCATATCAAGATTAATCCATACGGTATAACACOVTTGGGTCCA^ 

GAAGAAAAGTAA 

YKR076W_homolog 256aa(SEQ ID NO 446) 

MDDKGWRFPTKEELKTLKTEDDISLGTPDHNYDFSRLRELYFKAEPEYEGRFTVPVLVTOKK^ 
SAEIIRMIOTEFNSILPSEYAEVT)LVPKDLESQIDBLNSWIYDNINNGVYKAGFASKQE\nfAK^ 
DHLDKVEAILEKNHNGSKKGEFLLGNQLTEADIRLYTTIIRFDPVYVQHFKCNIGTIRTHYPYIH^ 
LLYWKIPGFQETTNFEHIKYHYTKSHIKINPYGITPLGPVPNILPLEEK 

YKR092C_homolog 1287bp public: l.-1287(SEQ ID NO 447) 
ATGGGTCAGTGTGGCTGGGGAGAGGGAATATTTAGCAGCCAGAGGAAAAAGAG 
GGGCTCATCTCTCTCTCTCTCTCTTACTCACACAIUUUSA^ 
TTGGAAAAAAATTTTTTTTTTAATTT<^^ 

ATAGCAAAGATGAGTTCCAATACTCAAGATTTAGTTTTAGCTTATATTAATGATTATC 

GAAGAATTGTCAAAGTTGAAGAAGGCATTATCGAAATTCrrAGCAGGCAJ^ 

AAACAGTTGGAATCCATTATTGATGAAGTGGAAAATCAAGAAAAGAAAAGCAAACCi^ 

TCTGATAGTGAAGACTCTTCATCTGAGAGTGAAAGCTCCACTTCGGACAGCGAAAGCTCCTCC^ 

AGCGACAGCTCTTCCTCAGACAGTGAAAGTTCTTCCTCAGACAGTC 

GACAGCGATGACGAGGAAGACAAGGAAGACAAGGAAGCAGAAAAAGATAACAAAGACAGCGAAGACAGC 

GAAAACGAAAAAGTGGAAGAAGACAACAAAGACACCAGCTCTGATTCAAGTTCCA6TTCCG 

TCTGATTCAGACTCAGACTCAAGCTCCAGCTCTGATTeAAGTTCTGACTCTGAT^ 

GACTCCAGCTCCAGCTCTGATTCCGACTCCAGCTCCAGCTCTGAT^ 

AGTGACAGTGACGACAATTCCTCAGAAAGTAGTTCroAAGACGAAGAATCATC 

AAAGAGGAACAAAAACAACCAGAAGACAAGAAAAGAAAGCACACAGATGATATCAAAGAAGAAAAACCA 
GTTAAAAAGTTCAAAAACGAGTCAGAATCATCAGCATCATCTTCTACTGATTC 
GAACCAGAATTAAAGCCAGGCCAAAGAAAACATTTTTCTAGAATAGATAGAAGTAAAGTO 
AATTCAGTATTACAAGACAATACTTACAAGGGAGCTGCAGGAACTTGGGGAGA 

TTATTACAAGTCAGAGGTAAAGATTTCACAAAGAATAAAAATAAAATGAAGAGAGGAAGTTATAAAGGA 
GGTAGTATCACTTTAGCTAGTGGGTCCTATAAATTCGAAGATTAG 

YKR092C_hoinoIog 428aa(SEQ ID NO 448) 

MGECGWGEGIFSSQRKKRPRFVFGLISLSLSYSHKRRATIKVCPNGLEKNFFFNFFFHLLKSQLIiQLLP 

lAKMSSNTQDLVI^YINDYVSRNEELSKLKKALSKFLAGKELPKVSKQLESIIDEVENQEKKSKPRNS^ 

SDSEDSSSESESSTSDSESSSSDSDSSSSDSESSSSDSESSSSDSEDSDDEEDKEDKEAEKDNKDSEDS 

ENEKVEEDNKDTSSDSSSSSDSKSDSDSDSSSSSDSSSDSDSSSDSDSSSSSDSDSSSSSDSDSDSDSD 

SDSDDNSSESSSEDEESSSDSESKEEQKQPEDKKRKHTDDIKEEKPVKKFKNESESSASSSTDSIPATP 

EPELKPGQRKHFSRIDRSKVNFENSVLQDNTYKGAAGTWGEKASEKLLQVRGKDFTKNK^^ 

GSITLiASGSYKFED 

YLR043C_homoIog 312bp public: 1..312(SEQ ID NO 449) 

ATGGTTCACGTTGTCACTGAAGTTAACGAATTCCAAACCCTTTTAAAGGAAA^ 

GACTTTTTTGCCACTTGGTGTGGTCCATGTAAAATGATTGCTCCATTATTAGAA^^ 

TATTCTAATATTAAATTTTTGAAAATTGATGTTGATCAATTGGGTTCT^ 

AGTTCTATGCCAACTTTGATTTTATTCAAAAATGGTGAAG^ 

GCTGCTATTAAACAAGCTTTGGCTTCTCTTCCTTAA 



wo 02/064766 



PCT/EPOl/15398 



14?/251 

YLR043C_homolog 103aa(SEQ ID NO 450) 

MVHVVTEVNEFQTU^KENNLVIVDFFATWCGP 

SSMPTLILFKNGEEVNRVIGAWPAAIKQALASLA 

YMR273C_homolog 49381:yp piiblic: 1..4936(SEQ ID NO 451) 
ATGTCACTGCCTAACACGTCATTCCATA^CX3GATri^^ 

GAGAAGAAAATGGTGGCAGCCTTAAAGAGACTATCTATAGGTCATATGAT^^ 

CCACCAGGCAGTATGGATGATATTGATCCCTTTGOUVAC^ 

AATAACCACTATAATGGTCATACCAGAGATOVaiaiAGCAACAAC^ 

aactcaaaattgaaccaccatcgtggtcaaagtcc^ 

agatcacyvctcaactcgatcacgatcaaaatcacattcaacr^ 

caacaacaacaacaacaaccgcaaccttttccacm:^ 

AGCCCAGTCAAGAGACGTAGimrrTACXSACAATTCXaiGCXS^^ 

TTCGATGCCGAGGATGAAGTTTATGATAGTTCATCCKXnriTC 

CAAGTGAATCCTGAATCX5TTCAAGAGTTTAATCAAAA 

TCTCGAAAGTCAACTATTTCAAGAAAGTCAACTTTATCAOXIAGC^ 

TTAGCCCCAGAACCAGAAATAAGTCCAGAACTGGAATGTGATGTGTCACCrc 

TCTTCCTTGTCTTOSTCGTCACAACmAATCAAAAT^ 

TCTTCAACTTCTCCACAAAAAGATCCAGCTAAGAGAGAATCr^^ 

CTGAATCCATCATTGCGAGAGCTAACTTCAGAATTGGAGCAGTTGTC 

AATGACGCAGTAACTTTGGCAAGAACTTTGTOGGCACAAT^ 

GCATTTGACGAATTAGATAGTTCACAAACAACOGCTACTGCAA 

GGAAGOTATGACTCTGCAAACCCACCTCGCACCACGACC^^ 

TTTCAACAAGCTCAAATCAAGGCAGAAAGGGAGGCAGAAAGATC 

CAGTGGCCAGTATCXSAATGACGATAGTCACAAATCTCrc 

actgctaatgcttttaccagtgctgggagtggtgctgact™ 
taccggaaaaaqgaaacagattcgaaacaaaagacttotaataattcg^ 

GTCCGGAATTCCCAGTTGTTATTTAACTACAAGAAACCaiGTAGATTCTC^^ 

TCACCATCTACATCTCAAAGCATGATGGGTCACAGGGTGAAACACAAGA^ 

GCAGCATTGGCTAACCCAATGATGGATGGTTCAGATATGT^ 

ACTATTGATTTCAGTCGTATGGGTGCTAAGAAATCAGCCAGACAATCACTTAG 

GATGGCAGATCTOJAACAAAGCCCGAAAACAAGACTCATCGTGGCTATCTG^ 

CCTTATCATCAACAACCACAGCCTCAAGTGCAACCTCAAACCCGCCAACAAC^ 

GCTCATAGACAATCGACX3AGACAAACCCACAATCATCCGAGCACAGGAGTTGAAAAGCATCAC 

GATAACAAGCGTGTAATGCTGTCAGCTTCTAATACAGACATAAATGAT^^ 

TTTCAGACTAATCGAACAAGAAACCATCX5ATATGACAACCTCCATAAAAAGGATAAGACT^^ 

CCAAATGAAGACCACCAAOSTAAGTCCCATTOGACyiAGAAATTCAAATC 

TCTCAACAGCATTTACATCAACCGTATCTGACAACTTCTGTT^ 

AATTTAGACAAGTTGAGATCXIGAGATCAATGAATTTAAGGAAAGCn^ 

GAGGAATCAAAAAGAGAACACAGACTGCGTCACGACCAGCACXIACC^^ 

TCACAGCACCAACTTCAGCCTCGCAATTACAACCACAATCACCGTCACX:^ 

GTACAACCCCAACAAGTCCAGCCCTTACAGTCAGATACTAGTTTTGATAT^ 

GTTGAAGATCAATTGGGTATTGAACAGGAAGCATTGAGAGAATTAGGCAAGG^^ 

GAGATTGATATAGATGATGCATTTGATGAAAATTTAAAANTTCTGCCTATC^ 

CAATTCACACTTGATCATGACATTTTGGACAGCTTTAATTTGCT 

GATGAAGGAATTGATAATTTGAAGGGTAAGAATGAAATACX:CGTTGGGCGACAAC^ 

CGTCAACAACCAAGAGCTGCTTCGCCACCATCCTCACAGCAGTACTT^^ 

CAACAAGGTAAAGATACAAATAAAAAAGTTGGTCCTCOTTTAAGTATTGATACATT 

ATTCACCCTGAGGAAACTGCAACTGGATTTGGAATGAATGOT 

GAATCTCAAAATAGCACTCCTOGACATCTGAGAAAGGCAAC^ 

AATATAGCCGACAAATCATCTACTGOGGGTACX:CCXaUUUVau^ 

TTATTCAATAAAGACCCTAATTTGGAGATTATAGACTCTGATAACTATAAGGAA^ 

ACATCTAACAATAAAAAATTGAAAAAGAAGAAATCTTTTGGTT^ 

GCAAATGATACATCTGAAAATGAAGGGCCCAAGAAATTGAAAAAGAAAAAGTCGTGGGGCTGGl^^ 

GAGCGTTCTGCCAGTGCCTCGTCTGCAGATATCAACAATTTGCCGCC^^ 

ACAAGATCATTCTCAAATCCCGAAACGTCAACTGACCAACACCAGAAACA 

GATCTTGAACGTGAATTGGAACACGAACCTGAACTTGAACTTGAGT^^ 

TACGAGCAACAAAGAAAGCACCAAGATGCTTCAATGGTAAATGATTCAAG 

TCTATGAAGTCGACAGACAAGGAAAACGTGCTTTCCAAATTTTT^^ 

TCAAGCTCACAGTCAGTATTTTCATTTGAATCAAAAGCTTC 

AACGACGCGAAACTCATCAAAAAGAAGGGCAACAATAGCAGCAGGTTATTCAAG^^ 

AAATTGTCAGAACAAGAGAATTCAGTGAATAAGGAAAAGCTTCGACCTTTGAAT^ 

TCGCAGACGATCGAGGAGAAAGAGAATTTGCGACAAAGTAATGGCACTCGTAAGGCAGAAAGAGTTC 
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AGTCAAGAGCJVACAGGAGGAACAGTTCCCTCTiUlC^^ 

CTCAAAGACGACTTTCTC».CTCTTGGGGAGAAGGAO^^ 

GAAGATGTAAGATCTCXSTAACATTCAGAGCACAATAGTTATTGT^ 

AATAACAATGATAACAAAGATTTGGGGATGCTAAAAGTTGATOAATTGTC 

AGGAAAAAACGGAAOVATATGCAAAAGAAGAACCmCTAC^^ 

GTAGAGGAGGTTCTTXXyVACTGAGCAAAGTGTCAAAC^ 

GAAGATAAAGAGAAATTAGATATCCAAGAAAAGTTGAAGAAATCAATAAAAO^TACAT^ 
CAGCCTATTGAGTTTACTGATTCAGCCTTTGGGTTCC^ 
ATGCTTGACTACAGATTTCCAGTTCATGTTGAGC^^ 
AACCCTAAGCXSTTCACTAAGAGAGCAAGTTTTGTTG^ 

GATCATACATTAOVTTTAGAGCAACAAAATATGAGCAGTGAGGATGGCGATCAG^ 
GACGAAGAAGAAGAAATGACTGACACTGATGAGAAAGACATCATTTTT^ 
GACGATGATCTTATTCCTCAAGAAGCAAATQGTGATTC^^ 
CATAGGAAACAGCATCATCAATCTGGAATCGAACTATAG 

YMR273C_hoinolog 1645aa(SEQ ID NO 452) 

msspotsfhsdsnfesavqdleqekkmvaalkrlsighmmqydpdlppgsmddidpfa]tm^ 

nnhynghtrdhtsnnnothnhspnsklnhhrgqspydedlipq 

qqqqqqpqpfphepqtppynkspspvkrrsfydnssvltseshdiffdaede\m)ssspll 

qvmpesfksliktqveeilerklsrkstisrkstlsrssststketlapepeispesecdvsppspv^ 

sslssssqqnqnedvsrkssssvsstspqkdpakreswmjnskrysnpslreltseleqlskmagmdk 

ndawuvrtlsaqslgytdveklafdeldssqttatattpnssgspgsydsanpprt^ 

fqqaqikaereaerstrhqqseqqwpvsnddshksssqltaseggstanaftsagsgadfalkrsrrtd 

yrkketdskqktsnnspptrkynviwsqllfnykkpvdspssspspspstsqsmmgh^ 

aaij^mmix5sdmshnpyptasttidfsrmgakksarqslspenamix;rsrtk^ 

PYHQQPQPQVQPQTRQQLPPAQQAHRQSTRffnnraPSTGVEKHHRQDinaiVMSS^ 

FCm^GTRl^yDNLHKKDKTAFLPNEDHQRKSHSTRNSNVRNLSSSSQQHLHQPYSTTSVM 

NLDKLRSEINEFKBSIiNKSELPGEESKREHRSRHDQHHQQRQRPAPSQHQLEPRNYl^ 

VQPQQVQPLQSDTSFDISYQDLSVEDQLGIBQEA£JtEIlGKEKGHSHEIDXDDAFDE^^^KXSPI^ 

QFTLDHDILDSFNLVDNQLVGSADEGIDNLKGKNEIFVGRQQPQQQRQQPRAASPPSSQQYLGHDELHL 

QQGKDTNKKVGPRLSIDTLQNKPIHPEETATGFGMNALPSPTLHLDESQNSTPGHSRKASNSASYDDYY 

NIADKSSTAGTPKTKKETKVKTKLFNKDPNLEIIDSDNYKEKMGIETSNma^ 

AITOTSENEGPKKLKKKKSWGWLRERSASASSADINNLPPLPLDKLPTRSFSNPOT 

DLERELEHEPELELELESDLEFDYEQQRKHQDASKVmDSSFAVDSISMKSTDKENVLSKFFKKKAKV^ 

SSSQSVFSFESKGSGASWYESDNDAKSIKKKGNNSSRLFKKKSRAKLSEQENSVNKEKLRPLNLVSNE 

SQTIEEKENLRQSNGTRKAERVESQEQQEEQFPVTSSPIHQFNIEHLKDDFVTUJEKDDVLDSGTDDL^ 

EDVRSRNIQSTIVXVDEDETPIQNNOTNKDWSMLKVDELSKKKSISRK^ 

VEE\aATEQSVKPSQGEDLLSKNEDKEKLDIQEKLKKSIKRTSRANQPIEFTDSAFGFPLPPPSQSTLV 

MLDYRFPVHNnSRAIYRLSHLKLANPKRSLREQVLLSNFMYAYLiniVDOT 

DEEEEMTDTDEKDMIFGESNIADDDDLIPEEAN6DSIGINLDMDGLHRKQHHQSGIEV 

YNLll2W_hoinolog 1332bp public: 1..1332(SEQ ID NO 453) 

ATGTCATACAATAACGGAGGATATAATAATAGAAACGGAGGTAGTTACGGTGGAGGCTACGGCGGT^ 

GGTAGCAGAGGTGGAAGAGATGGCTACAGTGGTGGTGGCAGAGGCXSGTGGCTACa 

GATCAAGGTGGATACAGAGGTGGAAGATTCAGTGGIWTGGCCGTGGTGGT^ 

CCAAGACAAGAATTAACTGCTCCACAATGGGATTTAGAACyuiT^ 

TCAGAACATCGAGATGTTGCTGCCAGATCreATAGAGACATTGAACAATTT 

ACAGTTAAAGGTCATGATATCCCTCATCCAATCACCACTTT^ 

TTACAAGAAGTCAAAGATOUVGGTTTCCCTAAACCAACTCCTAT^ 

TTGAGTGGTAGGGATATGATTGGTATTGCCGOCACTGGTTCCGGTAAAACH^ 

TCTATTGTCCATATTAATGCTCAACCACAATTACAATATGGTGATGGTCCAAT^ 

CCAACAAGAGAATTGGCAGTGCAAATTCAAACTGAATGTTCCAAATTT^ 

AACACTTGTGTTTATGGTGGTGCACCAAAAGGTCCTCAAATTAGAGATTTAGCCA 

TGTATTGCCACTCCAGGGAGATTAATTGATATGTTGGAAGCTGGTAAAACTAATT^ 

TATTTGGIWTAGATGAAGCTGATAGAATGTTAGATATGGGTTTTGAACCACAA^ 

GATCAAATTAGACCTGATCGTCAAACTTTGATGTGGTCTGCTACT^^ 

ACTAGAGATTATTTGAACGATCCTATTCAAGTCACCATTGGTTCATTGGAAT^ 

ATTACTCAATTGGTTGAAGTCATTGATGAATTTTCCAAGA^^ 

GCTTTAAATGAAAAAGATAACAAAATATTGGTTTTTGCTTCT^^ 

ACTTATTTAAGATCAGATGGTTGGCCAGCATTAGCCATTCATGGTGATAAAGAGCAAAATC 

TGGGTTTTAGATGAATTCAGAAAGGGTAAAACTTCTATTATGGT^^ 

ATTGGTATGTATAATTTTTAA 
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YNL112W_homolog 443aa(SEQ ID NO 454) 

MSYNNGGYNNimGGSYGGGYGGGGSRGGRIX^YSGOGRGGGYGGGDRDQGGYRGGRFSGG^ 

PRQELTAPQWDLEQLPKFEKNFYSEHPDVAARSDroiEQFRKENEMTWGHDIPHPITTTO 

LQEVKDQGFPKPTPIQCQGWPMALSGRDMIGIAATGSGKTLSYCLPSIVHINAQPQLQYGIX;PIVL\^ 

PTREl^VQIQTECSKFGKSSRIIWrCV^GGAPKGPQIRDLARGVEICIATPGRLIDML^ 

YLVLDEADimDMGFEPQIRKIVIX}IRPDRQTLMWSATWPKEVQQLTRD^^ 

ITQLVEVIDEFSKRDRLVKHLBSALNEKDI^LWASTKRTCDEITTYLR^ 

WVLDEFRKGKTSDiVATDVAARGIGMYNF 

YOLlSlW^homolog 1032bp pxiblic: 1..1032(SEQ ID NO 455) 
ATGTCAACACCAATTACTGTTATTGTTTCOXSG^ 

TTATTAGCTAAAAACTATCAAGTCATTGGTACAGTTAGATCAACAGCCAAAGGTGATCAT^ 

TTATTCAACAATCCACAAAACTTATCTTATGAAATTGTTGAAGATGTT^ 

AAAGTAOTACAAAAACJVTGGAGAAGCAAAAGTGTTCTTACATTTAGCTTC^^ 

ACTGATGTTGAAAAAGAATTGTTATTGCCTGCTGTTGATGGTACT 

AATTTTGGTAACAATATTGAAAAAGTGGTTATCyuriTC 

GAAGCTGATAAAAATGCAATTATTACAGAAAAGGATTGGAATGAAATaVGTT(^ 

AATCCAGTTAATGGATATCGTGGATCCWUUUUITTTGC^ 

AATGATAATGTTAAATTTTCyVTTGTaSACAATTAATCCATav 

TCAGAAATTAAACAAAGTTTAAACACTTCTAGTGAAATCATTAA^^ 

GATTCAATTCCTGCGTCAAAAGGAGGTTGGGTTCATGTAAGAG 

TTTGAAAATGAGGATGCCAAAAATCAAAGAATATTGTTGAATTCAGGT^ 

GTTGATATTATTAATGATAAATTTCCAGATTTGAAAGGGAAAATA 

AAATCTGTTATTGCTGAAAGTTTGGCTACTATTGAT^ 

TATTATAACCTTGAACAATCAGTTTATGATACTCTTGAACAAAT^ 



Y0L151W_hoinolog 343aa(SEQ ID NO 456) 

MSTPIWIVSGATGFIAQHVVKQLLAKNYQVIGT\mSTAKGDHLLKL™NPQNL 

KVLQKHGEAKWLHI^SPFHFNXnCDVEKELLLPAVDGTKNVLQAIYNFGNNIEK^ 

EADKNAIITEKDVmEISWQDALIJJPVNGYRGSKKFAEKAAWDFIKSNDlWKF^ 

SEIKQSLNTSSEIINSILKLKPNDSIPASKGGWVDVRDVAKAHIIAFENEDAKNQRILLNSGRFTSQSL 
VDIItTOKFPDLKGKIPVDEPGSDKSVTAESU^^IDDTKSRELLGFEYYNLEQSVYDT^ 

YOR286W_hoinolog 546bp public: l.,546(SEQ ID NO 457) 

ATGTTTGCATTTAAAAAATCTACTACTTCAATTCTCAAAACAGTQGTCGCrc 

TTATCCACCGTCACATTAAGATCAATCCCAAGAACATTCaiTAATGC 

GGATTAAGAACTACACCAAGATTTTATAGTGTATTGACTGAATCTCCAGAGGCAAAAGTAT^^ 

GCCGATGTTAAGGATGTGGCCGTACACCCTGAAAACCACCCTGATTCTGTTTTA 

CCAACTGAATTTGGAGATGGTCATATACCAGGAGCTTTGAATATTCCAT^ 

TTCGATTTGTCAGAAGAAGATTTCCAAGAACATT^^ 

ATTTTCTATTGTCTTGGAGGTGTTAGATCTACTXKAGCro 

AAAAGAGGAAATTATCTTGGAAGTTGGGAAGATTGGGTAAAACATGAAAATAAAAAGAACTA^ 
YOR266W_homolog I61aa(SEQ ID NO 458) 

MFAFKKSTTSILKTWAPTSSRYLSTVTLRSIPRTFHNATKVSLFNGLRTTPKFYSVLTESPEAKV^ 
ADVKDVAVHPENHPDSVLVDVREPTEFGDGHIPGAUIIPFKSSPGALDLSEEDFQEHFGFPKPSTDra^ 
IFYCIXK^STAAEELANTFGYKKRGNYLGSWEDWVKHENKKN 

YPL078C_homolog 702bp public: 1..702(SEQ ID NO 459) 

ATGTCCATGATCAACAGAATTGCATTGAGAAGTGCTCGCCCAGCCATGGGAATGGCTT^ 

CCAATTGGTTTGAGATACTTGTCTGCTCCAGCTGACCCAAAACAAAAGGCCAATTCCATC 

TTACCAGGTAACAACTTATTATCTAAGACnKXJTGTTTTGGCTACTTCAGCCGCT 

ATTTCCAATGGATTATTTATTATACACGATGAAACCATTTT^ 

TTGGTCGCCAAATTCGTTGCTCCTTTATACACTGAATGGGCCGATGGTGAAATCA/U^ 

ATATTGAATCAATCTAGAACTAACCATATi^AAGCanTAACAA 

AAAAACGTTGTTGCAACCACTGAAGATTTGTTTGCTTTATCT^^ 

TCATTTGAATTAAAACAAAAATTGGCTGTTTCTCACGAAGCTAAATC 

TTTGAACAACAACAAAGACAATTGGAACAAGAACAATTGGCCAAAGAAGTCAITX^ 

GAAATTGCTAATCCAAAATTCCAAGACAAAGTATTGGCTGAATCTCTT^ 

GCTAAAAACTAG 
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YPL078C hoxnolog 233aa(SBQ ID NO 460) 

MSMINRI^LRSARPAHGMAFRPAPIGLRYLSAPADPRQKANSIIDALPGNl^ 
ISNGLFI IHDETILLVTFASFTALVAKFWPLYTEWAroEIKKWDILNQSRT^ 
KNWATTEDLFALSKETAQFEADSFELKQKLAVSHEAKSVLDSW\mFEQQQRQLEQEQ 
EIANPKFQDKVLAESLNEIEKLFAKN 

YPLOSSW.homolog 2490bp public: 1_2490{SEQ ID NO 461) 

ATGTTGTCCTTAAAGTTGAAACATGCATTGACTTO 

TATATTGATCATATTAATTCrAGTATCAAGACATTGGGTAAC^^ 

CTTCATGAGTTTCAG/VATTTGATTATGAGAATCAC^^ 

TTTTCCGGTAAGATTAGTOjAGTCAATCTTGATAAGATCTGGGGACAAATTC 

GGAGATGAACTGAAAAATGGTAACAATAACGATGGTAATGGAACTGGCAATGGAAGTC^ 

AATAAATTTAGCCCTTCCGTGTCGAGAAATGCATCAAGTGT^^ 

ATGATTAGGCAACCATCACATTTACCATATCAACCACAACAACA^ 

GATCAAGTTCACATTGAAAGAAAACCTACAACTGGATTCyVCTC 

(XATCAACGACATCAGTTAATAAATATTCTCCAAGTATTAAATCGAGTCCT^^ 

AAGTTTGAAAAATATGCCOCAAG(AACAATa^TCT» 

GCTGrrACTAGTGCTGATGGTCCTGAATACCCT^^ 

gttcccgtgcx:acttccaccaccaac:aiccaccxx5taagc^^ 

agccatcaactgcaccaaccacxyuvcattaccaccactgca^ 

gatcggtcaccattagcgacaosaatctacarctatagca^ 

tcagtgggttctattcctagtcaaatacx:acttggtc^^ 

agtgtaatttctggagatagtattgcagcagttggtttaggagaacaagagaatc 

ACCGGACAAACAGGGAAAACAGCTACAAGTGAAGTGAATAGAAATGAGGAAGGTTATG^A 

cactatcatcatgatcaacx:tgaaactataacggaatctccagaato 
tccagtgaagcagaaattagtaaagacatttcaaatcyitgtag^ 

GCTTCACAGGAACCAGAAGAAGAAACX3GACX5AATCAGGTAATGTGGCAGCT^ 

gcrccagttqcacxrrcctagaaaaacaaaatcttct 

ggtgctatcagtaatgcaccatcagcaataggacaaacacctagtgggaaac^^ 

ggatcaagaactaacagata1xx5accaccaccaggagttggtaataaacaaccaactattgatc 

ccaccttctgctactaataatactggtaatgaagattccattagtatgttttcot 

aatgagtctagtcctccactcaagcaaccgtcacaatttgatcagactgcagto 

ccacatccattacaaccacaattggcggttccagaaagagttccaactaaaaatc 

gatagttttgatgaaaatagtttagcagctgatacattaacaagttacaataataatatggt^^ 

ccatatggactgtcaccaatgggaccaactgttgcaactaatggacctggatcagot 

ttgattttaaatcaaggttctgcaaatatgaaattatcaaatctc^^ 

ggagccggaactgttactgggactggtggagcattcxsatggatttc 

actactcgacx:aaattctatatttggtggtcatactagag^ 

caaagtgtattatatcaacaatatgcaattgctcalxatac^^ 

gaagatgatgaagatgatgaagatgaacaagctaagcaacagaaacaaaaagaaaaagaggcacaagaa 
caagaattgaagagaaagcaggaacaacaacaacaaaaagctgcagcaaagaataacaacaatag 

GGTGGTGGTGGCAAATTCTTTAGCTTATTCGGTXSGTGGTGGTAA^ 

AAAGTTTATAAAGCTCATTTAGGACAAAAGAATACTTTTGTTO 

GATTAA 

VPL085W.homolog 829aa(S£Q ID NO 462) 

KLSLKLKHALTIJU)Y6LINESQRYIDHINSSIKTIXmSPFVTPNLLHEFQNLirmiT^^ 

FSGKISRVNLDKIWSQIDKFIVGGDESKNGWNNDGNGTGNGSGSVFNKFSPSVSra^ 

MIRQPSHLPYQPQQQPQPQQQLLDQVHIERKPTTGFTPQPPPLVGHPSTTSVNKYSPSIKSSPRQAQSN 

KFEKYAPSiraSSHHNLSLVEERSAVTSADGPEYPHHQHCKJSINASTVPVPLPPPTPPVSMPQHVSRSPR 

SHQSHQPPTLPPSHSHHVQQPSRDRSPLATRIYPYSNSVGGQISTTSVGSIPSQIPLGRQTHGKQPSIS 

S VI SGDS I AAVGLGEQENVLPPSTGQTGKTATSEVNRNEEGYGFGGHYHHDQPETITES PELRGLQQPQ 

SSEAEISKDISNDVAIiDSAKIPEASQEPEEETDESGNVAAAPPPLPAPVAPPRKTKSSRSNPYAPSTDI 

GAISNAPSAIGQTPSGKPSVRKSGSRTNRYGPPPGVGNKQPTIDVSPPSATNlJm;^ 

NESSPPLKQPSQFDQTAVASAPAPHPLQPQIAVPERVPTKNVANIDDSFDENSLAADTLTT^^ 

PYGSSPMGPWATNGPGSVH'STPLILNQGSANMKLSNLSTISVTGTGAGTVTGT^ 

TTRPNSIFGGHTRGLFSSRLSESQSVLYQQYAIADDTVGDYIPIMEEDDBDDEDEQAKQQKQKEKEAQE 

QELKRKQEQQQQKAAAKNNimSGGGGGKPFSLFGGGGNmaCQDlWAKVYKAHI^ 

D 
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YPLl90C_hoinolog 396bp public: 1..396(SEQ ID NO 463) 
. ATGCCAAGTACAAAAAGATOITCATCTACTGAIVTACTCC^ 
GATTATGTAAATCTCAAACCATCACAAACXSTTATAa!^^ 
ATTTTATTGCATAATTTGTACCTATTATTTl^^ 
GGTTTTGCCTTTATAATATTTAGTAATTTAAATC^^ 
GATTTTTTTGACAAACCACTTCTATTAAATTATGC^^ 
CAAAAACTACAAGATGAAAATGATGAAGAACmSATGCXrACT^ 

YPLl90C„hoinolog 131aa(SEQ ID NO 464) 
MPSTKRSSSTEYSHKDSKKKVKLDYVNIJCPSQTLYVKNIJ^ 

GFAFIIFSNLNSATLALIWLrajQDFFDKPLVIJJYAViaBSKAISQEKQKLQDENDEEVMPSYE 
YBRll2C_hoinolog 3243bp public: 1..3243(SEQ ID NO 465) 

atgtatgcgacagcccatacaattaaacaacaacaacaacaacaao^ 

aacggtggaotacatgcaagtggggctcctcxaaat^^ 

caacaacagcagcaacaccacaatggtcctggtatgatt^^ 

caagctgtccaagcx:agagcccaacaacaacaacagcagcaacaacagcgato 

cttaatgaaactacagtatctuvcttggttagccattggtt^ 

CGTGCGACAGCTTCTTAOIATTCCGCTT^^ 
GCAAATACATACCGTTCAAAAGATCAGTTTCOT 
CATGTTGAGAATGGTXyUUVCTTGGGGATTATTGGGTC^^ 
GCTTATGCTGCTTATCAACGTGCATTGTTTTAC^^ 

ATTGGTATTTTATATGACAGATATGGCTCATTAGAATATGCTGAAGAAGCCT^^ 

TTGGATCCAAATTTCGACAAGGCrAATGAAATTTATTTC^ 

AAACTACAACCAGCATTAGAATGTTTCCAATACATTTTGAATAATC 

GATGTTTGGTTTCAAATTGGTTCAGTGTATGAACAAC^^ 

GAAAAAGTGTTACAGATTAATCCTCATCAOGCTAAAGTTTTGCAA^ 

GCAGAATCAAATCCATCAACACCAGCTAATGGTGCTGCACXIACC^ 

ACCATTGCTTTAAAATATTTGAAACAATCm^^ 

TTGGGTAGAGTAGAAATGATTAGAGGTGATTTCaiCKk^^ 

CGAGATXXrAAGAAACCCAACrrrCTGGTCT^^ 

GATGCATTGGATQCTTATACCAGAGCCATTAGATTAAATCCI^ 

GGGACTTTGTATGAGACITCTAATAATCAAATTAGTGATGCATT^ 

TTGGATCCAAATAATCCTCATATAAAGGCAAGATTAGAACAATTGACA^ 

ACTCACCCACCTCAACCACCGCCAAGTTCTOUICAACCTAGATTACCTCAAGGAATC 

ACTCAACAACAACAGCAACAACAACCACCACCACCTCCACAACAACAACAACAACAACTTCAACACCAA 

CTGCAACTGCAACCTCAACCACAGCAACCACCTCAAACCCAATCACAACCACTGTTACOT 

TCTTCATTGCCTCCTCAACAAATCCyUVCGATTACATCyA 

CAAAGTCCACCACCACCTCACTTGATGAACTIXSGGACAACCGGGGCAACAAC^^ 

CATCTTCCACCACATACCCAGCAACCTTCTCAAATTCAAGAAAAG^^ 

TATCAACCACCTCCACCTCCACAACATCAACAGCAATCGCAATCGCAACC^^ 

CAACACACTCAAAATCAACTGCCTCAATTAGCrCAATTGCCACCACACC^ 

CCACATGGTGCACCTCAACyU^GAACrGGT^ 

GCTCCATCACAAGTACCTCAACCACAACAACAATATCAACAACCACATAT^^ 

CAAGTTAACCATGTTCCTT<^TrrATCTGGCTCCTAGACCAACTO 

AACCCAAATGAGTCAACCACAACACAAGTTCCACAACTCAAAAAGGAGGAACCTAAAC 

GTTTCTGCTCCAGTTCCTGAGGCTATTAAAGTTCAAGATCAA^^ 

GCAGCAGCAGCAGTGTCAGCACCAGCTTCTGCTCCAGTTGGTGATATAA^^ 

ACTACACCTGCTACTTCAACCACIXK:AGATGCrGT^^ 

AATGTTGTTCAAGAGAAGAAAGTTCCGGACACCGAGCAGATCGTT^^ 

TCACAACCAGAAGTTACACCAGCTCCAACACCyiGCTCCAGCTCTTrc 

CCTACTGATAAGGACGTTGTAATGGCTCCAAGTAAAAGTGCAACACCTGTTCCTCAAA 

CAGAACACCAGAGTATCTGAAGCTACAAAGGCACCAGAATCCAATGGTAAACATGAT^ 

AATGATGAAGAAAAAATTTTAAAGAGGCCAACTOTTGAAACGACTACTGAATC 

CCTGTTGAGAAAGAAAATGAAAAAGTTGAGGTACCACCGCCACTGGAACAACCAAGTC 

GAAAAAGAAGTCAACGGATCAATTAAGAAACCATTGGAAAATGAAAGTAAGGTTGATATTCC^ 

TCATCAAATATCAaVGCTCAAAATGAAGAAGCAAAATCTGGAGAAGAAACTAAAAAAGAT^ 

ACAAGTCCAGCAAAACAAGGGGAAGTTAAGGAAGTAATACCATCATCTACAGAA^ 

GATGTTGAAAAAGACAATAAAGAGAAAGACAAAGATGAAGATGAAGTGATGGCTGATGAAGATG^^ 

AAAAAAGATGAAAATCCAGAACCTCCAATGAGAAAGATTGAAGAAGATGAAAATTATGATGATGAATAG 



wo 02/064766 PCT/EPOl/15398 

147/251 

YBR112C_homolog 1080aa(SEQ ID NO 466) 

MYATAHTIKQQQQQQQQHPPPPLNGGLHASGAPPNSHEAAAIAQQQQQQQQHHNGPGMIVAAAAASANQ 

QAVQARAQQQQQQQQQRLPSSAAmETWSTWLMGSIAESlXJDIBRATASYNS 

ANTYRSKDQFLKAAELYEQALNFHN^GETWGUjOTCYLMLD^ 

IGILYDRYGSLEYAEEAFVRVU^LDPNFDKANEIYPIOiGIiyKHQGKLQPi^ 

DVWFQrGSVYEQQKDWNGAKDAYEKVLQINPHHAK\^QIiGCLYSQ^ 

TIALm#KQSLEVDQSDAHSWraX3RVEMIRGDFTAAYEAFQQAVNRDAimPTFW^ 

DALDAYTRAIRIJJPYISEVWYDIOTLYETCimQISDAIJ)AYRQAERI^ 

THPPQPPPSSQQPRLPQGMVLESTQQQQQQQPPPPPQQQQQQLQHQSQSQPQPQQPPQTQSQPSLLQHQ 

SSLPPQQIQPLHQQAAKPLVNQQQSPPPPHLMNIXSQPGQQPQQLPPHLPPHTQQPSQIQEKPPIK^ 

YQPPPPPQHQQQSQSQPQPPHQPQHTQNQSPQLAQLPPHHSNPPAKPHGAPQQRTGLPDLLHNSANIIS 

APSQVPQPQQQYQQPHIAPVRQEQVNHVPSIYSAPRPTETTLPQINNPNESTTTQVPQLKKEEPKP^ 

VSAPVPEAIKVQDQNrriQESAPAAAAAVSAPASAPVGDIKIOTVSTTTPATSTTADAVPVW 

NWQEKKVPDTEQIVSQVEKPVESQPEVTPAPTPAPAIATAPTEPAPTDKDVVMAPS 

QNTRVSEATKAPESNGKHDLEDlOroEEKILiqUyrVET lTESV PW 

EKEVNGSIKKPLENESKVDIPQFSSNITAQNEEAKSGEBTKiayir^ 

DVEKDNKEKDKDEDEVMADEDDVKKDENPEPPMRKIEEDENYDDE 

YDR145W_homolog 1536bp public: 1..1536(SEQ ID NO 467) 

ATGGAAAGGTTCAATCAAATTAGACAAAAACTCACTGAAGTTC^^ 

ACAAAGAAAACAGGAAATGTTACTCCAGAGCAAATTCAACAGATTCATAAAGAA^ 

GCAAAGTTCCAACAGTATCAAAAAGTAGGGATTTATATTAGAAATCAGTTGGTTC^ 

CAACAACAGAGACAATTGCAACAGCGACAGCAACAACAGCAAC^^ 

aaatcagctcagaaccagaacx::agaatcaaaacx:aaaa(x:aaaa(x»^^ 

caaatacaaggagixx:aatctgctggacaaacacctcagc»ac^ 

gtacaacaacaacaatttatgggcaacctgcaacaacaaca^ 

GCGAATAAAAGTGCACTTCAAGGTCAAGCTCXriTCACAGGC^ 

CCTCAGAGTCAAa:TACAGCACAAGCGGGTGTTGCTTCACAGGCAG^ 

CAACCCACACCATCGCAAACTTCGAGAACTGGATCAGCTCTACAACAAAGGGCACC^ 

TCTTCTACACCGCAATCTCAATTCCAACCACXIATTACCyiCTGGAGAGTCGAC^ 

TCAGAAAAGCCACTTCCCCAACAACCTGGAAGCGGAACAGCGAAGAGTCCTAGTGTTGCTGC^^ 

GCTCAGAATAATGGCACTGTAACTGCCCGGTCTGCATCACCTGTTGCAACTACT^ 

ACTGGACGCTCAGGAACrcCCCAACAACAATCAAGGTCAOSATCTGG 

ATTACACGTCAGTCrrcTCCCATCATTGCCAATTTCXSAGT^ 

ACATTTAATAGTATCAATGATACGAGACCCAGTTTGACGGGAGGAGCTGaAA^ 

TTAGATACACCAGCGATCACAAAATTGCCTACTTTTGATATCGAAGG^^ 

AGTACCAGTGGACGAGTTTTAAATAAACGAAAATTAGGlXyVTTTGATAAATACAATAG^ 

GGGGATGGTAAGACCAGTATTGA1XKX5AATGTGGAGGAATTTT^^ 

CATTCAGTGACAAGTTTTGCTTGTCGGTTAGCAAAAC^^ 

GTTCAACTACATTTGGATAAGAATTGGAATATCAAGATTCCTGGTC 

ACAAGAAAAATACAACCTAGTAATAGTTATAGTCAGAAAGTACAAGGTGTCGAAGTTTC 

AATGATGATAATGCTTAA 

YDR145W_hoinolog 511aa{SEQ ID NO 468) 

MERFNQIRQKLTEVQRRVQLLEQTKKTGNVTPEQIQQIDKEIIECKAKFQQYQKVGIYIRNQLVLQAKA 

QQQRQLQQRQQQQQQQQQQNNNLKSAQNQNQNQNQNQNQNQNQNQNQIQGVQSAGQTPQQQSFSPQLQA 

VQQQQFMGNSQQQQQQQQQQLRNANKSALQGQAPSQAPTPLPVRPTPQSQPTAQAGVASQAATPGFRAS 

QPTPSQTSRTGSALQQRAPSRQASSTPQSQFQPPLPSESRHPSATTSEKPLPQQPGSGTAKSPSVAATP 

AQNNGTVTARSASPVATTTDSATTGRSGTPQ(K}SRSRSGSSLNLAGITRQSVPSLPISSSINW 

TFNSINDTRPSLTGGAANPMSILLDTPAITKLPTFDIEGDTGVIDSSTSGRVUmiKl^DLINTI 

GDGKTSIDGNVEEFLLDLADEFIHSVTSFACRUOOmKVDSIEARDVQLHLDKN^ 

TRKIQPSNSYSQKVQGVEVSKAVNDDNA 

YDR154C_hoinolog 333bp public: 1..333(SEQ ID NO 469) 

ATGATGTCGTTCCAAAGACTGCTGAAAATTTCAGAGCOTTATGTACT^ 

AAGGTTCTATTTTCCACAGAGTCATCCCACAATTCATGCTTCAAGGTGGTGAT^ 

GTACTGGTGGTAAAAGTATTTACGGTACCAAATTTGCTGATGAAAACTTTGTC^^ 

CAGGTTTGTTGTCTATGGCCAATGCTGGTCCAAACACCAATGGTTCCCAATTCTTCATTACC^ 

CATGCCCATGGTTGGATGGTAAACACGTTGTTTTCGGTGAAGTCACTGATTCTTC 

YDR154C_homolog 110aa(SEQ ID NO 470) 

MMSFQRSSKISELYVSVKIO^VTKVLFSTESSHNSCFKWISPTLTVSVVKV^^ 
QVCCLWPMSVQTPMVPNSSLPPFHAHGWMVNTLFSVKSSMV 
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YDR216W_homolog 4257bp piiblic: l.,4257(SEQ ID NO 471) 

ATCATTTCACCAACTCA(XAGAGTCAATA(XrrTAAOT 

GGAGATATTATTGATAGTGTCACTGGTAOUlCAACAACXSAd^^ 

GCGCCTACTCCCGCCTOGACTACCAAGAATTATAAGCACAAAAAACAGAATACCAATACTC 

ATGTCGCCAAGTAATTCAATAAATTCAACAAACAACAAT^ 

TCAAAAAAGTCCAAAGACATCCCATTAGAGTTGACTGCATTTGGTACAACCrc^ 

TTATTTGTTTGTCAAGTCTGTACAAGAGCAT^^ 

CACACAAAGGAAAAACCATTTAGTTGTGGTGTTTGTC^ 

AGACATGCACAGAAATTACACGCTGGCTGTACTCATGCAATAAa^ 

AAATCTCAGGATGGGGACGATGATGATGACGATGATGACGACXSATGAAGAAAT^^ 

6AAAACGATCATGATGAATCGGGCAATGCAAGCACAAAGAATGGTAAAAAGGATAAAAAAGATC 

CCGGAGTTCAATTTAAATTTATTCAAltnXSAAACAAAAGCCAACTA^^ 

GTGGCTAAATTATCAACAACGACATCAAGGAAAAATTCAACCAATCerACGAGAA^^ 

TTGCACAAGCAGGTTCTTGATCAACGTCAAAAGGCT^ 

ATTGTATCAGGTACCAATAGTGGAGTGTCGATAACrcCAACAAGGTC^^ 

GCTCAATCGGGTGCCAACTATGCCATCAACATACCTGAGTTTAATGATATAT^ 

GTTGAATTTTCT^CCCCTCAATTCITACCATCTTaVTTG 

CCAAACATTCCCGGATTGTCTGATTCTGTGTCGGCTGC^^ 

TCAGCAGATCATGTAACACCTCCAGTAAACGTGAGTCAGCATGGGTt^ 

TCAGCTACCGATATGGGACAAACAAGATCCGAAAGTGTAAACAGTTTAA^ 

TACATGATGCCAACGGTAACAATAAGCAATCAAGAAATCCAAAATGGTOT^^ 

CAACAACAACAGCAGCACCAGOVGCACAATCATCAACATCAACCAAATCAGT^^ 

AGAAATGACATGTTAAGTGAAGATCACTATGGCTATTCATTTO 

TTCCCAATGGATTCTATATCAACAACTTCAAATGCAATC 

TTATCGCCTATCACACAAGAAATTGAACATGAGAOrrAC^ 

CAAAATAACAACAATACCAATGATAATCCGATTCACC 

ACTATTGATGATATAGGACAAGATGTTATTTCTAAATTTATGCC^ 

AATAATGTGTCGGCAACTTCTTCAGCTAATGACTAC^ 

CAAAACAATCAATTTGCTCTTCACAACCAGTCGTGACAT^^ 

GCAATGATGAATAAAATGAGGTTGCATAACTATTCTAGCaUlCAAATTATra 

ATGATAAATAAGGCATTGGGTAAATACCCCATAAGOGGCATAATGACACCTACTATACCCTCAAATC 
AAACTAGAGTTTTATTTGAGTGTTTTCATTCAATCATTTT^^ 

AAATTGAATGAATATGAAATTATGGCCATCA(n^GTAATGAAGATATAAACAATGAAA 

TGTTTGCCATTATTAACAGCGACCATGGGQGCCTTGTTGGCCAATAACAAAAACGATC 

TATCAAGCCTCACGAAGAACAATACACATTTATCTAGAGAGTAGAAAAACAAATTCTACT 

AATTACAAGAATGGTAAGGATAAAAGCTCATCCGGTAATCCATTATGGTTAC^^ 

TCTGTTCTTTACGGATTATTTTCAGATAATGAAAATAATGTTTATATTGOT 

rrAAACTCATTAGTTAAGACATCCATAAAAAATAAAGGGCCAATTTTCTTT^ 

GAAGAACTTTATAATAAGTTAAATTCTCATGATAATGGTACTTCCTTAT^^ 

GAAATGCGATACAAAAATAATATAAACATGCAATCTCaAACGAGAATAGTATTTATC^ 

ACGAACTTTTTGTTGATGATGTACAATGTACCGTTAACTTTC 

GTCACTTCCAAAGATGAAGAAACTTTATGGAACTTTAAAAATTATCAAGAGTTTCAAG^^ 

AAGAATAACAAGACTTTAGATGATTATTTCAATAATAAGAATGAGCCAATAATT^ 

TTGACAGTTATCAAATTTGGTATTTCAGATAGTAACATTTCAC^ 

CAATTGCAGAATCTTTGTAAATATGGATTCAATTGTTTGGT^ 

CAAGAGATGAAAGAAGTAGATACATTCAAAGTGTTGGATTATTTAACCAAGTT^ 

GGATTGGGGTTCAATTGCrrTAGATTACCTGCCAATAAAGACTT^ 

GTAGATOTTACTAAAATTTCATCGATAATAGAraTAAATl^ 

TATCAAGATTTAACTCAAAATTATCAT(OTCTTTTGGAT^ 

ArrAATGATTATGATTATTTGAAACTTGCTGATTGTTGTA 

GTTGAGGATTCCAACAGTAATAGTAGAAATCGAAGCAAAAATGATCCAACAAATGAAATCAATAACAAA 

CTCAACAACAACAACAACAATAACAATGATATGAATAATAATAACAGTAATGGTGATCAATTAATTTCT 

GCCTTTGATACTGAriTTGGATATTTGAATATGGATAATAATGGTTATG<XAA;^^ 

CGATTCACTGATGATGAGTTGCGATATGATAAAGAAAACAOSATGTCATATTTTGATAAACATATT^^ 

CTTGATATATTTGAAGAAGTTGAGAAATCAAGTAATTTGATACAAGCAC^^ 

TCCGTATTATCGATTTTTTCGGTTTATGTTATGC^ 

ACTGATTTAATATTTGAATTGAATCATAGATATAGTATGGTTCTTAGATO 

TTTTTGAAATTGAGATATCAAACATCAGCAGGAGGAGGGQGAGGAGGTGTO 

GCCTTATCTATAAAATTAGAACAAGAATTCACAAACTTGTATCTTTA^ 

GATCATAATACAAATACAAATACCACCAATACTATTACTACTACTACTACTACAGACAATGG^ 
CAAAATCAGCATCATTCACAAGATTTTGGATTAGAAAAGACTTTATATATCTT 
GTTTTGAATTATAriTATGATTTAAATTTAAAAGTTTGCGTAT^ 
GAAATTAGAAAATATTTAATTGATAATGAATCTACraTGAATGGCT 
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YDR216W_hoinolog 1418aa(SEQ ID NO 472) 

MISPTHQSQYLJry^E^VOTVLMTBSGDIIDSVTGTTT^ . 
MSPSNSINSTNNNAAAAAATTTTSIOCSKDIPLELT 

HTKEKPFSCGVCQRKFSRRDLLLRHAQKLHAGCTDMTRLRRKSIKKSQDGDDDDDDDDDDEE^^ 
ENDHDESGNASTKNGKKDKKDPPPEFNIiNLFNSKQKPTK^^ 
LHKQVLDQRQKAAVOTKIVSSTKIVSGTNSGVSITPTRSRRGASFSAQSGANYAIN^ 
VEFSTPQFLPSSLDNEMTWLNNIPNIPGLSDSVSAANIMRQNSITO 

SATDMGQTRSESVNSLOTPFIXSSYMMPTVTISNQBIQNGVAAHHHHQQQQQHQQHNHQHQPN^ 

RNDMLSEDHYGYSFYDIPENILNFPMDSISTTSNi^SGPIQNFKPLSPITQEIEHEITPR^ 

QNNIWTNDNPIHQNINYDLNFLHTIDDIGQDVISKFMPGGYSFY^^ 

QNNQFALHNQSSHPSGASPHLNQAMMNKMRLHNYSSNKLFTNHIRHMINKALGK^^ 

KLEFYLSVFIQSFLAHLPFIHPSKLNEYEIMAraxaiEDINN^ 

YEASRRTIHIYLESRKTNSTNDKNYraiGKDKSSSGNPIA4LIX2SLMLSV^ 

IJ^SLVKTSIKNKGPIFFSNNGEDEELYm^SHDNGTSLFSNNIiNDEMRYKI^ 

TNFLLMMYNVPLTFSINDINQLAVTSKDEETLWNPiajyQEFQEFSI^^ 

LT\n:KFGISDSNISPEIEKK\n*HQLQNU:KYGFNCLWGIYEIKQYQEMKEV^ 

GLGFNCFRLPANKDLEKIDYALLVDFTKISSIIDLKLLKEQSWLKNYQDLTQNYHRLI^ 

lOT YD YLKUOXrCI SVLKLILFKVEDSNSNSRNRSKiroPT^ I S 

AFDTDFGYLNMDIWGYAKI^EFLRFTDDELRYDKENTMSYFDKHIKLDIFEEV^ 

SVLSIFSVYVMRKNDNNSSPFANTDLIFELNHRYSM\n^LERLETFI^RYQTSAGG^^ 

ALSIKLEQEFTNLYLYNGNVLSSDH!mmmOTITTTTTTDNGT^ 

VLNYIYDI^KVCVFRKLGDSLSEIRKYLIDNESTLNG 

YDR224C_hoinolog 393bp public: 1..393(SEQ ID NO 473) 
ATGGCCCCAAAAGCAGAAAAGAAACCAGCTTCXZAAAGCTCCAGCTGAAAAGA/^ 

ACCGCrrCCACCGATGGTGCTAAAAAGAGAACCAAAGCTAGAAAAGAAACTTATTCCTCATATATATAT 

AAAGTTTTGAAACTVAACACATCCAGACACTGGTATCTCra 

GTTAACGATATTTTCGAAAGAATTGCCACCGAAGCCraZAAATTAG^ 

ATTTCCGCTAGAGAAATCCAAACTGCTGTTAGATTAATTTTGCC^ 

TCCGAAGGTACCAGAGCCGTCACAAAATACTCATCTGCTTCTAGTTAG 

YDR224C_homolog 130aa(SEQ ID NO 474) 

HAPKAEKKPASKAPAEKKPAAKKTASTDGAKiaiTKARKETYSSYIYKVLK^ 
VNDIFERIATEASKIJUVYNKKSTISAREIQTAVRLILPGELAKHAVSEGTRAW^^ 

YDR342C_hoinolog 1653bp public: 1..1653(SEQ ID NO 475) 

ATGTCATTAGATAATTCAACAGAAAACCXSTGATTTGGAAGAAAAGGAAGAAATTC 

AACGAACAAGGCGAACAAAACGAGAACAATGAGCATATACCTACTTTCGAAGATAAACCAT^ 

TATATTGGTATTAGTATTTTGTGTTTCCTTATTGCCTTT^ 

ACCATTTCTGGTTTCATTAACATGACTGACTTTTTAGAAAGATr^ 

CTTTACTTTTCCAACGTTAGAACTGGTTTATTGATTGGTTTC 

TTATTCTTGTCTAAAGTCGGTGATATGTATGGTAGAAGAGTT^ 

ATTGTTGGTATTATTGTTCAAATTGCTTCT^^ 

ACTGGTCTTGCTGTTGGTATGTTATCAGTTOT^^ 

TTAAGAGGTACATTAGTTTATTGTTTCCAATTGATGATTACCTT^ 

AGTTACGGTACTAAGAAATATTCTGACTCCAGACAATGGAGAATTCCATTXIGGT^ 

GCCTTCTGTTTGCTTGGTGGTATGGTAAGAATGCCAGAATCTCCA^ 

ATTGACGATGCTAAGATTTCACTTGCCAAAACTAACAAGGrrrCTCCAGAGGACCCTGCAT^ 

GAACTTCAATTAATCCAAGCTGGTGTTGAAAGAGAAAGATTGGCCGGTAAGGCATCTTGG<^ 

ATCACTGGTAAACCAAGAATCCTTGAAAGAGTTATTGTTGGAGGTATGTTGCAATCAT^^ 

ACTGGTGATAACTATTTCTTCTACTACAGTACCAOCATOTTCAAGTC 

GAAACATCTATTATCCTTGGTGTCATCAACTTTGCTTCCACT^^ 

TTGGGTAGAAGACTCTGTTTATTAACTGGTTCCGTTGCCATGTCCATT^ 

ATTGGTACTCAACATCTTTACATTGATCAACCAGGTCGTCCAACCAGAAAACCAGATGG 

ATTTTCATTACTGCAOTTTATGTTTTCTTCTTCG 

TCTGAACTTTATCCATTAAAAGTCAGAAGTAAGGCTATGGGTTTTGCTAATGCA 

QQYTTCTTGATTTCCTTCTTCACTTCATTTATCACTGATGCTATC^ 

ATGGGCTGTTTAGTGTTTTCCATTTTCTTTGTTTAC^ 

GAGGAAATTGATGAATTATACTCTACCAAGGTTGTTCCATGGAAATCAGCCGGTO 
GACGAAGAAATGGTTCGTGCAAAAGGCTATACTGGTGATATCCACGCAGATC 
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YDR342C_homolog 550aa(SEQ ID NO 476) 

MSLDNSTEWRDLEEKEEIPKNEHNEQGEQNEJNEHIPTLEDKPLKEYIGISILCFLIAFGGF^^ 

TI SGFINMTDFLERFGGTKM)GTLYFSN\mTGi:iLIGIJWVG^ lY 

IVGirVQIASQHAWYQIMIGRIITGIAVGMLSVWTPIJPISEVSPKHLRGTLVYCFQI^ 

SYGTKKYSDSRQWRIPIXSU:FAWALCLIX3GK\mMPESPRYL\K>KDRIDDAKISLJ^^ 

Ei:iQLIQAGVERERLlVGKASWGALITGRPRILERVIVGGMIK2SLQQLTGDN^ 

ETS 1 1 LGVINF ASTFVGI YAI ERIXSRRLCLLTGSVAMSICFLIYSLIGTQHLYIDQPGGPTRKPDGNAM 

IPITALYWFFASTWAGGVYSI^SELYPLKVRSKAMGFANACNWLWGFLISFFTSFITDAIOT 

MGCLVFSIFFVYFMIYETKGLTLEEIDELYSTKVVPWKSAGWWPSDEEMTOAKGYTGDIHAD^ 

YDR343C_homolog I641bp public: 1..1641{SEQ ID NO 477) 

ATGTCTCAAGACAACGTCrCATCAACATCTACaVGCTGAGGCTGTAAATAATC 

GAATTTCGACAAGAAGAACAAGCTCATACTAGTTTAGAAGATAAACCTC 

ATCATTATGTGTTTCXrTTATTGCCTTTGG 

TTCATTAATATGTCTOACTTTTTAGAAAGATTCGGT^ 

AATGTCAGAACTGGTTTAATGATTGGTTTGTTCAACGe^ 

AAAGTCGGTGATATGTATGGTAGAAGAGTTGGTATCAT6ACTGCTATGA 

ATTGTTCAAATTGCTTCTCAACATGCTTGGTATCAAGTCAO^ 

GTTGGTATGTTATCAGTTTTATGTCCTTTGTTCATTO 

TTGGTGTG(n^TTTCCAATTGATGATTACCTl^ 

AAGAGTTACTCAGACTCTAGACAATGGAGAATTCCATTAGGT^ 

GTTGCTGGTATGGTTAGAAT<XXy^GAATCTCavCGOT 

AAAATGTCACTTGCTAAAACTAACAAAGTTTCCCCAGAGGACC^ 

ATTCaUVGCTGGTGTTGAAAGAGAAAGATTAGCXXsXSTAAGGa^TC 

CCAAGAATCTTTGAAAGGGTTGTTGTTGGTGTC^ 

TATTTCTTCrACTACAGTACCACTATTTTCAAGTCCGTT^ 

ATTATTGGTGTTATTAACTTTGCGTCCyvCTTTTO 

CTCTGTTTGTTAACTGGTTCCGTTGCCTITGTCTGT^^ 

CATCTTTATATTGACAAACCAGGTGGTGCTAGTAGAAJUVCCAGAl^ 

TCACTTTATGTGTTCTTCTTTGCTTCTACAT^ 

CCATTGAAAGTTAGAAGTAAGGCTATGGGTTTAGCTAATGCTTCCAATT^ 

TCTTTCTTTACTTCATTTATTACTGATGCTATCCACTTCT 

GTTTTCTCCATTTTCTTTGTCTACTTTATG^ 

GAATTGTACTCCACCAAAGTCCmrCATGGAAATCAGC^ 

GCAACCTCTACGGGATATGCTOGTGATGCCAAACCAGAAGAGGAAC^ 

VDR343C_homolog 546aa(SEQ ID NO 478) 

msqdnvsststaeavnneikvkdefrqeeqahtsledkpvsayigiimcfliafggfvfgfdtgt 

finmsdflerfggtkadgtlyfsnvrtglmiglfnagcaigalflskvgdmygrrvgrm^ 

ivqiasqhawyqvmigriitguvvgmls\nx:plfisbvspkhlrgtlvccfqlmiti^iflg 

ksysdsrqwriplglcfawalclvagmvrmpesprylvgkdriedakmsij^ktnkvspedpalyr^ 

iqagvererlagkaswgtlfngkprifervwgvmlqalqqltgdnyffyysttifksvgmndsfot 

iigvinfastfvgiyaiermgrrix:lltgsvamsvcfliyslvgtqhlyidkpggasrkpdgdamifot 

slyvfffastwaggvysiiselyplkvrskamgij^asnvmtfgflisfftsfitdaihfyygf\^ 

wsiffvyfmvyetkgltleeidelystkvlpwksagwvppseeematstgyagdakpeeehv 

YDR544C_homolog 1700bp(SEQ ID NO 479) 

CTAAAGTCCAAAGTTGGTTCAATTTTTGGCAGAAAAAAGAAGAA 

GCTGATTCAATTCCTGAAGATGAATCATTATCTOAQGTT^^ 

AGGAATTCATCGGTGTTGTCTCGCAGTAACTCyUlCTAGAAGATCT^^ 

CATAGAGATGAGTCTAGCACTGGCATTAGCAGACAACATGAGCAGCACCAGCAGCCTTTG 

AGTGATCCTTTGCCTCACGCAGAGAAGCCTCAACCXiGAAATTCCCCAATCT^CCAGAAG^ 

CCACAGGCCAAATCACTAGAGCXTGTATCAGAAGTACTAAAAGAACTGTT^ 

CAAAACGGGTCCGAAAGGAAAGGTGAAAATCAGCAGTCGAGAGTTGATGTATCCTCTCA^ 

ACCTTGTCACCAGTTACTCCTACTCACGATGGATTTGGTGGTTCTGTTAAACCATTACCA 

GAACCTGTTGATTCrCCAAATGTGATTAAATACAATGAC^ 

GAACGTAGAGGCTOSTTACTTGAAAAACACAATTTAGAAGTACAACCTC 

TTCACTACTCAACCGCCAGCACCTGTGCCACAAGAATCCAGATCTAGACAAAGCAGTGAT 

GGCATTTACTCGTTTGAAGCGGGTGATGATTCCAACGCAATCTCGGCTAC^ 

GAGCAAAATGTGTTTGGACAGATGCCAGACCCAAATTTGTCTCC^ 

CCACCACCACCACCTTCGAGAAAAGTTTTGCACCATGAA6AACCAACTGTAAGGGATO 
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QCTCTTTTCCACAATTTACCTGCTGCC^^ 

TTAGCAAGTCAAGACAGGGGTCATTCGTTGTT^^ 

GCATCCACCCTCGGATTGAGCTCriCTATTGC^^ 

GGACAGTTGATTAAATCACAAGTAGTTGGTGAAGTGGCCTT^ 

TCCGATCCACTTCTGGTCACTATTCCTAATAGTTTCGATAAAG^^ 

TTTATTGAGGATTTAGGTCAAAGCAAGTATAAAGTGAACiXAACT^ 

ACTCTTGGTGGGTTGAAATATCTTTTGAAACCAACACAGGTACCAGTGATAATTC 

ATATGGAAATTTGAACCTCATCAGTCAAGTTTGATGGTTAGCATTCG 

TTGGTATTGGAAAATTTTGTTGTCTCrc 

GCTTCCTCAAAGCCTCAAGGTGCGTTTAATAAAGAGAAAAACAGAATAAC^^ 

CCACAGTCCCTCGCATTGAATGGTGTAGAGCX?P^^ 

TTGGGTTCCGAACATGAGTCTGGTGTGCAGATTAAATTT(^ 

AAGTACTGTAGTATTTACAGTGAGAATGGCGAAGAGATTCCTACGTOT 

AGCGGTAGTTATAGTGGTCATCTTTAAGTTATCTGTTTTGAGATTA 

TGAAAAAAAAAAAAACGTGA 



VDR544C_homolog 548aa(SEQ ID NO 480) 

LKSWGSIFGRKKKKEKFTOADSIJ^ESLSEVSLPPTRTRNSSVLSRS^ 

HRDESSTGISRQHEQHQQPLSDPLPHAEKPQPEIPQSPEAPQAKSLEPVSEVLKELFPPM 

QNGSERKGENQQSRVDVSSQTLSPVTPTHDGFGGSVKPLPEPVDSPNVIKYNDSDDSSTE 

ERRGSLLEKHNLEVQPVSSPFTTQPPAPVPQESRSRQSSDGIYSFEAGDDSNPISATPRS 

EQNVFGQMPDPNLSPEKTIAPPPPPSRK\aiHHEEPTVRDSALFHNLPAASHS^ 

LASQDRGHSLLKNDFKHEriUVSTI/3LSSSIAE\r£NASFiaX3QLIKSQVVGE 

SDPLVVTIPNSFDKVLVNKTFIEDIXJQSKYKVNPTSITSKTLGGLKYLL^ 

IWKFEeHQSSIiMVSIRSTTPLVLENFWSVALNQDIEATSASSKP(K5AFN^ 

PQSLArJMG\nSRLIARFOTWGLGSEHESGVQIKFQVKDPQ\^CSIYSENG 

SGSYSGHL 

YEL071W_homolog 1584bp public: 1..1584(SEQ ID NO 481) 

atgcagaggagattagtacagactgcttcgtatttgaitagacgaaacaacgtg^ 

cgttataatggtttgcccgttgcatcttattctacaaaaacagtacctt^ 

caaaaagtccaacgtgatgcaaaattcaagcaacttgaatctcaagac^ 

ttacctgagaattccattattactgatgaagacxsacttattgtttt^^ 

tatagaggtcaatcacaattggttttgaaacx:gaaaaocaccxsaacaa^ 

tgtaatgafaacaagctagctgttgtacx:aau3ggtgggaatac^^ 

ATTTTTGATGAAATCATCATTTCCTTGTCGGCCATGAATAJ^ 

ATATTGAAAGTCGACGCTGGTGTTATTTTGGAAACAGCK^ 

TTCCCGCTCGACTTGGGAGCTAAAGGGTCGTGTCM^TTGGTG^ 

ttgcgtttgttaotatacggttctttgcatggttctgt^ 

acagtttataactctatgcattcattgcgtaaagataatactggttatgatttc 

ggatctgaaggtactttgggtattataactggtgtttojattcta 

AATGTGGCATTTTTAGCTGTATCGAGTTATGAGGCCGTTCAAAAGGTT^^ 
TTGCAAGAAATTTTATCGGCTTTTGAATTCATGGACAA 

ggtttggagcaccctattgaaagcggtgacttcccattctatg 

aaagagcacgacgacgaaaaattggaaacattcttggggaatkx:aat^ 

gggattattgcacaagatgaggctcaaatacaatcattatggtc 

accactattggaggcggtgtttacaagtatgacgtttctattcc^ 

gaggacatcaataccaggttaaatgatgctggaatcgccagcttggacgatgaatcgaaacttc 

gctgcattgggttatggtcacattggagatgggaatttacacttgaa^^ 

cctgaaattga7vactatcttggagccatttgtctatgaatggatcgcaa 

gctgaacatgggttgggattccaaaagaaaaactacattgggtattccaagaatgagai^ 

TTAATCAAAGAAATCAAACAACATTACGATCXIAAATGGAATCATGAACCCATATAAATACGTC 
YEL071W.homolog 527aa(SEQ ID NO 482) 

MQRRLVQTASYLIRRNNVACRFSRYNGLPVASYSTKTVPFTADTYSQKVQRDAKFKQLESQDIE^^ 
LPENSIITDEDDLLFFNEDWhlRKYRGQSQLVLKPKTTEQVASILKYCNDNKUVWPQGGNTGL^ 
IFDEIIISLSAMNKIRSFDPVSGILKVDAGVILETADQYLAEQGYIFPLDLGAKGSCHVGGNVACNAGG 
LRLLRYGSLIIGSVLGLEAVLPDGTVYNSMHSLRKDNTGYDLKQLFIGSEGTI^IITGVSILCPS 
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NVAFLAVSSYEAVQKVFVQARKBLQEILSAFBFMDOTSQKLTAK^^ 
KEHDDEKLETFLGNAMEEXJLVDTOIDVQDEAQIQSLWSWRESIPEATTIGGGV^^ 
BDINTRLNDAGIASLDDESKLVLAALGYGHIGDQILH^ 
AEHGLGFQKKNYIGYSKNEIEVKLIKEIRQHYDPKGINNPYI^ 

YER177W_hoinolog 795bp public: 1-.795(SEQ ID NO 483) 

ATGCCAGCCTCCCGTGAAGATTCaSTTTAOrrrGCT 

ATGGTTGAAAACATGAAAGCCGTlXXnTCCTC^^ 

TCTGTTGCTTACAAGAATGTCATTGGTGCTOMXXSTG^ 

AAAGAAGAAGCCAAAGGAAATGAGAGCCAAGTTGCTTTGATCAGAGATTA(X^ 

GAATTGTCTAAAATTTGTGAAGATATTCTCTCTGTGTTC 

GGTGAATCAAAAGTATTTTACTACAAGATGAAAGGTGATTACXZACAGATACOTGG 

GCTGAiUVAACGTAAGGAAGCTGCTCATTTATCATTAGAGGCTTATAAAGC^ 

ACCGAGTTGCCACCAACCaVTCCAATCAGATTAQGTTTAGCATTGAACT^^ 

ATTTTGAACTCCCCAGATAGAGCTTGTCATTTAGCTAAAC^ 

GAAACCTTATCTGAAGATTCATACAAGGATTCAAC^^ 

TTATGGACCGATTTATCTGAAGCCCCAGCTGOaw:^^ 

OCTCAACCAACAGAAGGTAAGGCTGATCAAGAATAG 

YER177W_hoinolog 264aa(SEQ ID NO 484) 
MPASREDSVYUUOJVEQAERYEEMVENMKAVASSGQELS^ 

KEEAKGNESQVALIRDYRAKIEAELSKICEDILS\^SDHLITSAQTGESKVFYYKMKGDYHRY1^ 

AEKRKEAADLSLEAYKAASDVAVTELPPTHPIIOiGLArOTSVFYYEILNSPDRACHLA^ 

ETLSEDSYKDSTLIHQLLRDNLTLWTDLSEAPAATBEQQQSSQAPAAQPTBGKADQE 

YGR192C_hoinolog lOOSbp public: 1..1008(SEQ ID NO 485) 

ATGGCTATTAAAAITGGTATTAACGGTTTCXSGTAGAATCXKJTA 

AGAAAAGACATTGAAGTTGTCGCCGTOUVa^TCXMr^ 

AAATACGATTCTACTCACGGTAGATACAAGGGTGAAGTCACTGCTTCT^ 

GGTCACAAGATTAAAGTTTTCCAAGAAAGAGACCCAGCTAACATTCCT^TGGGGTAAATCTGGTC 

TACGTTATTGAAT(XACCGGTGTTTTCACCAAACTC^ 

AAAAAAGTTATCATCACTGCTCCATCTGCTGATGCCCCAATGTTTGT^ 

TACACTCCAGACTTGAAGATTATCTCCAATGCTTePTO^^ 

GTCGTCAACGATACTTTCGGTATTGAAGAAGGTTTGATGACCACTGTCCACTC 

AAGACCGTTGACGGTCCATCCCACAAGGACTGGAGAGGTGGTAGAACTGCT^^ 

TCTTCCACTGGTGCTGCTAAAGCCGTTGGTAAGGTTATTCCAGi^ 

TCITTGAGAGTCCCAACCACCGATGTTTCCGTTGTTGACa^ 

TACGAAGAAATTGCTCAAGCTATCAAGAAAGCTTCTGAAGGTCCATTGAAAGG^ 

GAAGATGCTGTTGTCTCCACCGATTTCTTGGGTTCAAGCTACT 

ATCTTGTTGTCCCCAACTTTCGTCAAATTGATTTCC^ 

GTTGTTGACTTGTTGGAACACGTTGCTAAAGCTTCI^ 

YGRl92C_homolog 335 aa{SEQ ID NO 486) 

MAIKIGINGFGRIGRLVLRVALGRKDIBWAVNDPFIAPDYAAYMFKyDSTHGRYKGEVTASGDDLVID 

GHKIKVFQERDPANIPWGKSG\a)YVIESTGVFTra-EGAQiaiIDAGAKK\n:i 

YTPDLKIISNASCTTNCLAPLAKVVNDTFGIEBGLWmmSITATQK 

SSTGAAKAVGK\aPEU^GKLTGMSLRVPTTDVSV\mLTVRLKKAASYEEIAQAIKKASEGPLKGV^ 
EDAWSTDFLGSSYSSIFDEKAGILLSPTFVKLISWYDNEYGYSTRWDLLEHVAKASA 

YGR243W_hoinolog 399bp public: 1..399{SEQ ID NO 487) 

ATGGCTTCAACAGTTCAACACGCATCCAAATTCCAACGTTTTTTAAATTCA^^ 

GTGCATTTTTGGGCTCCAGTGTTCAAATGGGCCrTAGTTG(^ 

GTTGAAAAATTGAGCGGAACCCAACAGATAGCATTGTTTGCCACTGGTGCCATATGGACTA^^ 
GGGTTTGTTATAAAACCAAGGAACATXXrmTGGCA^ 

TACCAATTGTTAAGAATTGTCAACTACAGAAGAGATTTGGGTGATTCCCCAAT^ 
ATCTTGAACGGTGATGCAGCTdCTGTAAAAGAACXZAGAACCAGCCAAGAATT;^ 

YGR243W_homolog 132aa{SEQ ID NO 488) 

MASTVQHASKFQRFLNSETGPRTVHFWAPVFKWALVAAGLNDIQRPVEKLSGTQQI/^ 
GF\n[KPRNMLIiASVNFFLGGVAGYQLLRIVNYRRDL6DSPMQVFNYII^^ 
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YHL021C_homolog 1224bp public: 1,.1224(SEQ ID NO 489) 

ATGTTAAGACAACCATTACGCCAAATCCGTTTaiACTOGA^ 

GAAGTGACAGTCACCATCAAOKXrAGAACCTGTACATTC/^ 

AGCCCAGACTCGGTAGACCOCATTTCTAQCOAAAACTATTCACT 

CAAATTAACGCACCCCCAGTGGTAGAGGATTCCTCATT^^ 

ACCAACTCAGTCTACCCCGTGTCATTCTTAGAAAACTAC^ 

GACAAAGATAGAAAGTTATGGGACAAACAAGAACT(XAAAACAACT^ 

GAtXACATTCTCACCAACGACAACTCTTTCTTCCi^ 

TTTGTCAACAACATCCCCA(XCCACAAATTTCTGACATGAC^^ 

TACAAGATCGCCGAAAAGTTTGGCTACATOU^GAAAACaVTTCTAC^^ 

AAGAAGGAAAAAGCAACCAACMrKX:CTACACCAACAC^^ 

TACGAGTCACCCCXXSQGATTACAGTTGCTACACGCTATC^ 

TTCTGTGACTCGTACCTTGCTGCTGAGCATGTCC^^ 

CAGACCCCAATCACCTTCCACTACGACAACAACAAaSAGTACTACTACT 

GAAGACCCCGAGGTTGGCGACGGGTTCCCGAAAATCGCGTCCATCAACT . 

CCATTCGAGGTTGACCCCCACCCAGACTTTATCCGCGGAATGCAGTTATT^ 

CCGGCAAACCACmXJAAATCAAAATGCCAGAAGGCTlC^^ 

CACTCGAGAAACGCATTCTCCGACCTGAACAACGGCXSACAGATGGTTAAl^^ 

GACAGTTTTAGATCAAAATTACGTATAGGCTATAGAAAAGTACATACCTAA 

YHL021C_hoinolog 407aa(SEQ ID NO 490) 
MLRQPLRQIRFHSKUaAGYNSKEVTVTraGRTCTFWm.F© 

QINAPPVVEDSSLKIQWSNNGKLTOSVYPVSFLQIYSTNKRLGKFFDKDRKLWDKQELEN^ 

DDILTNDNSFFQTLYNLNRYGLTFVNNIPTPQISDMTEDNATQWPVYKIAEKFGYIl^ 

KKEKATNIAYTNTFLPLH1^LLYYESPPGIX}LLHAIQNSTLGGENIFCDSYIJ\AEB^^ 

QTPITFHYDNNNEYYYYKRPLIVEDPEVGDGFPKIASINYAPPFQGPFEVDPHPDPIRGMQLFETFIND 

PANHFEIKMPEGTCVIFENRRALHSRNAFSDSNNGDRWLMGTYVrKSDSFRSi^ 



YHR162W_hoinolog 354bp public: 1..354(SEQ ID NO 491) 

ATGTCATCATTTAAAAAATTCACTGATTTTTTATTTTC 

CATTTTTCGGGTCCAGTATCAAATTTTGGGAl^ 

GATTTAATTAGTGGACCAATGACTGGTTCATTAATACTTTATTC 

GCAGTTACTCCTCAAAATTATTTATTATTTGGGTGTCATT^ 

GGATTTAGATGGGTTAAACATCACTATGATACTTCTTCAAATGATGGTGA^^ 

CAAAATTGA 

YHR162W_hoinolog 117aa(SEQ ID NO 492) 

MSSFKKFTDFLFSKQSLRYVCTTHFWGPVSaJFGIPIAAILDLKKDPDLISGPMTGSL^ 
AVTPQNYLLFGCHFVNEIAQLSQGFRWVKHHYDTSSNDGEDTKKITQN 

YLR109W_homolog 531bp public: 1..531(SEQ ID NO 493) 

ATGACTGACGGTAAATTCCCAACTAACATTGAACCAAAATACATTCCTTATTCTAAAGA^ 

TTAACTGCTTGTGCTAATCCAATACCATTGGATTTAAAATCTTTATTC 

ACTGCTGTGCCTGGTGCTTTTACCCCAACTTGTACTGAACAACATATCCCTGA^ 

AAAGATTTCAAAGACAAGGGCGTCAAAAAAATCATTGTTTTATCTGCC^ 

GCTTGGGCTAAAGCTTTGGGTTATACTGATGAAGAAAATTATGTTATT^^ 

TCTATTTCTAAAGAATTGGGTGATGGATTTCTTGCTGATTTC 

CAAAGATATGCTAGTATTGTTGTTAATGGAGAAATCAOTATTTGGAAA^ 

CTGGAAATTTCTAGTGCTGAAACCATTTTAAAGAGAATCCACAATTAA 

YLiR109W_homolog I76aa(SEQ ID NO 494) 

trrDGKFPTNIEPKYIPYSKDHASLTACANPIPIJ)LKSLFPNNT\AAn*AVPGAFTPTCTEQHIPDYL 
KDFKDKG\^IIVLSANDPFVMAAWAKALGYTDEENYVIFATDPNASISKE1^DGFV^ 
QRYAS I WNGEITYLETEDSLGFSEISSAETILKRIHN 

YLR206W_homolog 879bp public: 1..879(SEQ ID NO 495) 

ATGAGAAAACAAAATAACAATTTATTGGATTTGAATGATGAAACACCACC^ 

TTAGCAACCGGATTCTATCAACAACAACCACAATTTTATGCCCAGCAACCTC^ 

CAATATGATATGTTTGGGAACCCAATAOVGAATCCAATGGACACAGGATTATATAATCAA^ 

TATCAACAACCACAACAGCAGCAACAACAGTTTCAACCAAACCTIGTTTACTGGTTCT 

CCACAACAACCACAAGCGCAACCAGAACCm^ACAACCATTGAAAACAGGATCCAATAATCCATl^ 

ATGTCTTCTGGGTCAGACAATACCAACAAGCCACCAACKIAATCCTT^^ 



wo 02/064766 



PCT/EPOl/15398 



154/251 

CAACAGCAACAGCAGCAGCAACCAeAATTTTTTACTCa^ 

ACATCATCATCAAGGTTTAATGAAACTCATGAGTTGAATGATTTA^ 

ACATTCGGTAACACTGGAGATACTAGAATCOaiCATau^ 

AGTGGAACTOGATATAAACAAACTGGTAATGAACXaaiTO 

TTTCTTAATACTGGTATTGGATATCAAGGTGCTACACAA^ 

ATCAATCCTGCTTATACTGGGTATXK5ATTTGGTAACGCIK^ 

CAACAACAATCACGTAATGGTAATGATGGCOZAAGTOT 

YLR206W_homolog 292aa(SEQ ID NO 496) 

MRKQNNNLLDLNDETPPQQPQYYUVTGFYQQQPQFYAQQPQSQQFQQYDMFGNPIQNPMI^ 

YQQPQQQQQQFQPNQFTGFNYGQPQQPQAQPEPLQPLKTGSNNPFAMSSGSDNTNKPPTQSLNSIJVEQQ 

QQQQQQQPQFFTQPTTAPLKQQNTSSSRFNETHEian)LLTQGTGLDTFGNTGDTR^ 

SGTGYKQTGNEPIRLSSNATG»n?FIiNTGI6YQ6ATQQC]W 

QQQSRNGNDGPSLIDI 

YMR043W_homolog 789bp public: 1..789(SEQ ID NO 497) 

ATGGCTATTAAAGAAGAAACAAATGAATTTAGTCAAGGTAATGAGGGGAATTCCCATT^^ 

AACAATAACAGCAACAACAGCAACAGCTUVCAACAATGCTGATGT^^ 

GATGACGATGGTACTTCTCAAGGTAAAACTCAAAAGGAAAGAAGAA 

GAAAAATCAAGACGTCATATTACTTTTTCGAAAAGAAAAGCT^ 

TCAGTATTGACAGGTACTCAAGTGTTATTATTAGTTGTTT^ 

ACTCCTAAATTACAACCTTTGGTCACTAAATCT<^ 

CCTGAAGAAGGATTGGGTGATGATCAAGAGAATCAAAGTGATGGAAATACAC^ 

AGCCCTGCTCCAGCAACCAATCCAAATGTCATCGGTGCI^^ 

CAACAGCAACAACAACAAGCTCAACAGCAAGCTCAGCAAC^^ 

CCTACACATTATTCCAATCCTCAAGGAGCTGGTAATCCTXX^ 

CAACCTGGTATTCCATTACAAGGTGGTTATAGTGATCAATACCTGTATT^^ 

AACATACCTAATCAACAGCAATATCAATGA 

YMR043W_hoinolog 262aa(SEQ ID NO 498) 

HAIKEETNEFSQGNEC^SHSTONNNNSNNSNSNNNADVSAPVDDDDDDDGTSQGK^ 
EKSRRHITFSKRKAGIMKKAYELSVLTGTQVrja.WSETGLVTrFTO 

PEEGLGDDQENQSDGNTGDSPDQSPAPATNFNVMGAAGHAHHIQQQQQQQQQAQQQAQQQMAPMPSHGL 
PTHYSNPQGAGNPGVPPQQQGQHQPGIPLQGGYSDQYSYFGNIQNNNIPNQQQYQ 

YMR256C_hoinolog 330bp pxiblic: 1,,330(SEQ ID NO 499) 

ATGAGAATGAAACAACCAGACGACCAAAAGTCTGAGAGAGAGAGAGAGAAAAAATATCGGCTCATTATT 

TTCAATTCACTTTTAATCCTAGTTAATACTATTTACT^ITCTTTC^ 

ATCTATTCAATTATGAATCXIACAAAGAATTATTGAATTACAAAAACATTATC 

TTATGGTTAAGAGGTAGACAAat^GGCATTTTTAGTTTATCCATTTT^ 

GCCATCCCATTATATTATAGTGTTAGAGCTGTTGCTCGTATAAAAG 

YMR256C_homolog 109aa(SEQ ID NO 500) 

MRMKQPDDQKSEREREKKYIUillFNSLLILVNTIYFLSSNYPSHHPIYSIMNPQRIIEI^ 
LWLRGRQSAFLVYPFYALPAVSTAIPLYYSVRAVAGIKDE 

YOR267C_homolog 2091bp public: 1..2091(SEQ ID NO 501) 

ATGCCAGATAAACATAAACTCAAACTATTyrGGAAAAAATAAACACGACAAAGATGACGAATTC 

TCAACGTCAAACCATTCTCACGGAAGTACACOGAAGTTTTTAGGATT^^ 

GGCGACTCGTTGACTTCTCCAGTTATGAGCAATraiTCCGAAAGTCAT^ 

CAAGCCAATTCAAGTCCAAACCATCGTAACCCTTCrKX:AGTT^ 

ATTCCATCAATACAATCACCACAACCTCAAGCATCTGGATTACACCGCGGGGAC^ 

TCTGGCTCAGTTGTTGATTTGAAAAAATTCTTCAAAACA^ 

CATAGTATTTTGGGACAATATAGCAATCAGCTCCATTCACCACCACCAATGGCGCAGGTTC 

GGTGCAGGGTCGGGGAACGGCAGTGCCTTGCAATCACGTGAACAATCATCTACGTCATTAGCCAC^ 

ATCAATCAAACATCTTCTCAACTTTTGTACAATGC^^ 

ACGGACGACAACTCTCCATTGGTGAAGAAGTATGGTAAGATCGGGAAAGAGT^ 

GGGTCCXSTCAAATTAATCACCAGGCCCAGTGACTCCAAGACGTTTG 

AGATCTACTGAATCATTGAAGGATTACACTAGGAAATGTACTGCTGAGTAT^ 

AGGCACCCAAACATCATTAAAACCATCGATATTATCCATGAAAACAATCGTTATT^^ 

TATGCACCTATAGATTTCTTTGCTGTTGTTATGAGTGGAGAGATC 

TTAAAGCAAATTATTGAAGGTGTGGCATATTTACACAAATTAGGGrrGGCCCAT^ 

GATAATTGTGTTATAACGAATGAAGGGATTTTGAAGATTATCGATTTT^ 
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TATCCCTACGAACAGTTTGGTAACAACAATTCTATTaVGC^ 

TACTTGGCCCCCGAGGTTTTGAAATCTCCTAATAGCTACA^ 

GCCATAATTTACTGTTGTATGACTTTGAAGAGATTTa^ 

AGTTTCCGACTTTATTGCATGTATCATGATAATTTO^^ 

CTTTTGTTGCAACAGCGTAAACTAAAGAATACAATTGTTA 

GAGGAAAAGGGCXSACAAGCCTCAAGAAGACGAAGAAATGAAAGATGCCGATAGTGCAC 

CATCATTCTCATGATGTAGAGCTGGGAAAAACTGGTGGAT^ 

GCTGCTACCGTTTTAACAGATGAGCAAGCAGAAGAGATTATGGCACAATO 

CTACAAGAGTTTGAAGATAAAAAGAATCAACTTAAAGAGAAATATGAGGCT^^ 

AGATATCAAAAACAGTTGGCACAAATTCACGAAGAQGAAGAAAAGCAAA 

GGTGCCGATGAGAAAAAGAAATCACATCATAAACAGATTCATGGTCCGTATAGAT^ 

CCACATGCTGCTAGACCAGTCATATCAAGATTATTQGAGGTTCATCCAA^ 

GAAATTCTAGAAGATGAATXXSATTAAAGAAATTCAATXX^^ 

GATGCAACTVTTAGATTTTATTGAGGATGAGGACGAAGTAT^ 

acaattgtgaaagaaggttga 

YOR267C_homolog 696aa(SEQ ID NO 502) 

MPDKHKLKLFGKNKHDKDDELSLSTSNHSHGSTRKFLGFHIGRHESGDSLTSPVMSNSSESHHHSHHPH 
QANSSANHRNPSP\mSNT6TATTrPSIOSPnpnAfiRT.imrm<3ninrccr!cr(nfnT viTDDvini^^ 



QANSSANHIWPSPVHSNTGTATTIPSIQSPQPQASGLHIUaSDKKSSGSVVDLiaCFFKTKKTSNPRKEG 
HSILGQYSNQLHSPPPMAQVHSPGAGSGNGSALQSRBQSSTSIATLINQTSSQLLYNASHSVNSNRDPF 
TDDNSPLVKKYGKIGKEIXSSGAGGSVKLITRPSDSRTPAVKEFRAKRSTESLKDYTRKCTAEYCIGSTL 
RHPNIIKTIDIIHENITOYFEIMEYAPIDFFAVVMS6EMSRTEINCCLKQIIEGVAYLHKIX3IJUIIU3LKL 
DNCVITMEGILKIIDFGSAVIFKYPYEQFGNNNSIQPCMGIVGSDPYIAPEVLKSPNSYNPQPVDLV^ 
AriVCOOTLKRFPWKlPSQEKDNSFRLYCMYDiamiDYYLSNECHKLLLQQRKLKNTIVRSNKR^ 
EEKGDKPEEDEEMKDADSAPQQHHHSHDVESGKTGGSTVGKDKSNEAVTVLTDEQAEEIMAQIJIEIDRK 
LQEFEDKKNQLKEKYEALRDADPRYQKQIJVQIHEEEEKQRIja)AEHGADEKKKSHHKQIHGPYRU!^ 



uvii.ri:^.xx«,yi^rvcjviiimitu^m/rKXUIVUUAUXlUSlSJSEKyRUaJAEHGM 

PHAARPVISRLLEVDPKKRATMKEILEDEWIKEIQ(XrrWKPVSKSTDATLDFIEDEDE\n^ 

TIVKEG 

yOR374W_homolog ISOObp public: 1..1500(SEQ ID NO 503) 

ATGTTTAAAAAGGCCITACCATTAGTCAGCAAGCTCACAACACCAAAAGGTATCACTTAT^^ 

CTTGGGTTATTCATCAATAACGAATATGTTOICCCAAAGGAACAAAAGACATTTGAAGTTATTO^ 

TCCACTGAAGAAAAAATAACTGATGTTTACGAAGCTTTAGAAGAAGATATTGATACTGCTGTTGAAGCC 

GCACAAGCCGCATACCACAATGGTTGGG<:n'CyUVGGGCCACCAGAACAAAGATCAAAAGTTTTGTTCAAA 

TTAGCCGACITCATTGAAGAAAATGCCGAATTATTAGCTCAAATTGAAACTTGGGACAACGGTAAATCC 

TTACAAAATGCCAGAGGTGATGTTGCCTTGACAGOTGCTTACTTCAGATC(^^GTGGT^ 

AAAATTTTGGGTTCCCAAATCAATACTGGTAACACTCATTTCAACTACACTCAAAGAGTCC^^ 

TGTGGTCAAATTATTCCTTGGAATTTCCCATTATTGATGGCTTCTTCG 

ACTGGTTCTACCACTGTTTT6AAGACK3CTGAATOCAC(^^ 

TTAGTCGAAGCCGGTATGaaAAAGGTGTTATaU^TTGTTTC^^ 

GCCATTGCTAAACATCCAAAGATTGAAAAAGTTGCTTTCACTCGTTCTACT^ 

ATCAAATTGGCTGCTGAATaUVACTTGAAAAAAGTTACTTTGGAATT^ 

GTTTTCAACGATGCTKSATTTGGACAAGACTATTOUJU^CTTGATTC 

GAAGTCTGTTGTGCTGGTTCrCGTCTTTTGATTCAATCCGGTCT^ 

AAAGAAGCTGCTGAAAGTGTCAAGGTTGGTAACCCATTCGAOGAAGACACTTTTATGGGTCC^^ 

TCTGACGTCCAATTGTCCAAAATTTTCAAATACGTTGAATCTGGTAAATCIOVAGG^ 

ACCGGTGGTGCTAGAGCTGATGGTAAAGGTTACTTTOrOVAACCAAC^^ 

GATATGGATATTGTCAGAGAAGAGATCTTTGGWXyMmGTCACTTTGATC^ 

GAAGCCGTTGAATTGGCCAATGATTCCGATTATGGTTTGGCTGCTOGTATTCACTCTG^^ 

AAATCTATTGATGTGGCC^ACAGAGTTAAAGCXXMTACTGTTaXKXSTCAACACTTATA^^ 

CCAATGGTTCCATTCGGAGGATTCAGTGCTTCAGGTATCGGTAGAG^ 

GAATACACTCAAGTCAGAGCrGTGAGAATGAAAATCAACCCACCAAACTAA '^^^^^ ^ rrccAT 
VOR374W_homolog 499aa(SEQ ID NO 504) 

MFKKALPLVSKLTTPKGITYNQPLGLFINNEYVHPKQQKTFEVISPSTEEKITDVYEALEEDIDTAVEA 

AQAAYHNGWAQGPPEQRSKVLFKLADLIEENAELLAQIETWDNGKSLQNARGDVALTAAYFRSCGGWAD 

KILGSQINTGNTHFNYTQRVPLVCGQIIPWNFPLUIASWKLGPVIATGSTTVLKTAESTPLSALT^^ 

L\^GMPKGVmiVSGFGATAGAAIAKHPKIEKVAFTGSTATGKIIMKLAAESNLKKVTLELGGKSPNl 

VFNDADLDKTIQNLIVSIFYNSGEVCCAGSRLLIQSGVYDQWEKFKEAAESVKVGNPFDEDTFMGAOV 

SDVQLSKILKYVESGKSQGATVVTGGARADGKGYFWPTIFADVKKDMDI\mEEIFGPVVTLIKFDTVD 

EAVELANDSDYGLAAGIHSADVNKCIDVANRVKAGTVWVNTYNDFHPMVPFGGFSASGIGREMGEEVLH 
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YPL089Cjhoinolog 1836bp public: 1..1836{SEQ ID NO 505) 

atgggtagaagaaagattgaaatagaaccattgacagacgatagaaatcgtacagt^ 

cgtaaggcagggttatttaaaaaagct(mtgaattagctgtgc^ 

atcgttggcaataataataaagtatatgaatattctactgttc 

aataaaaccattaaagtcagaaaacaagtacatgaatogaagtctc^g^^ 

aagaaacgacatttaaatgaacgacttatgaataaatc^gggtctc 

aacgatgaagactatgatcataatgttcatgaagcx3ggcgatgaggattc 

aattctccacaacctaaacggcacaaaagatcagagtcggttaaaaaagagcaa^ 

aatagtacccaacctccaccaccgccrccacx:acctc^ 

aacccccaaaattacaaaaaacagattgatgagacaaataacacr^ 

aaaaatgaaccaacgatgcaacgacovgtattgagggtacaaataccgaatgat^ 

aataattcccatagtggtgttaataatagtcatggcaaggacacggcgagaa^^ 

aatagtgcaaccaacx:aaaacactcaatcgag<»atacaacatcaggt^^ 

tcatcgcaactaaattcaaatggtaatagtaatttagtgcccgggaatgttc 

ggatattcatcgtttcgatcaccagactcacgaaaaccaacattaccgt^ 

caaacgtcatctccagctagtgctctagcaccaggtttaccattgaca^ 

gcaggaatgcaacaatcaccastgggtggttcgtatgtcaattatcc^ 

caacagttccaaaatcaactacaactag^agaaauvcaacagcaacagc^ 

caatctcagccgcagccatcatcgcaactggttggaaatcaaaat^ 

ttccgttctggtttaccgacagggacacaatttaataatggtgaa(^^ 

tcacgatacgttaatgatatgttcccci^ccatc^^ 

tcaggtataacaccaactactcatctaccacagtattttgtgaatal^ 

caacaaotgcaacaacaacaacaacaacaacaacaacaacaac^ 

caacaacaacaacaacaacaacaacaacaacaacaacag(^ 

caacagcaactgcaagtacctgttatcccaatacaaacacaaac^ 

aatcacaaatcagctaatctaataccagggtttttacaaaacccaacac^ 

aatgcttccaagctgagtgatgctggtgatggtactaatccaaccacagcac^ 

gatgtcaataacaccaacaatggacctaataaaaatacataa 

YPL089C_horoolog 611aa(SEQ ID NO 506) 

MGfUUaEIEPLTDDRNRT\n'FVKRKAGLFKKAHELAVI«iW^ 

NKTIKVRKQVHESKSPEYYSKFRKKRHI^PLMNKSGSVVGTN^ 

NSPQPKRHKRSESVKKEQNPKX^STQPPPPPPPPHISLNNVPTFTNPQNYKKQIDETNNT^ 

KNEPTMQRPVLRVQIPNDAKSNTNNSHSGVNNSDGKDTART\rrAVDNSATNQNTQ^ 

SSQLNSNGNSNLVPGNVPNTRFSGYSSFRSPDSRKPTLPLPLQTKSQTSSPASAVAPGLPLTGGSNAYF 

AGMQQSPVGGSYVNYPAQVYQQYQQFQNQLQLQEQQQQQQQQQQKQQSQPQPSSQSVGNQNAQLESAAR 

FRSGLPTGTQraNGEQTPISGLPSRYVNDMFPFPSPSNFIJVPQDWPSGITPTTHLPQYFVNMPLSGIG 

QQSQQQQCKJQQQQQQQQQQQQQQQQQQQQCKiQQQQQQQ(K2QQQQNAQQQSQVPVIPIQTQTSQQMASTT 

NHKSANLIPGFLQNPTQATGNSANASKSSDAGDGTNPTTAGSSSSADVNNTNNGPNKNT 

YAL003W_hoinolog 693bp public: 1..693(SEQ ID NO 507) 

ATGAGTGACAAAGAAGATTTAAATCTTATATCTGACAATAATAGAGTTATTT(^ 

TTACAATTACTGACTACAGGAATAAACAAAAAATATAAACGATATACTAACATGTTTGATAGTACTACT 

GCCACTCAAGCTGATGTCACTGTCTACAAAGCTTTCCAAAAGGAATTCCCACAATT^ 

AACCACATTGCTTCATTCACTGAAGAATTCGAAGACTTGCCAGCCGGTAA^ 

TCTGCTGCTGCOjCTGCTGAAGAAGAAGATGACGAAGATGTCGACTTGTTCGGTTCT 

GATGAAGAAGCTGAAAAATTGAAGCAACAAAGATTAGCTGAATACGCTGCT 

CCAAAACCAGCTGCCAAATCTATTGTCACCTTGGATGT^^ 

GAATTATTGACCAACGTCAAAGCTATCXSAAATGGAAGGTTTOACT^^ 

GTTGGTTTCGGTATTAAAAAATTACAAATTAACTTOTTTGT^ 

TTACAAGCTGCTGTTGAAGAAGATGAAGACCAO^CAATCTACTGATATT^ 

TAA 

YAL003W_hoinolog 230aa(SEQ ID NO 508) 

msdkedu^lisdnnrvismrqlilqlsttginkkykrytnmfdsttatqadvt^^ 
nhiasfteefedlpagkapaasgsaaaaaeeeddedvdlfgsddevdeeaeklkqqrlaeyaakkaakg 
pkpaaksivtld\mpwddetdldelltnvkaiemegltwgahqwipvgfgikklqinlv\nea)/^ 
lqaaveededhvqstdiaamqkl 

YAL060W_homolog 1185bp public: l..I185(SEQ ID NO 509) 
ATGAAGGCAATTGTATACCACGATAGAGGAGATATTAGATAOSACCCCAATTTCCCTGATCCAC^ 
ATTCGACTGGATGATGTCAAAATCAAAGTTCATTATTCTGGGATTTGCGGTA 
AGTGATGGGCCGATTTTTTTCCCACCGAAAGGTGAATTGAATGAAAT^^ 
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MKAIVYHDRGDIRYDPNPPDPQIIRSDDVKIKVHYCXSICGTDLKEYSDGPIFFPPKGELNEISOMESIO 
WGipiSGEVI/aGDDVTNVKVGDKVVVE\rrGTCI^ 

IGCGFANGGCAEYLVVASSKVIAFDQNKIPMDIIUtf.IQP3J^^ 
H!!^'^*^QVSQ^SEPAIARRQIAEKLGVITroPTGKSIBQCVEDLK^ 
TFETGLKTLKIRGCATNVAIWAHKSIPLYPMEITLSEKMLTGSICFVKKDFEESIKAIE^^^ 
blLITSKIHLQDGIEKGFLELimiKEKHIKILPSPKSBYLLCNGVNDSNK ''*'*'^^*^^™«^ISIDELK 



YBL058W_homoXog 1116bp public: 1..1116(SEQ ID NO 511) 




^H^i^^^^^'^^^'^^^^A'^^AAGATGATCAT^GAGGATCAC^^ 
GGAGGAGAGAAATCAGGATTGCAAGTTCAAGATOXaUVTAAAGA 



TTGCAAGAATTGAACCAAGGAAGAGTTCCAAT^^ 

^^r^^^r'^''^^^^^<=°^^<=^°ATTGGACACCTCCGAAAAGAAAA^^ 
^^ft^S^^^^^^^'^'^^^^^C^^'rACCTGGGGAAGTACTT^^ 

gatatcaaaaccgaaactgaaatttctaaaccaaaagaosaaggcgaaggtSc^ 

AGATTTGCCAATGGTAAAAGAACATCACACAAATT(aUVTT<X^^ 
lyrcTT/^UU^TCATGAATATAATTCTCAACCTACTAG^ 



YBL058W_honiolog 371aa(SEQ ID NO 512) 
YBR039W_homolog 804bp pxiblic: 1..804{SEQ ID NO 513) 

gaatoaaatggtaatgtcgatattgtttctatt^ 

gctgacaaagttaaattggcattcaatogtcttqgtaaagaagaacc^ 

attgctgatgaaattgctaaattaggtaactatcaaaatgttcaaattct^ 

GGTGTTTCATTTGAACCATCTAAATTTWXATTTATCC^^ 

agcaaatatgaattggaaaatgaagaaatcacttctcatgttgctcaattctc^ 

TTGACTGCTATGGCTGAAGGTTATGCATCTGAAGTTTCTGCTAGAAGAAA 
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AAGAATGCTGGTGATATGATCAACAGTTACTCTATTTTC 
AACGAATTGGTTGATATCAOTACIXXSTGCTT^^ 

YBR039W_hoinolog 267aa(SEQ ID NO 514) 

MRLKSiraiEKITOTMKIVASTRLSKAQKAMASSRVFNETDKEFLSNAEPKPIEEEA^ 
SSDKGlXXfSIHSQVSKAARKRTEEUIGN\n)IVCICa)KVKAQILRTOA^ 
IJU)EIAKIiGNYEN\miLYNKFVSGVSFEPSKFSIYAADAIANSPGL^ 
LTAMAEGYASEVSARRNAMDNASKNAGDMINSYSILYNRTRQAVITNELVDIITGASSLD 

VBR062C_homolog 450bp public: 1..450(SEQ ID NO 515) 

ATGTTATCTGCATCTAACGAAGAAGCOVTAGCATCAGCATTGCGACAATTC 

ACACTTGCTCAATCACTCATGGATCTGCTTGGTGAACAAAAGACATCGAAGGGGGTCACTC 

ri^ATACTTTGGAACGTATTCCAGTAAAACAAATTAC^ 

AATCXSATTCAAAGATGATAAGCATCCATTGATTGTCAGAT^^ 

TTTGATTTGGAATGTGTTGGG(XX5TGGTT^^ 

TTAGAGGTAGAAGCTAATAGAAGGAAAATAATAGATGAAGAAATAAAAAAGGCCaUVGAAGAAGAT^ 
GAGGAAGAAGAAGAAGGTTGGGATATATATG6ATAA 

\rBR062C_homolog 149aa{SEQ ID NO 516) 

MLSASNEEAIASALRQLSESEGSTLAQSLMDSI/SEQKTSKGVTOEYLDTLERIPVKQITDKDASCPICT 

NRFKDDIOiPLIWIiPCGHGVNHIFDLECVGPWMJMNSTCPMCRTNILEVEANRRKIIDEEIK^ 

EEEEEGWDIYG 

YBRlOlC^homolog B55bp public: 1..855(SEQ ID NO 517) 

atggaaaaattattacattggacaattccacaacwitcaggg^ 

gaacccgatcaaaaggcacttaatcaattatttggtggl^ 

ataaaagttgttgaatcaacx:gatgtttcattagaagataaagagatc^ 

TTGATTGAAAATTTAGATAATGCAAATAATATTGGTAATTTGAAATTATC 
TTAGCCAAAGAAGATACCCCTGTTGAATTGAAAGTACTTATTTGTG^ 

aacaaccccaaatctcaagaagatttcaatgaaactgaaggattgagtg 

gatgacaaaaaatttgaattacaactgaaggcattctttg^ 

cctggatatgcaaagtttgagaaattgcaaggtttgaaact^ 

tatcaattgagaattttatcattaatatcatccat^^ 

caattcaaagaagcaaaattacctcactatttagcctcggtattc 

gtggacaaatctttaaacattgtttctcaattgaatcaattaaactatc 

tatgaaataaatagaggaatccaagtggttgaagggttgagtgagaaacttaatattgatc 

aatgccaaacaggccacatcctcttag 

YBRlOlC^homolog 284aa(SEQ ID NO 518) 

MEKIiLHWTIAQQSGDKAALEKIGEPDQKAU^JQLFGGPDEATLMKESIKWESTO 

LIENLDNANNIGNLKLWNPLIDILAKEDTPVELKVLICGIIGTAVQNNPKSQEDFN^^ 

DDKICFELQSKALFAISSFIRNFQPGYAKFEKLQGLKLINFDNKNNKYQLRILSLISSILSNGLDDSLKA 

QFKEAKLPHYUVSVLNEDSNTSLVDKSLNIVSQLNQIJilYEFSLEEK^ 

NAKQATSS 

YBR139W_homolog 1653bp public: 1..1653(SEQ ID NO 519) 
ATGCAATTATCTACATTAGTCACITCGTTGGCTGCT^ 

AACAATTTAAAAGATCAGATTATATTGGATTCTGAGGAAAGCTCCCCAGATT^ 
TTCAAAGACTTGGGTTCATTGCCAGTTGATTTGATTACTGCT^ 

CCTGAACAAATTGCCAAATTAATCAATCAATATGAGTCTAAAAATGAAAAACCAAAGAAA^ 

AATCCAATGTCGACATTTTCTTCACCAAGTTCCAAGTTTCAA^ 

TATTCAATGCGTGTAAAAGAGAGTTTCCCAGAAATTTTGGGTCT^ 

TATTTAGATATTGACTCATTAGATAAACATCTTT^ 

AATGATCCTATTATTTTATGGCTCAATGGTGGTCCAGGT^ 

TTAGGACCATCCTCGATCAACAAAACTTTACACCCAGTTTACAACCCATATTC 

TCGGTTATTTTCTTAGATCAACCCGTTGGAGTTGGATATTCGTATACAOT 

ACTCTCACTGCTGCTAAAGACGTTTATGTGTTTTTGGAATTG 

ACTAATAAGTTTCACATTGCCGGTGAATCTTAOSCCGGTCA 

ATTAACAATGCCXSATAGGTCATTTGAGTTGGCATCTGTGT^ 

attcaagatggttcx:tataaaccaatgggctgtggtgaaggtggtt 
cagtgtgatcaaatggaaagggattatcctagatgtgctaaattgactaaattatgttacagt^ 

TCTGCCTTGACTTGTGTTCCAGCTCAATACTACTGTGATTCCCGT^ 

GGATTAAATCCTTATGATATCAGAAAGGATTGTGCCGAGCAAGGTCGTAATTGTTACGTAGAAAT^ 
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TACTTGGATGAATACm^AATCTCGATTATGTGAAAGAAGCTGTTGGTC^ 

ACTTCATGTCATGACACCGTGTTTAGAAACTTTATTTTAGAT^ 

TATGTTGCTGAGTTATTGGACAATAATGTAOriOTAT^ 

AATTGGTTGGGTAACTTGGCATGGGTAAACGAATTGG^^ 

CCATTACAATTATXSGAAACAAGATGGCAAGAAAGCTGCTGGAGA^ 

TTCTTCAGAATTTATGACGCTGGTCTICATGGTTCO^^ 

AATACTTCGGTACAGGGAGATTATTCTTTTG6TCT 

YBR139W.homolog 550aa(SEQ ID NO 520) 

MQLSTLVTWU^TVGAQAVSFGNNLKDQIILDSEESSPDLYLESVFKDIXSSLPVnDLITAV^^ 

PEQIAKLINQYESKNEKPKKNKFOTMSTFSSPSSKFEia-SNDKFAGYSMRVKESFPEIL^ 

YLDIDSUDKHIJ*YWFFESRNDPKNDPIILWLNGGPGCSSST6LFFEIX5PSSINKTL^ 

SVIFLDQPVGVGYSYTGGDEVKOTLTAAKDVYVFLELFPQKFPQFLTNKFHIAG^ 

INNADRSFEIASVLIGNGITDPLIQDGSYKPMGOGBGGYKPVLTTEQCD^ 

SALTCVPAQYYOTSRLFQPYAffTGLNPYDIWOXIAEQGC^afVEt^ 

TSCDDTVFIOTIIiDGDEMKPFQQWAELLDNNVP\n^IYAGDKDYICNW^^ 

PLQLWKQIX5KKAAGEVKNHKHFTFLRIYDAGHMVPFDQPENALSMV1^^ 

YCL052C.homolog 1446bp public: 1..1446{SEQ ID NO 521) 

ATGAGACAAAGAACAACCATTTATAATCCTTATTCTAGTCATGATGGAA 

ACAAATTTCCAATTATCAAGCATACCTAATCATTTAT^ 

ACCACCACACAACCTAAOVAATaVTCATTATATCK^ 

AATAATAATGAATCAGGTATACCAATTTTTTCATT^ 

CCACAATCTAATGTCGACAAATTAGAATTTTGGCAACAAGTTGAA^^ 

ATTAAATTATCTTi^CAACAATGGATTGCTAATGTTAAT^^ 

CCATTATTGAATTTGAAAGAAGGATGGAAATTCAATTTACATCCTAi^ 

AATCAAGATAAAATTATTATTCGGGAATTGTTAACAAATGTGTCAGAAATAGAATTO 

QQTATTTATAAAGAAATTGGTTTGTTTTTAATTG^ 

AGTGGTATTAGAGTGATATTAGATGAAGATAGTAATACTAATAACAAAGAAGAATCGATACATAAGA^ 

ATGTTTCATATAAAACCAAGACATAGGAGTTTTGATGATTCTA^ 

CCACAAGGATTACATCCTATTTTGAGTACTGAACTTAACAC^ 

GATGTTGAAGAATGTAAATTTTATTATTATTTGAATTTAAAT^^ 

AACATTCCAATAGGATCGCAATTAATTATTAATAATGGGAATAAAAATTTAGAATTAC^ 

ATTAATCAATGGGGTAATGAACTTTTATTTGAATTTGAATT^ 

ATAAATTTAACAGTTCATTCAAGATATCAATTACCTCAAAATAATCATO 

GTTTTAAATTCGTTACCAAATATTTTTATAGGTTGTAATGT^^ 

CCTTTTGATACTAAAAGAGATGTTAAAATTGGTGGTAATTATGAAATTTATT^ 

TTTTATOVTTTACAGAATTCCGACAATTCCXSGCAATTCCGGT^ 

CCTCATGGGAAAACTACATTTGATAGAGTCAATAATATAACTTCAe^^ 

ATGATTTTATATGCCATTTCAATAAGAGTTTTCATG^ 

YCL052C_homolog 481aa(SEQ ID NO 522) 

MRQRTTIYNPYSSHDGIITNIiNRTNFQLSSIPNHLFTIENKYTITTTTTQPN^ 

NNNESGIPIFSFHYEPGLNIYAVPQSNVDKLEFWQQ\^QLIMELI/3IKLSSQQVnMIV^ 

PLIJ«.KEGWKFNLHPKSNYDYIYNQDKIIIRELLTNVSEIEFNLESGIYKEIGLFLIDEK^ 

SGIRVTLDEDSNTNNKEESIHKTMFHIKPRHRSFDDSTTITTTKIIPQGLHPILSTEI^ 

D\^ECKFYYYLNLNKSLIFDQFQNIPIGSQLIINNGNKNLELPEYKINQWGNELLFEFEFDND^ 

INLTVHSRYQLPQNNHSHSQISNVLNSLPNIFIGOJVKBGNLLDKSPFDTKRDWIGGNYEIYF^ 

FYHLQNSDNSGNSGSSTLLEINIPHGKTTFDRVNNITSLGLLIGVI^ILYAISIRVE^ 

YCR009C_hoinolog 882bp public: 1..882(SBQ ID NO 523) 

ATGTGGAAAAAGAAAAAGAGGGAATTTTTTTTTTGTCAT^^ 

TTCTTTCTTCAACTAGACATGTCTTGGGGAGGATTTAAGAAAGCAATC 

ATTGTCAAGGATGTTGACAAGACTATGGATAAGGACTTTGATGTGGAGGAGAGAAGGTACAAGAC^ 

AAGACTGCAGGGACGAATTTACAGAAAGCTGCCAAGGGGTATTTGGACAACATCTVG^^ 

TCCCAAGTCACAATTGCCX5AGATTATTTATAACTTGTACGAGGAGTCGAAGCAGGGACAATCGCTCTAC 

TCGAATGTTGGGACTTATTACATGCAGAGTGTCAAGGAGTT^ 

GGCCCGTATAGGGAGACTGTTTTGGATCCAATTGGAAAGTTTTCC^ 

GCAATCAAAAAGAGAGCACACAAGAAGATTGACTATGAGCAGTGCAAAGCCAAAGTTAGACGGTTAGTC 
GATAAAC<nXK:CAAAGATGCGGCCAAGTTGCCACGaXXX5AGAAGGi^ 
TACGACGAGTTGAATGACCAGCTCAAGGCCGAGTTGOCGCAGTTGATTGC^ 
GATCCGTCGTTTGAGGCGTTGGTCAAGATCCAGTTGAGGTTCTC 
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CAGATCCAACAGTACTTGGACCCAGCGTCCAGAGAOGAGTA^ 

GATGATATGTTGGCACAAATGCAAGGTTTGAGTATAAOT^ 

YCR009CJioinolog 293aa(SEQ ID NO 524) 

MWKKKKI^FFFCTSPFFFFYLAHFFLQLDMSWGGFKI^^ 

KTAGTNLQKAAKGYLDNIRAITNSQVTIAEIIYNLYEESKQGQSLYSWGTYYM 

GPYRETVLDPIGKFSNYFSBIDEAIKKRAHKKIDYEQOU^KVmRLVDKPA 

YDEU^XiLKAELPQLIAIiRVPFYDPSFEaVLVKIQLRFCTEGYSRIA 

DDMLAQMQGLSITSLGK 

YCROlOChomolog 858bp public: l..B58(SEQ ID NO 525) 

ATGTCAGCTGATTTAGAAAATCAACAACCACAAGATCATCATCTTATTATTGl^^ 

AGTAGCAACOVCCACCACCACAACAACAATTCAACATOVOCrra 

ArrGAAACTGATGGAGATTATGTTACTTTTGGTAATGAAAGATATTTATO 

TTTGGTGGTACTTTAAATCCAGGGTTAGCTCCACCACCTAAAAATGA 

GGATTATCGGCATTTGCTTTAACAACATTTGTTTrr;^ 

ATTCCTAATATTGTTGTTGGATTGGCATTTTTCTAT^ 

GAATTGGCCGTTGGTAATACTTTTGGTGGTGTTGC^^ 

GCTGCTATTCAAGTTGATTaVTTTGGTATTAAAGCT^^ 

GCTGTGGGGATATTTTTAATTGGTTGGTTTATT^^ 

ACTGTGGCATTCTTTTTAATATTTTTCTTT^ 

AATGCTTATGCTGGTATTGCT/UVTCCTCAAAATAGTTATATOAC^ 
TTACAAGATCCAACAAGAAAAAATAAATAA 

YCROlOC^homolog 285aa(S£Q ID NO 526) 

MSADLENQQPQDHHLIIENKGDNSSNHHHHNNNSTSPYDPHHPITKIETDGDYVTFGNERYLRSDLVEA 

FGGTI^PGIJVPPPKNDFANPAPIX5LSAFALTTFVLSLINCEARGVTIPNIWGLAFFYGGAA^ 

ELAVGNTFGGVALSSYGGFWGAWAAIQVDSFGIKAAYANNTEELHYAVGIPLIGWFIFTFFLMLLT^ 

TVAFFLIFFFLSITFLLIJ^SDFTGKVAIiaCAGG\^LITAFVAWYNAYAGIANPQNSYITVK^ 

LQDPTRKNK 

YCR021C_homolog 1029bp public: 1..1029(SEQ ID NO 527) 

ATGTCCGCTGCTGTTTCAACTTTATCCGATATCMXrAAACGT^ 

AACCCAATTATTGATTTACATATCACTGAACATGGTAGTGATTGGCTTTGGG 

GCATTATTTGCAATTGTGCATGGATTCATTTACAGTTTTACTG 

GCTTTATTGACTATCCCATTATTTAATAGTGCTGTTTT^^ 

TTGGGCTATACTTGGATTTTGACAGAATTCAACCATGC^ 

AAATTTGTTGCTTGGTTCTTGGGTTGGCCATTAGTGTl^ 

TTTACTACTAOTGAAGATGAGTCTGATTTGCTTAAGAAA^ 

AGAGTTTTGGCAATTGAAGTTTTCGTCTTGGGTTTATTC 

TGGGGTTATTTCACTTTTGCrcTTCT 

GTTTCATTTGGTTCATCTTCrC^ 

ATTTTGTACCCAGTTGCTTGGGGTTTGAGTGAAGGTGGTAATG 

TTCTATGGTATTTTGGATTTGATCACTTTTGGTGTTAT^ 

AACGTTGATGAAGAATTCTTCACXAAAATATGGCATTTrc 

ACTGCTACTGAAGATGTTGAAAAAGCAGTTGGTGAAA(X:CCAAGACATTC^^ 

CCATCAGGTGTTCCAGACACTGGTGTTGCTCAAGCACAAGCC^ 

YCR021C.homolog 342aa(SEQ ID NO 528) 

MSAAVSTLSDIIKRNDAVNVNPPNPIIDLHITEHGSDWLWAVFSWALFAIWGFIYSFTDVRKSGLKR 

ALLTIPLFNSAVFAFAYYTYASNLGYTOTLTEFNHAGTGFRQIFYAKFVAWFLGWPLVLAIFQIIT^ 

FTTTEDESDLLKKFISLFEALFTRVl^EVFVIiGLLIGALIESTYKWGYFTFAVWQLFAIYLVINDW 

VSFGSSSHSVFGNALILAFVIVWiLYPVAWGLSEGGNVIQPDSEAVFYGILDLITFGVIPIILTWIAIN 

NVDEEFFTKIWHFHLKPENEHAPTATEDVEKAVGETPRHSGDTAVAPSGVPDTGVAQAQAEAEERI 

YDR178W_homolog 510bp public: l.,510(SEQ ID NO 529) 
ATGATTTCAACTTATTCACX3TATTGGTTTAACC^^ 

ACTACTGTTAGACCATTATTATTGGCCAATTTTACTAGAGGAATTAAAACTATC^ 

TATATTGTTGGTACAGTTAATGATGCTTATGTACXyiCCACCACCACATAAATTAGAAGGTT^ 

TGGACTAGTGAAAGGATTGTTGCTATTGGTATGTTACCATTAGTTTTAGC^ 

GGTGCTTCGACTTTAATTGATTCCACCATGTCAGCATTATTATTAT^^ 

AGTTGTATTATAGATGATATTCCTAAAAGAGTTTATGGATCTTATCATAATTATC^ 
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ACTTTTGGTACTGGTATTGCTOGTTAT^ 
ATTATTTCAAAACTTTGGAAAGCTTAA 



VDR178W_homolog I69aa(SEQ ID NO 530) 
MISTYSRIGLTTLTKSSSSSSLTTTVRPLLLAN^ 
WSERIVAIGMLPLVIJVPFITGGGASTLIDSTMSAIJfLFHCHTC 
TFGTGIAGYGIYQIETKEGGVSNIISKLWKA 

YDR202C homolog 387bp CDS: l..>387 public: 1..387 (SEQ ID NO 531) 

ATGACAGCAAATATCTTGAATAATAAAACATTCATAGATACTGTATTATCAATAC/^ 

GATAAAGAATTACATTGGTATATTATAAATATAATTTTACCCGATTTACCTCAAATCA 

CAGATTTGTTCAAATTTGTTGATGTACAATTCAC^ 

GGTCCATCTATCAAGCTACCTTTGTCTTTAACCAATC^ 

GATGGACCATATATCACAGATCTTAATTTGAOQGTTAAGAAT^ 

TTGCGCTTAATAAAGCXrAATGGTTTTAGAACAACTTGTTAAT 

VDR202C_hoinolog 129aa(SEQ ID NO 532) 

MTANILNNKTFIDTV^SIQSTQNDKELHWYIINIILPDLPQIIETLQICSNLIMYNS 
GPSIKLPLSLTNQQDSWGIITRDGPYITDLNLTVKNHYFl^^ 

YDR256C_homolog 1458bp ptiblic: 1..1458(SEQ ID NO 533) 

ATGGCTCCAACATTTACGAATTCTAACGGTCAACCAATTCCAGAACCAT^ 

CAACACXKSTCCATTGTTGTTACyVAGATTTCAAC^^ 

ATCCCyVGAAAGAGTTGTCCACGCTAAAGGTTCCGGTGCn'ATGGTGT^^ 

ACTGATATTTGTGCTGCCAAATTCTTGGACACTGTTGGTAAGAAAACTAGAATC 

ACTGTTGGTGGTGAATTAGGTTCTGCTGATACTGCTAGAGATCCAAGAGGTTT^ 

ACTGAAGAAGGTAACTTGGATTTGGTTTACAAaUVCAC^ 

TTCCCACATTTCATCCACACCCAAAAGAGAAACCXIAGAAACTCACTTGAAGGATGCTAACATC 

GATTACTTGACTAGCAATGAAGAATCCATTCATCAAGOTAI^ 

GCTTCTTACAGAGAAATGAATGGTTACTCTGGTCACACTT 

TTTTACGTTCAAGTTCATTTCATCavGTCACCTUlGGTATTAAGA 

TTAGCTGGATCTAACCCAGATTACGCCCAAGAAGATTXGTTCAAGAACATT^^ 

TCATGGACTGCTTACATTCAAACCATGACTGAAGCCGAAGCTAAAGAAGCTGAATTTTCTC 

ttgaccaaagtttggccacacaagaaatacccattgagaagatttggtaagt^ 

ccaaagaactactttgctgaagttgaacaagctgctttct^^ 

ccatctgctgatccagtcttgcaatcaagattgttctcctatgctc 

accaactatactcaaatcccagtgaactgtcctgtcaccggtgcl^s 

ggtgctatgactgttaatggtaacttgggtagccatccaaactacttggccagtc 

ttcaaacaattttctcttcaagaagaccaagaagtttgga^ 

gccaccccagctgatttcaaacaagctcaagaattgtggaaagtgttgaagagatatcc^^ 

gaacatttggcccacaacattgctgtacatgctgctggtgctg^ 

gcatactttggtaaagtctctcaagacttggctgatgctatca;^^ 

AGAAAATAA 

YDR256C_homolog 485aa(SEQ ID NO 534) 

MAPTFTNSNGQPIPEFFATQRVGQHGPLLLQDFmiDSUOIFDRBRIPERVVHAKGSGAYGVFEVTO 
TDICAAKFLDTVGKKTRIFTRFSWGGELGSADTARDPRGFATKFYTEEGNLDLVYNNTP 

fphfihtqkrnpethlkdanmfwdyltsneesihqvm\^:lfsdrgtpasyre^mgysghtykwsnkkgew 

fyvqvhfisdqgiktltneeagalagsnpdyaqedlfioiiiaagnypswtayiqtmteaeake/^ 

lteowphkkyplrrfgkftlnenpknyfaeveqaafspahwpymepsadpvl 

tnytqipwcpvtgavfnphmrdgamtvngnlgshpnylasdkpvefkqfslqe^ 

atpadfkqaqelwkvlkrypnqqehlahniavhaagadaaiqdrvfayfgkvsqdladaikks^ 

RK 

YERl03W_hoinolog 1971bp public: 1..1971(SEQ ID NO 535) 

atgtctaaagctgttggtattgatttaggtacaacctattcttc 

GTTGAAATTATTGCTAATGATCAAGGTAATAGAACTA(XCCTTCATT^ 

AGATTGATTGGTGATGCTGCCAAGAATCAAGOXKrrATGAACCCAG^^ 

CGTTTAATTGGGAGAAAATTTGATGATCCAGAAGTTATAAATGATGCTAAACAT^ 

attgataaagcaggtaaaccagtgattcaagttgaatataaaggtgaaactaaaacatttc 

gaaatttcttcaatggttttaacaaaaatgaaagaaattgctgaaggto 

gatgccgttgttaccgttccagcttatttcaatgattctca^ 
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ATTGCTGGTTTGAATGTTTTAAGAATTATTAAT(»A(^ 

AAAAAAGGTTCX^IGAGGTCAACATAATGTTTTAATT^^ 

TTATTAGCCATTGATGAAGGTATTTTCGAAGTTAAAGCCAC^ 

GATTTTGATAACAGATTAGTCAACITCTTTAT^^ 

ACCAACCAAAGAGCTTTAAGAAGATTAAGAACTGCT^^ 

GCTCAAACCTCAATTGAAATTGATTCCTTATATGAAGG^ 

AGATTTGAAGAATTGTGTGCTGACTTCTTCAGATC^^ 

GCCAAGATTGATAAATCTCAAGTTGAAGAAATTGI^^ 

CAAAAATTGGTTTCTGATTTCTTTAATGGTAAAG^^ 

GCTTATGGTGCTGCTXmCAAGCTGCCATTTTAACnX^ 

TTATTGGATGTTGCTCCATTGTCATTAGGTATTGAAACTGC^^ 

AGAAATTCTACTATTCCAACTAAGAAATCAGAAACTTTCTCC^ 

TTGATTCAAGTGTTTGAAGGTGAAAGAGCTAAAACTAAAGATAACAACTTGTTC 

tctggtattccaccagctccaagaggcgtccctcaaattgaagttac^^ 

atcttgaatgtttctgctttagaaaaaggtactgg^ 

ggtagattatccaaagaagaaattgataaaatggttagtgaagctc 

aaggaagctgctagagtccaagccaagaatcaatrggaatcttatgc^ 

aatgatggtgaaatgaaagataagattggtgcagatgataaagaaaaattaacta^ 

actatttcttggttagatgcatctcaagctoc^^ 

gaatcagttgctaatccaatcattagtggtgcttatggt^ 

ggattcccaggtgctggtggcttcx:c:aggtggtgc^^ 

ggtgaatcaagtogaccaactgttgaagaa6tt6attaa 

YERlOBVJLhomolog 656aa(SEQ ID NO 536) 
MSKAVGIDIXyrTYSCVAHFANDRVEIIANDQGimOT^ 

IUiIGIUCFDDPEVIiroAKHFPFK\n[DKAGKPVIQVEYKGE1OTFSPEEISSMVL 

DAVVTWAYFNDSQRQATKDAGTIAGLimiRIIWEPTAAAIAYGLDKKGSR^ 

LLAIDEGIFEVKATAGimiLGGEDFDNRLVNFPIQEFKRKNKKDISTNQRALRR^ 

AQTSIEIDSLYEGIDFYTSITRARFEELCADLFRSTLDPVGKVLADAKIDKSQVEEIV^ 

QKLVSDFFNGKEIJgKSINPDEAVAYGAAVQAAILTGDTSSKTQDILLLDVAPLSU;iETAGGim'^ 

RNSTIPTKKSETFSTYADNQPGVLIQVFEGERAKTKDNNLLGKFELSGIPPAPRGVPQIEVTFDrD^^ 

ILNVSALEKGTGKTQKITITZ!n)KGRLSKEEIDKMVSEAEKFKEBDEK£AARVQAKNQLESYAY 

NDGEMKDKIGADDKEKLTKA1DETISWLDASQAASTEBYEDKRKELESVANPIISGAYGAAGGAPG6AG 

GFPGAGGFPGGAPGAGGPGGATGGESSGPTVEEVD 

YGR086C_homolog 954bp public: 1..954(SEQ ID NO 537) 

ATGCATAGAACTTATTCTTTAAGATCCACTAGAGCTCCAACTGCATCTCAATT 

CCACCATCATCTACCAAATCCAAATTTTTTGGTAAAGGTT^ 

GCTGGTGCTTTAGGTCCAGAATTGTCGAGAAAATTGGCCATTTTAATTAAAATGGA 

AGATCAATTGAAATCACTTCTXXTGAAAGAAAAGATGTO 

AATGAAGATGATATTAGTGATATCACTCATAAATTGGGGGTTTTAATCTATG^ 

GATCAATTTATTGATAGATATGATCAATATAGAATCACTTTGAAATCTATC 

GTTCAACCAAGTAGAGAAAGAAAACAAAAAATTACTGATCAAATTGCTTATTTGAAA 

CAATCACCAAAAATTAATGTTTTAGAACAAGAATTOGTTAGAGCTGAAC^ 

GCTCAATTGAGTAATATTACTAGAGAAAAATTGAAAAeroCTTTTAA 

GAACACGCTGAAAAAATTGCTTTAATTGCTGGTTATQGTAAAGCTTC 

CCAGTCACTCCAGGTGAAACTAGACCAGCTTATGACGGTTATGAAGCTTCTAAACAAATTATTATTC 
GCTGAAAACGCTTTAGCTTCTTGGACTTTTGATT^^ 

CATGATGAAGAAGCAGAAGAAGATTTAGAAGGTGCTTATGAAGATGATGAATTGGCTAATGAAGC 
AATTTAAGAATTGCTGAAAAAGATTTTGATGAAGTTGAAGCTAAAATTGC^ 

YGR086C_hoxnolog 317aa(SEQ ID NO 538) 

^mRTYSLRSTRAPTASQLQAPPPPPSSTKSKFFGKGSISI^TFRKQAAGALGPELSRKLAILIKMEKNLM 
RSIEITSRERKDVAKQLSLWGEANEDDISDITDKLGVLIYEVGELEDQFIDRYDQYRITLKSIRDIEGS 
VQPSRERKQKITDQIAYLKYKDPQSPKINVLEQELVRAEAESLVAEAQLSNITREKLKTAFNYQFDSIR 
EHAEKIALIAGYGKALLELLDESPVTPGETRPAYDGYEASKQIIIDAENALASOTFDSAVVRPTLSU^ 
HDEEAEEDLEGAYEDDELANEAENLRIAEKDFDEVEAKIAA 

YGRI97C_homolog 1536bp public: I..I536(SEQ ID NO 539) 

ATGTCTCATGATGATTCAAATCTGAATTCAAACCOCAGCTCAAATX^ 

CCGTCTGATATGGGCAGATCAAGCAACGACAGTGGCTCOGAACCATCAATACAACAT^^ 

CCACTCGAACCACAAGGCGATGAAGAGGATATQGAAATGGGTGAGCCAATATCACGACAATCAA 

CTTGAGAGAGTACAATCTCGATATTCATTTTTCX:Aa3AGAAT^^ 
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ATGAAATATCTTAiUU^TOTATCTAGTCATGGCX:^^ 

TCAATGTATCAAAGAGAAACXrCGAATTAAAAACTTGAAAA^ 

AATGGCATCCCTCCACraTTTGGCAATCA 

GGCGATTGGAAAATATATAACACTAGCGAATTTGAAACTATTGCATC^^ 

GAAGAGGTCATTCGTCAAATTCATCATCAAAATTATTQGGC^^ 

TATAACATATACAATGCATTAG<X:AATGGTAATaGTAayi^^ 

GAAACAGGAAGACACCTAACTAGTGTTGGCCCATATGTGGTGGCATC 

TGGTTGGATCAAAACCTGGTGATGAGGGACATTGTGAGAAT^ 

TCGGTTGCTGTCGCCACTACCGCCTTGGCATTCCAAATAATTG 

TTAGTTGCAGCrrTACAAATTGGTCTTCTTTAl^^ 

GTCGATATACACCX5ATCAGTGGCATTAATGGTGAAGCAAAGAAACTTTTTAC^^ 

TCAATCATATCGTATTTTGTTATCAGTTTAATGTTTGGT^ 

GCTGTTACATTTGGTAAATCKXXrmOT 

GGATTGGCTAACGAATTGGCOGCTATGCTCATACTTACTATCT 

ATCTTCTOGGTAATTATAAATATCACACiXAaiTTC^^ 

TATGGTTACGCCATGCCATTGCATAATGCTTTTGAAATTTAT^^ 

GGATTAATAGGAAGAAGCATTGGAATCATAATTGCATGGGTGGTATTT^ 

GTGGTGGTTTACTrrTGGTAGCACTATGAGTAAAAAAGCTGC^^ 

AAGGAAAAGTCAAAGTAA 

TORl97C_hoinolog 511aa(SEQ ID NO 540) 

HSHDDSNSNSNPSSNPTSNPVSKPSDMGRSSNDSGSEPSIQHFTIiAPLEPQGDEEDMEHGEPXSRQSTF 
LERVQSRYSFFHENLRAQRKELSMKYIJaYLVHAXGGLG^ 
NGIPPLFGNQLROIiUVTPTARTLGDWKIYOTSBFETIASKHNNTINEE\a^^ 
YNTYNAIJmGNQYWSDSVYCrreTGRHLTSVGPYWASIDAIQTM^ 

SVAVATTALAFQIIDMRPSTSGVLVAALQIGLLYLVIVSFFSFNFFVDIHRSVALMVKQRNFL^ 
SIISYF\n:SLMFGL\n'IAFQVDFAWFGKSGFLVYWMVTFLTMW 

IFWVTINITPTFTPIALLPEFVRYGYAMPI^AFEIYSVIFFNTYKGLIGRSIGIIIAWVW 
VWYFGSTMSiQCAAAPAAAAKKEKEKSK 

YGR250C_homolog 1890bp public: 1-.1890(SEQ ID NO 541) 

ATGTCTGCTGCTGAAACTAATCAACTTCAAGAATCTATGGAAAAGTO 

GAACAATCAGCTGCTGCTGCTACTACCACTGCnxaTCAA^^ 

GTTGCCGAGAATTCTGCCTCCTTGTACGITOGTGAA^ 

GAAATCTTTTCTCOUVTCGGTCAAGIOT 

TTAGGTTATGCTTACGTCAACTACCACAAGTACGAAGATGGTGAAAAGGCTATTGAAGAATTG^ 

AACCCGATCGAAGGTCGTCCATGTCGTATO^TGTGGTCTCAAAGAG 

GATGGTAATATTTTCATCAAGAATTTGCATCCAGOCATCGAT^ 

GCTTTTGGTAAAATTTTGTCTTGTAAGGTTGCCAC^ 

GTCCACTATGAAACTGCTCAAGCTGCnKJAAGCTGCCATTGAi^ 

CGTGAAGTTTTCGTTGGTAAGCACATTTCTAAAAAAG^ 

AACTTCACTAACATTTATGTTAAAAACATTGACTTGAACT 

TCTCCATTOKn'AAGATTACTTCCATTTACTTGGAAAAA^ 

TTTGTTAATTTTGAAGATCATGAATCTGCl^^ 

GGTCAAAAGATCTAOTTTGGTAGAGCACAAAAGAAAAGAGAAAGATTGGAAGAATTGAAG 

GAAGCTGTTAGAOTAGAAAAATTGGCCAAATACCAAGGTCTCAACTTGTTTC 

ACTATTGATTCTGAAAAATTAGAAGAAGAATTCAAACCATTTGGTACCATO 

GTTGATGAAGCTGGTAAATCAAAAGGTTTTGGTTT(X5TT^ 

GCTATCACTGAAATGAACACCAGAATGATTAACGGCAAGCCATTGTATGTTGC^ 

GATGTTAGACGCTCTCAATTAGAACAACAAATTCAAGCCAGAAACCAAATGAGAATGC^ 

GCTGGTGGTTTACCTGGTCAATTCATTCCACCAATGTTCTACGGT^ 

GGCAGAGGTAA06CTCCATACCCAGGTCCTAAT(XUICAAATGATGATGAGAGGTA^ 

CCAGAACAATGGCCAAGACCAGGTCCAAATGGCCAACCAGTTCCTGTCTACGGTAT^ 

CAACAAGACTTTAACGGTCAAAACATGAGACCTCAGCAACAACAACAACAACAACCAAGAGGTGGATAC 

TATCCAAACCGTAACCAAACCAGCAAGAGAGACTTGGCTGCTATCATTTCTAGTGTTCCAC^ 

CAAAAGAGAATTITGGGTGAAGAATTGTATCCAAAGATTGTTGCT^^ 

GCTGCTGGTAAAATCACTGGTATGATGTTAGGTTTAGAAAACCAAGAAATTTTC 

GATGAATTGTTCAATAACCATTTCGAAGATGCTTTGACTGCTT^^ 

GCCGGTAATGCTGAAGAGCAAGCTTAA 
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YGR250C_homolog 629aa(SEQ ID NO 542) 

MSAAETOQLQESMEKLNIGSTTEEQSAAAATTTADQSAEBQGESSGVAENSASLWGELNP^^ 

EIFSPIGQVSSIRVCIU)AVSKKSIX5YAYVNYHKYE!X;EKAIEEL^^ 

DGNIFIKNUtPAIDNKALHDTFSAFGKILSCKVATDEFGQSKCFGF^ 

RE\^GKHISKKDRESKFEEMKANFTNIYVKNIDIOTSEESFEKLFSPFGK^ 

FVNFEDHESAVKAVEEUTOKEINGQKIYVGRAQKKRERLBELK^^ 

TIDSEKLEEEFKPFGTITSAKVMVDEAGKSKGFGFVCFTTPEEATKAITEMNTRMINGKPLY\^^ 

DVRRSQLEQQIQARNQMRMQNAAAGGLPGQFIPPMFYGQQGFFPPNGRQ^APYPGPNPQMMMRGRGQPF 

PEQWPRPGPNGQFVFVYGIPPQFQQDFNGQNMRPQQQQQQQPRGGYYPNRNQTSKRDIAAIISSVPQDQ 

QKRILGEELYPKIVATGKAQEPEAAGKITGMMLGLENQEILDLI^DDELFT!WHFEDAL 

AGNAEBQA 



YKL117W homolog 666bp public: I..666(SEQ ID NO 543) 

ATGTCCTCGACAACCACrcAAACTCCAACTGTATTAT^^ 

AAAAATATCATTTATTTAACCATTCAAATATCTCATOG^^ 

CATTTAATTATTGATTCTAAATCTAATGATTCAGTTTATT^ 

TTTTTCAAAGAAATAGATCCTGATCAATCAAAAATTAATACTGAAAAT^ 

cttcgtaaaaaagatcaacaagaagaatattggcx:acx3tot 

attaaaactgattttgataaatgggtggatgaggatgaacaagatgaagot 

tttggtggacctggtggacx:tggtggagcratggattt^^ 

ggtggcackkstggaagtggcggtcctggtggcgtcgatc^ 

gctggtggtgctggtggtgctgcaggtcttgatggtga^ 

aaagcgcaagaagaatcaaatxxxiactgctactgaaaaagaataa 

YKL117W_homolog 221aa(SEQ ID NO 544) 

MSSTTTQTPTVLWAQRSSEDDAAKNIIYLTIQISDPIDLKIDLKSDHLIIDSKSNDSVYSSIDYHLQID 
FFKEIDPDQSKINTENGSHIFMIIJUaa)QQEEYWPRLTKEKLKYHYIKTDFDKWV^ 
FGGPGGPGGAMDFSQMLSGMGGLGGTGGSGGPGG\nDLSALASQL0QAGGAG6A^ 
KAQEESNATATEKE 

yKR075C_homolog 3042bp public: 1..3042(SEQ ID NO 545) 

ATGTCGTTATCAGGAGAAGTGTTTTCAGGAGGAGCAACCACTTCnx:^ 

GACCATTTTGAAAATACAACCTTTAAATTGAAAAGAACTAGATCC^ 

CCTGATAAACTAAAAGAACAAGATGGTAATAATTCAGAAGCAAATTCATCAACAACAGCTGCAT^ 

ACCAGCTCAAGAAACTTGGCAGCTATGGCAGCTATAGCATCACAAACAAATTCGT^ 

ACTCCAAGCAGTCAACATCATGAAACTATAGAATCCATATCTAATAACTCCGATGGCGATGTAACCCAT 

TCATCAGATGTAGCGCCATCATCTACATCACCTGTCAATTCACCT^ 

GATTTAAAATCTa:AGAATTGTTGCCTCATGATGATACAGATTTAGC^ 

gattatttatcccaccaatgggatgtttctgatatttggaagtct^ 

aaagatgttgctaatgctgcaagattggaaaatgcttcatggagaactt^ 

ctcaagactataagtccagaagtggtgaattggtcgaaagatagtgatgttacttggctttattc 

atattaaaagatgatgaccatgtgaataatgaaaatcaosactctgat^^ 

agttctgttgcoggggatatatctattgccaaaaaatgtto^agt;^ 

aaaaagagaacaatggaacaactgatgataagtcattctaatttattaaaatt 

ATACATCAAAAGAAAAGAGAACAAAAATTGAAACAACAAGAAGAATTGAAAAGACAACATC 

catcccgatgaatattttgatcccgaagcccttctgaacaaattaaac^ 

cctactcataacactagtgtggccaaattacaaagcttgttgaaaactccc 

agtttgaaagatttgatgaaagatgaagccgttgttgtgccttct^ 

AACCAAGAAGATGGTAATGTTTCTGGGGACGTTGAATCCAAAGGTG^^ 

GAAGTGATGCAATGTATTGCCATTGATGTGTATTCAGATGATGAGCAACGATATAAT^ 

GATTATGATTCTGATGATGACX3ATGATGATTATTATCATCAATATGAACCATCTAATC 

CAAAGTCACCTATATCAAGGAGACX5ATGAATCCaiTTGAGGAAGCGGATGAAGAGGTAGAGGATGATC 

GATGGATCTGAAGATGAAGAAGACGATGAAGGGGGATTCTTTTTAAATGTGAA^ 

CCAATAATTTTGGGCCAGCJVTTCAAGTGCATCAACTTCTACTCCAGTG^ 

ACAGATATTACTGATGATACAGCATCAATATCTACCACCAACAGTAAATCTTATAAAACAATTCAA 
TTACCTTCAACATCTATTAATTATGGTTCTGATGAATCT 

CTTTCTCATAATGTCAATAATGATATTAGTAGAGGTTATGATTATTATTATGATTAC^ 

ACATGTAATCCAAACAATTCAGTGTATGCATCTTATCAAAGTCCAGATGTTGTTG 

CTTGATATGGGATCCAATTTTGATTATGAATTTATTGAAAATAACGATO 

ACATTTGAGAATAATAGTACCATTAATAATATGCCAATTCTGTATAGTCTGCCGTCATCACC^^ 
GTTGCTATTTCCGGTGGAGGTAAAAATTCTGGTGTOlCroTTAAT^ 

GTCAACTCTAACCCACAACAACAACAACAATCACAAGCAAAACCAAAGCCAAAGACAAAGGCATCTCCT 
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TTCCAATTGAGTGATTCAGAAGATGATTCAAATAGTCATTCGGATGATGAT^ 

ATAGGTACAAGAAGATCTAGTCAAGCTTTAGCTGAACTGGTATT^ 

CAAGAAACAGCACX!ACAACATTT(X:CCGATGCTAAAGA^^ 

ATTAACCCACX3ATATTCITCGACrTCGATT^ 

TTTTTCGGAQGTGCTGGTGGGTTAAGTAGTACTGATAAAG^^^ 

ACGTCAGCATCAACATCAACATCGCATGATGAGAACaiCTACT^ 

TTCCAAGTACCAAATAGAGATTATACTCCOTCTCCAGATAATAATAC^^ 

ACATCCAAGAAATCTTCACCATTAOrACCACAAACAAC^ 

CAATCACAATCACAATCACAATCACAATCACAGTTGCCACTGCAA 

TTArrATTTGATGAAGAAGATTCTGAAGATTCTGAAGATGAAGGAAT^ 

GAAAAGAAATTACJVTGGACAAGGATATAATGCATTAAGTCAAGTTGCAGG^ 

CCAAGTCCACAATTTGGTAATGCTAGTGCACATCTTC^ 

GGATAA 

YKR075C_hoinolog 1013aa{SEQ ID NO 546) 

MSLSGE\^SGGATTSQHIEAQDDDHFENTTFKLKRTRSMGLLDEFIPDKLKEQIX5NNSEANSSTO 

TSSRNlJU\MAAIASQTNSSYVNETPSSQHHETIESISNNSIXaDV^ 

DLKSPELLPHDDTDIJVVEPSRHVDYLSHQWDVSDIWKSWRYVISKRKDVANAAR^ 

LKTISPEVVNWSKDSDVTWLYGPILKDDDHVNNErraDSDAIETTATSSVAGDISIAKKCSSra 

KKRTMEQSMISHSNLLKLQIATQIHQKKREQKLKQQEELKRQHQIJIHPDEYFDPEALSNK^ 

PTHNTSVAKI^SLLKTPNSSSSASLKDLMKDEAVV\^SSEQISHDQNQEDGNVSGDVESKGEI» 

EVMQCIAIDWSDDEQRYNSDEEDYDSDDDDDDYYDQYEPSNDSIJIQSHLYBGDDESIBEADEE^ 

DGSEDEEDDEGGFFLNVKSNSNAPIILGQHSSASTSTP\«^SLSRHTDITDDTASIST^ 

LPSTSINYGSDESSDEANPYTSSLSHNVNNDISRGYDYYYDYimArTCNPNNSW 

LDMGSNFDYEFIENNDSIPVViyiTFENNSTIiraMPISYSSPSSPLSVA^ 

VNSNPQQQQQSQAKPKPKTKASPFQLSDSEDDSNSDSDDDGISGLSIGTRRSSQALAESVFQSSLTSST 
QETAPQHFPDAKEIEPVAEHVSSINPRYSSTSISKQPTSSSSLSQSFFGGAGGLSSTDKELSKSFLGGS 
TSASTSTSHDEKTTTIDSSSTGFFQVPNRDYTPSPDNNTLTRTLSNTSKKSSPLPPQTTSENAFRGDGQ 
QSQSQSQSQSQLPSQQQSQPRRGLLFDEEDSEDSEDEGMVTGGKREEKKLHGQGYNALSQVAGRNGIHS 
PSPQFGNASAHLQDQDQ6HENEHEHEHEENHKNLVGQARGLAKHFFG 

YLR216C.homolog I221bp public: 1..1221(SEQ ID NO 547) 

ATGTGTAAAGTGGTGAGTGTGTTCXSAGAACATTCCa^C^ 

ATAAAATTTTCGTTTCTGGTATTTTTCTTTTTC 

ATTTCATGCAACGGCAAACCCAAGGGCCGTGTTGTTTT^^ 

GCAGCTAATTTCCGTTC<^ATGTACTGGTGACAAAC5GTATATCACCAAAATCTG^ 

TATAAAGACTCAATTTTCCACAGAGTGATCAAAGACT^ 

TCCGACCATTTGGGAACTGGTGGTGAGTCCATTTACGGAGAAAAGTTTGAAGA 

AACCATAACAAACCATTTTTGTTGTCAATGGCTAAC^^ 

ATCACAACAGTTCCAACACCACACTTGGACGGTAAACACGTTGTGTTTGGAGl^ 

TCAATTGTACGTCAATTAGAGAGAAGCGAAAAGGGTGOCAATGACAGACCAGTAGAAGATT^ 

GCTGATTGTGGlteAGCTTCCAGCCAACTATCAGCOGGTTG<» 

ACGTACGAAGAGATTTTAACaSACAACGAOlCPATOGACATCAACAACCO^ 

GTCAGCAAAATCAAGGATATTGGTACCAAACTTTTGAAAGAAGGGAAATTAGAAA 

TATACCAAGGCCAATAGCTACTTGAATGATTACTTTCCCGAAGGTT^ 

TTGCATGGCCTCAAATTATCGTGTTACTTGAACGCTGOGTTAGTC^^ 

GATGCAATTGCTGCTGCAAACAATGCATTAGAAGTAGAGCAAATC^ 

TTATACAGAAAAGGTATGGGCTATATCCTAGTCAAAGACXJAAGAACAGGOTCAAAAGAT^ 

GCTCTCGAATTAGAACCTAACGATGCTGCTATCCAAAAAGGATTACAAGAAGCTAAACACAACATCAAG 
TTGCGTCGTGACAAACAAAAGAAGGCAATOGCCAAGTTCT^ 

YLR216C_homolog 406aa{SEQ ID NO 548) 

MCKWSWENIPPVFFP^^^YKNEIKFSFSWFFFHQLMTATPVYFDISCNGKPKGRVVFK^ 

AANFRSLCTCDKGISPKSGKPLSYKDSIFHRVIKDFMCQGGDFTAPSDHLGTGGESIYGEKFEDENFKL 

rmNKPFLLSMANSGPNTOGSQFFITTVPTPHI^KHWFGE\n:EGKSIVRQLERSEKG 

ADCGELPA^^VTPVASGADDGTGDTYEEILTDNDTIDINNPQSVFAAVSKIKDIGTKLLKEGKLEKS 

YTKANSYLNDYFPEGLSPEDLSTLHGLKLSCYLNAALVALKLKHGKDAIAAANNALEV^ 

LYRKGMGYILVKDEEQAQKILEEALELEPNDAAIQKGLQEAKHNIKLRRDKQKKAMAKFFS 

YMR009W_homolog 537bp public: 1..537(SEQ ID NO 549) 

ATGGTCGAATTTTATTTTCATGATAACAAAGATACACnTCAAAATra 

GAACCAGTTAGTTTTGATCAACTAGCTGAAATTGGT6TTATTTACAAGTACATO 
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ttagacgcattggctactgaaagagaatacaagaatagagatcttgttact^ 
aataatgatattgatgcttataatgcx:aaaatgcaacagt^^ 

GAAATTAGATATATTGCTGAAGGTGAAGGTTATTTT^^ 
GCTAAATTATCACCTTACGATTTGTTGATTTTACXAGCAGGAATOT 
GCTGCAAAACACXSTCAAGGCAGTTAGATTATTTAAAGATCAACCTAAATGGGAAG^ 
ACAGGAAAAAATACGC^GCTCGTGAACrcTA^^ 

YHR009W_honiolog 178aa(SEQ ID NO 550) 

MVEFYFHDNKDTLENFTEDHNSGEPVSPDQIJ^IGVrreYITTQEELDALATERE\^^ 

NNDIDAYNAKMQQFYKEHYHEDEEIRYIAEGEGYFDVTOKQDRWIIUVKLSPYDLLrLPAGIYH^ 

AAKHVKAVRLFKDEPKWEAIin«>TGrorrEARELYi^ 

vmOllW^homolog 1641bp public: 1..1641(SEQ ID NO 551) 

ATGTCTCAAGACAACGTCTCATCAACTITCTACAGCTGAGGCTGTAAAT/^ 

GAATTTCGACAAGAAGAACAAGCTCATACTAGTTTAGAAGATAAACCTGTGAGl^^ 

ATCATTATGTGTTTCCTTATTGCCTTTGGTGGTTT^ 

TTCATTAATATGTCTGACTTTTTAGAAAGATTCG6TTO 

AATGTCAGAACTGGTTTAATGATTGGTTTGTTC^ 

AAAGTCGGTGATATGTATGGTAGAAGAGTTGGTATCATGACT^ 

ATTGTTCAAATTGCTTCTCAACATGCTTGGTATC^ 

GTTGGTATGTTATCAGTTTTATGTCCTTTGTTCATTTCCGA^ 

TTGGTGTGCnGTTTCCAATTGATGATTACCTTGGGTATC^^ 

AAGAGTTACTCAGACTCTAGACAATGGAGAATTCCATTAGGTTTATGTT'I^ 

GTTGCTGGTATGGTTAGAATGCCAGAATCTCCAOGTTACCTTGTCG^ 

AAAATGTCACTTGCTAAAACTAACAAAGTTTCCXCAGAGGACCCAG 

ATTCAAGCTG<n^TTGAAAGAGAAAGATTAGCGGGTAAGGCATCTTO 

CCAAGAATCTTTGAAAGGGTTGTTGTTCGTCIX^^ 

TATTTCTTCTACTACAGTACCACTATTTTCAAGTCC^^ 

ATTATTGGTGTTATTAACTTTG(X5TCCACTTTTGT^^ 

CTCTGTTTGTTAACTGGTTCCGTTGCCATGTCTGT^^ 

CATCTTTATATTGACAAACCAGGTGGTGCTAGTAGAAAACCAGATGGTGATGCC^ 
TCACTTTATGTGTTCTTCTTTCXnTCTACATGGGC^^ 

CCATTGAAAGTTAGAAGTAAGGCTATGGGTTTAGCTAATGCTTCCAATTGGACCTGGGGT^ 

TCTTTCTTTACTTCATTTATTACTGATGCTATCCACTTCTACTACGGTTTCGTCT^ 

GTTTTCTCCATTTTCTTTGTCTACTTTATGGTTTAO^^ 

GAATTGTACTCCACCAAAGTCCTTCCATGGAAATCAGCTGGT^ 

GCAACCTCTACXJGGATATGCTGGTGATGCCAAAO^AGAAGAGGAACACC^^ 

YMROllW^homolog 546aa{SEQ ID NO 552) 

MSQDNVSSTSTAEAVNNEIICVKDEFRQEEQAHTSLEDKPVSAYIGIIIMCFLIAFGGFWGFDTGTIS 

FINMSDFLERFGGTKADGTLYFSNVRTGI^GLFNAGCAIGALFLSKVGDMYGRRV 

I VQ I ASQHAWYQVMIGRI ITGLAVGMLSVLCPLFISEVSPKHLRGTLVCCFQLMIT LGI FLGYCTTYGT 

KSYSDSRQWRIPLGLCFAWALCLVAGMVRMPESPRYLVGKDRIEDAKMSLAKTNKVSPEDPALYI^ 

IQAGVERERIiAGKASWGTLFNGKPRIFERVWGVMLQALQQLTGDNYFFYYSTTIFKSVGMND 

IIGVINFASTFVGIYAIERMGRRIiCLLTGSVAMSVCFLIYSLVGTQHLYIDKPGGASRKPDGDAMIPlOT 

SLYWFFASTWAGG\nfSIISELYPLK\n^KAMGLI^ASNWTWGFLISFFTSFCT^ 

VFSIFF\nfFM\nrETKGLTLEEIDELYSTK\niPWKSAGWVPPSEEEMATS^ 

YMRllOC_homolog 1986bp public: 1..1986(SEQ ID NO 553) 

ATGAGTAAACCATCTTCCATCAAAAAGTCTAAGGCATCTtXrrATTAAACCCTCGGCTAA 

AAAACCCCAAAAATTGAGACCCCAAAATTGCAACAAGTTGAAACACGATTAGAAGGCGAAGT^ 

ACTAAAGTTTC/VATTAAAAGAAACAGTATTACTACTGAATCTCTTAAGGCT^ 

CCACAAAGCACTAACACCCCTGCTGCTGCTGTAGCAAAGTCTAATCCAAATA 

AAAATTCCAAACGAAAAACTGTTAAAAACAGAATCACCACTGAGTCAAAAACAA^ 

ACAAAGGAAAAATXnXSATGTTCTGTTGGAGACAAAATOGACGTCATC^ 

TCGGTCTTACAATATACXXSAGTTGTCGGAGATCCCTATTGGTC 

AGTGGCAAAACACACTCTTTACAGTTTAGATTGAAACAATTACGAAAC^^ 

AACCAGGAAGCTTTGTGTGACGCTTTGCAAAAGGACTO^^ 

GAATTTGCCACTGGATTGAATGAGCTAGTCTTTATTATGTCACAGCTCCAC^^ 

cctgttgacgagttgccattgaatttgtctttgaatccag 
attttagtcattgctgctttcaattatccgtttt^^ 
agtggcaacacagttgcactcaagcct:tctgagttaacaccccgttt^^ 
ttgtcaaaagcattggacccagagatattttttgtt^^ 
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TTGGAACAAAAATTTGACAAAATTGTTTATACTGGTAGC^ 

GCTGCGGAAACCTTGACACCAGTTATTTTGGAGTTGGGA^ 

ATTTCTGACAAGGACTTGGCAACTGTTGCT^ 

ACATGTATCGGTGTTGACTATGTATTGGTGGCAAAGTOC^ 

GAGGTAATTGAAAAAGAGTTTTTTCAAGAOSTTG^^ 

CGGGCATTTGAGAAAATGGAGAGTATACTXiaUlCACTAC^^ 

GATCATGGCACAAGATATGTGGGACCTACCXSTGATTGATAACXJT^^ 

GACGAGATTTTCGGTCaVATTTTACCAAT^ 

ATTGCTAACCACGATACTCCCTTGGCAGAATATATC^^ 

TCCCAAATTAACACTATTACCACTTTGGTTAGATCTGQGGGAri^ 

ATTGCTTTGCACAATGCTCCGTTTCGTGGTGT^^ 

TCATACAGAGCTTTCACACATGAGAGGACCGTTCTCGAACAACATTTG^^ 
TCAAGATATCC(XCATATGCCAATAAAAAAGACAAATTGATCGCCAGC 
AGAGTTTGGTTOVATAGAGAAGGGAATGTGAGAATTGGAGGTCCACCCCT 
AATGCTCTTGGGGTAGCTGAATTAGTACGTGATTTTATTG^ 



YMRllOC^homolog 661aa(SEQ ID NO 554) 

MSKPSSIKKSKASAIKPSANSKSKTPKIETPKLQQVETRLEGEVPTTKVSIKR^ 

PQSTNTPAAAVAKSNPOT^AEPAKIPNEKSLKTESPSSQKQNGATTTKEKSDVSLETKSTSSTTVSNN^ 

S\n^QYTELSEIPIGVERITKAFHSGKTHSLQFRLKQLRNLYFTMKDNQEAIiCDALQK^ 

EFATGLNELVFmSQLHKWSKPQPVDELPIjniSIOTVYIERIPIXSTILVIAAF^ 

SGmVALKPSELTPRFSKLFTDLLSKALDPEIFFVVNGAIPETTCLLEQKFDKIVYTGS 

AAETLTPVILEMX3KSPAFVU5DISDKDLAWARRIAWGRFVNAGQTCIGra 

EVIEKEFFQDVDKTRNFTHMIHDRAFEKMESIUm'SGN\n:iGGK^ 

DEIFGPILPILTYTDLEKSCREIIAtmDTPLAQYIFTSGPTSRQYNSQINTITTLVRSGGLViroV^ 

lALHNAPFGGVGTSGNGAYHGEFSYRAFTHERTVLEQHLWNDWNOiKSRYPPYANKKDKLrASS 

R\nrfFNREGNVRIG6PPLLFSAVmNALGVAELVRDFIG2^ 

YNL031C_homolog 411bp ptiblic: 1,,411{SEQ ID NO 555) 

ATGGCTAGAACAAAACAAACAGCAAGAAAATCTACTGGTGGTAAAGCCCCAAGAAAAC^ 

AAAGCTGCTAGAAAATCroCTCCATCTACTGGTGGTGT^^ 

GTTGCCTTGAGAGAAATTAGAAGATTayUU^ 

AGATTAGTCAGAGAAATTGCTCAAGATTTCAAAAC^ 

TTACAAGAAGCCGTTGAAGCTTA(nTGGTTGGTTTATTCG^^ 

AAGAGAGTTACCATTCAAAAGAAAGATATGCAATTAGCTAGAAGATTGAGAGGTGAAAGATCTO 

YNL031C_homolog 136aa{SEQ ID NO 556) 
MARTKQTARKSTGGKAPRKQLASKAARKSAPSTGGVKKPTO 

RLVREIAQDFKTDLRFQSSAIGALQEAVEAYI.VGLFEDTNLCAIHAKRVTIQKKDMQI^^ 

YNL134C.homolog 1086bp public: 1..1086(SEQ ID NO 557) 
ATGAAAGCAGCTATCATTTCTGGATCTTTCGAACXriT 

CAAAAAATAAAAGAAAATGAAATATTAATCAAAGCAGTAGCTTTTGCAATAi^ 
CACATTGTTTATCAATTGGGCAGCCCAGGTCATCTTGTT^ 
GTGGGTTCTCAAGTAACTGGGTTTGCAAAAGGTGACACTGTAAGTGCTT^ 
CCTCGCACTGGAGCTTTTGCAGAATATGTAGCTGTTGATCCTGCTACTTCGA 

tttgaacatttgactaatttacaagtatctgaaatccactcatttgaaggggcagc 

ggtttggttaccx;ttgggctttcattttctcatta(^ 

agtattttgatttggggaggagcaactgcaactggagttctagccattcac^ 

aatctcaaagtaatcaccacagcatcacccaaaaaocacaccctcttga 

gttttcgattatggagacgctgatgttgtcaataaaattaagaatat^ 

GATACGATTGCAACACCAGAAACGTTTCAAAAAGTTTA(^CTCAA(^ 

ATTGATTCCTTAGCAGGTTTAGACTATCGATCAATTCCTOCCAATGATGCCAGAGGAGATCAAG 

TGGGGGCACACCATTGCTTGTTTGGCATCTTTAAAAGAGAAAACTGTGT^ 

ACACCTGAATTGTTAGATGATTTTACTCAGTGGTGGCAAAAGGTGGTCCC^ 

AAACATACAAATTTAAAGTTATTAAATGAAGGATTAGACTCCGTAAGTGAAGGGTTAGAAT^ 

AATAATAAACTCTCTGCTGAAAAGGTTGTATTTAGAGTTCTGGATCTGTC 



wo 02/064766 



PCT/EPOl/15398 



168/251 

YNL134C_hoinolog 361aa(SEQ ID NO 558) 

MKAAIISGSFEPYQIiWSIIODIPQQKIKENEILIKAyAFAINPTDWKH^ 

VGSQVTGFAKGDWSAFITGimSPRTGAFAEYVAVDPATSIK^^ 

GLVTVGLSFSHYLRIDNKKQPGDSILIWGGATATG\aJU:QVAKLVYNLKVIT^^ 

VFDYGDADVVNKIKNIGQIKFALDTIATPETFQKVTOSTEGSQEVFIDSLAGL^ 

WGHTIACLASLKEKTVFT^aiYVQTPELLDDFTQWWQKV^ 

NNKLSAEKWFRVSDS 

YNR002C_homolog 798bp public: 1..798(SEQ ID NO 559) 

ATGACGTCTTCATCTTCTCAAAAAT(nCTTGGAT(^^ 

AAAGTTGAAATTGCTGGAGAGGGTGGTGAATTTGTTATTATCAATC 

TTGATGGCTGCCTTCGGGGGTACTTTAAACCCAGGTGCTT^ 

GCTCCCCTCGGGTTATGTGGGTTTGCCATGACCACTTTTGTC 

GGTATCAAAGTTCCAAATGTGGTAGTTTCACTTGCATGTO 

GGATGTTTTGAGTTTGTGACTGGAAATACATTT<^ 

TTGAGTTATTCAGCAATCTTGGTTGATAGTTTTGGTA^^ 

GCTTCACAGTTAaZAAATGCCATTGGATTTTTCT^^ 

TTGAACACTTTAAAATCTACAGTTACTTTCy^^ 

TTAGCTGGTGGTGAATTTAGTGGAAGAGTCGGTCTTACTAGAGCTGGTGGT^^ 

GCCATTGTTGCTTGGTGGAATGCCTTAGCCGGTACT^^ 

TCTATTCCATTGCCAGGTAACGTTGTTTTCAAGAAATAG 

YNR002C_hoinolog 265aa{SEQ ID NO 560) 

brrSSSSQKSVGSSIIDANQGPIiaC\miAGBGGEF\nCINRHKYYRHDLMAAFGGTLNPG^ 
APLGLCGFAMTTF\n:*SLYNAQAMGIKVPNVWSIJ^FYGGAAQFFAGCFEFVT^^ 
LSYSAILVDSFGIAAAYEASEETASQLPNAIGFFLLAWGIFTFMLWLNTLRSTVTFSSLFPLLFV^ 
LAGGEFSGRVGVTRAGGWGVITAIVAWWNAIAGTATPTNSYFQPVSIPLPGNV^ 

YOL139C_homolog 630bp public: 1..630(SEQ ID NO 561) 

ATGTCTGAAGAATTAGCTCAAAAAACTGAAGAATTGTCATTAGATTCCAAGACTGTTTTTC 

GAAGAATTTAATGCAAAGCATCCATTGAACAGTAGATGGACATTATGGTACA 

AAGAGTGAAAACTGGCATGATTTATTAAAGCCAGTTATAACTTTCTCATCTCTTGAAGAAT^^ 

ATTTACAACTCGATTCCACCAGCAAATCAATTACCTTTGAAATCAGATTATCATT^ 

ATTAGACCGGAATGGGAAGATGAGGCTAACrCAAAAGGTGGTAAATGGCAATTCTCCT^^ 

CTGGAAGTCAATOrAATCATAAATGATTTGTGGTTAAGAGGTTTGTTGGCAGTC 

GAGGATGAAGAAAACGAAGTCAATGGGATTGTGTTGAATATCAGAAAGCAAGC^ 

TGGACCAAAGATTGTGATGAATCCAAATTAAAGACTGTCGGTGAGAGAl^ 

AACGATGAACAAAAAGTTCAATTCATGTCGCATGATW^^ 

GTTTTGTAA 

YOL139C_homolog 209aa(SEQ ID NO 562) 

MSEEI^QKTEELSLDSKTVFDSKEEFNAKHPUaSRWTLWYTKPQTNKSEl)n^ 

lYNSIPPANQLPLKSDYHLFKEGIRPEWEDEANSKOGKWQFSFNKKSEVNPIINDLWLRGLLAVIGET 

EDEENEVNGIVLNIRKQAYRVGIVITKDCDESKLierVGERLKKX^ 

VL 

Y0R120W.homolog 888bp p\iblic: l..e88(SEQ ID NO 563) 
ATGCCAGCTCAATTGCAAGTTAACACTGATTATTTCACTTO 

GGATTAGGTACTTGGCAAGCAACCAATGAAGACGAAGCTTACAGAGCCGTCTTAGCAGCTCTTAAGAAC 

GGATACAAGCACATTGATACCGCTGCAATTTATGGAAATGAAGAACAAGTCGGTAAAGCCAT^ 

TCTGGAGTTCCAAGAGAAGAATTGTTTGTTACTACTAAATTGTGGAATGCTGA 

GAAGCCTTAGAGACTTCATTGAAAAAATTGGGTCTTAACTATGTTGACTTGTACTTC 

GCTTCAATTGACAAGTCAACTAATAAACCATATACTGATTTTGATTATGT^ 

CAAAAAGTTTATAAGAACAGCAAGAAAATCAGAGCAATTGGTGTTTCTAATTTCACCA^^ 

GAAAGGTTATTGTCTTCGGAAGGTGTCGATCTTGTTC^^ 

TTGACTCAGCCTGAATTGTATGATTATTTGAAAGAAAAAGGTATCGT^^ 

GGTTCTACAAACTCTCCATTATTCAAGAACGAAACCATCGTTAAAATCGCTGAAAAGAA 

CCAGCTCAAGTTTTGGTATCTTGGGCAATTCAAAGAAAGACTGT^ 

TCAAGAGTTATTTCTAACTTGAAAACATTCACTTTACCTTCAGAAGA 

TCTGAAAAAGATGGTGTTGTCAGAACTTGTAACCCAGCTTTCAACAACTTTGATC 
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Y0R120W_homolog 295aa(SEQ ID NO 564) 

MPAQLQVNTDYFTLNNGNKIPAVGLGTWQATNEDEAYIU^ 

SGVPRBELFVTTKIMNADHKOTEEALETSLKia^^ 

QKVYKNSKKIRAIGVSl^KKKLERLLSSBGVDVVPAVNQIEAHPLLTQ 

GSTNSPLFKNETIVKIAEKNGVEPAQVLVSWAIQWerWLPKSVTESRVISNIiK^ 

SEKDGWRTCNPAFNNFDD 

YOR122C_hoinolog 381bp public: l.,381(SEQ ID NO 565) 

ATGTCTTCGCAAGCCTACACTGATAACTTAATTGCTAACGGTA 

AGAGCCGGTGAa3CATTATGGG<XX;AAT(MGGATCAT^^ 

GCCAAAGGTrrCGATAGTGCTGAAGGTTTGCAAACCAGOGGTTO 

TTGTTAAGAGCTGACGACAGATCAATTTATGGTAAACAOSAAGCCGAGGGTGTO 

aaacaaactattttgat(:xk:cc7ittatccaagtggtgtt^^ 

AAATTAGCCGATTACTTGATCAATGTCGGTTATTAG 
YOR122C_homolog 126aa(SEQ ID NO 566) 

MSWQAYTDNLIANGKWKAALYSRAGDALWAQSGSFEIXMPEITEIAKGFDSAEGIXJTS^ 
LLRIVDDRSIYGKHEAEGVICVRTKQTILIAHYPSGVQPGEATTLVEKIJUJYLI^ 

YOR261C_homolog 993bp public: l.,993(SEQ ID NO 567) 

ATGTCAACAACTGCAACTAGCAOUUVTGAATTGGCCCTTr^^ 

GTTTTACTATCTGTCGTGGACCATTATAATAGAGTTGCCAAAGATTC 

ATATTAGGAGATAACTCTACTGACACAATCAAAGTTACAAACTCGTACGCAAr 

GAGAAGAACCCTGGAGTATGGTTTTTGGACCACAATTTTATAGATTCAAT^ 

ATTAATGCCAAAGAGAAATTGATTGGCTGGTACCATTCAGGACCTA^ 

ATTAATGAGGTTTTCAGAAGATACACCGACAACCXIATTGTTGTO 

GTTGGTATTCCAACAGATGCATATTTTGCCGTTGATGATA^ 

ACATTTATTCAT6TCCCOTX:CTTGATTGAAGCAGAAGA^ 

AGAGACATCAGAGACCAAGCIXXnWTAACTTGTCCTTAAG^^ 

GGTTTACATCAGAAGCTTGGAGAAATTGCAAATTATTTGGATAAGGTOT 

AATCATACTATTTTGGGGAAATTACAGAATGTTTTTAATTTC 

AGTGATCTCGATGGTGGTT(yiGACTCGTCTCATGCATTAGCCACTC 

GAATTGATGATCATATACATTAGTACATTAGTTCGAGCTATTATTGCArrCCATGATTO 

AAGTTAGAAAATAAAAAGTTGAACGAAAATAAAGCACAAGCTTCCGTGGCTGAACTGTCAT^ 

GAAAAGAAAGATTCTATAGAAGATTAA 

YOR261CJioniolog 330aa(SEQ ID NO 568) 

MSTTATSTNELALIJ5KSVWSPLVLLSVVDHYTOVAKDSKKRW 

EKNPGVWFLDHNFIDSMGEMFKKINAKEkLICTnfHSGPKIJC^ 

VGIPTDAYFAVDDIKNDGSAAEKTFIHVPSLIEAEEAEBIGVEHLLRDIRDQAAGNLSLRVSETHQSLL 

GLHQKLGEIANYLDKWQKKLPMNHTILGKLQNVFTILLPNmQQSGSDLDGGSDSSHALATAF 

ELMIIYISTLVRAIIAFHDLIENKLENKKLNENKAQASVAESSLNSEKI^ 

YPR035W_homolog 1122bp public: 1..1122(SEQ ID NO 569) 

atgactacttcccttacagaacaaactgctattttqgcx:aaatatt^ 
atcttagctgaatacgtctggattgatgctgaaggtaacactagatccaaatc 

AAACCAACTAGTGTTGATGATTTACCIX5AATXX5AATTAT^^ 

CATGATTCTGATGTCTATTTAAGACCAGTTGCTTTTO 

ATTGTTTTAAATCAATGTTGGAACAATGATGGTACTCCA^ 

AAATTGATGAAGGCTCATGCTAGTGAAGAAGTTTGGTTTGGTTTAGAAC^ 

CAATATGATTATCCTTATGGTTGGCCAAAAGGTGGATTCCCAGCTCCTC 

GTTGGTACTGGTAAAGTTGTTGCTAGAGATGTCATTGAAGCTCAOT 

atcaacatttctggtattaatgccgaagttatgccatctcaatgggaattcc^ 

ggtattgaaatgggtgatcaattatggattgctcxm^ 

gtcaagatttccttccatccaaaacctttgaaaggtgattggaatg^ 

tctaccaaatctatgagagtgcctggtggtatgaaagttattgaatcn^^^ 

agacacaaggaacatatgttattgtatggtgccxaitaatgatcaaagato 

ggtcatatggatactttttcatcaggtgttgctaacagag^ 

gctaaagaaggatatggttatttcgaagatagaagaccagcttctaacattgatccatacr^ 

ggtatcatggtggagacaatctgtggttctattccagatgctgatatggc^ 

agcagtgatgataactaa 
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YPR035W_homolog 373aa(SBQ ID NO 570) 

MTTSLTEQTAIIJUCYLELSQNGKrLAEYVWIDAE(an*RSKCRTLSKKPTSVD^^ 
HDSD\m4RPVAFYPDPFRKGDNIIVIiNECWNNDGTPNKFT^^ 
QYDYPYGWPKGGFPAPQGPFYCGVGTGK\A«^\n:KAHYRACLYAGra 
GIEMGDQLWIARYIJLQRVAEEFAVKISPHPKPIiKGDWtroAGCam^ 

RHKEHMLLYGADNDQRLTGRHETGHMDTFSSGVANRGASIRIPRQVAKEGYGYFEDRRPASOT 
GIMVETICGSIPDADMAKEFLRESSDDN 

YMR099C_hoinolog 900bp public: 1..900(SEQ ID NO 571) 

atgccagttgaagagcttgaagaccgtgttatcattactgatccaaatgac^^ 

attttgaaatttggtgctactgtagtttcttggaaaaacaataatcaagaa 

ggtgctcatttagatggaagtaaagccgttagaqgtggtatcccattagtt^ 

caaaaagattcaaatcatccaactttouuit^^ 

ttcttgggacaaactcaagaaagtcctattacxsgt^^ 

gaaactttgaaattatggaattatgatttcacr^^ 

gttacttcaattgacgtggaaaacactggtaaagaagcat™ 

tatagaatccatgacatcaccxsatacattagttaccaatttaattgacc^ 

attggtgaatcatatatcgaaaaggcaccagttatcagtttccatg^^ 

aaagtcagtttggaaaaatccattcaagtojttgataaaggtc 

aacttgcctgattccgttgtatggaatccatqgactaagaaagct^ 

aaatcagggtttcatcaaatggtct^^ 

ggtgggaaatggtcaggtggtcaagaaatcactattggc^ 

tag 

YMR099C_homolog 299aa(SEQ ID NO 572) 

MPVEELEDRVI ITDPNDSTNRATILKFGATWSWKNNNQEKLWLSEGAHLDGSKAVRGGI PLVFPW 

QKDSNHPTFKLPQHGFARNSTWEFLGQTQESPITVQFGI/3PENVDPETLKLWNYDFTLILTVS 

VTSIDVE^rrcKEAFEFNWLFHTYYRIHDITDTLVTNLIDQQC^^ 

KVSLEKSIQVVDKGQVLFNLHRKNLPDSVVWNPWTIOCAEGMADFQPKSGFHQMVCVEPGH^ 
GGKWSGGQEITIGGEIKVQANIY 

YBLOSSW^omolog 3519bp public: 1..3519(SEQ ID NO 573) 
ATGGATGGTGGCGATACTTATATATGTATAAAACAATTTAATGCCAGATTA 
AAAATTGGCGACAAAATTCAAGTATTGGCTGACGATAGAGAATATAATGATGGTT^ 
AACTTGTTGACTGGAGAAGCAGGCTTATATCCAAAAACAT^ACTCAATT 

AAAACACTCCTTAGATCGAGGTCAAGAAGAATGATGGCACCTAAAAGTOCCGACCAAGAAACAACACC^ 

AAGGACACCACTACTCCCGTGGTGTCGAGTAATCTCAATCCCAACACTCCT 

TTGTCATCTTCAACAGAACCTTCCCATTTAGCTGAACCAATGTCTCA^ 

CAATCTTCTCAATATACTGGGTCTCATTTGAACAGCCAAATTGATAGAGC^ 

TCTAATGCCGACrrTGACCAATTCTGGCAATAGTTTTAA 

ACTAATAATAATAATAATAATAATAATAATGCTGCTACTAGTAATAATTACAAACAACCACAGTO 
TCGAAGAAATCAAATGATAGTCTTTCTAGTCAATATCAATATC^ 
TrrGAGTGGAGATAAATCTOGACAATCCTTAACTGACGATTTGGAC^ 
CCAAAGCAAGTTTCTTCTTATTTTGCCm 

CAACACAAAATCACTGGAGAAATCTTGTTTGAATTGGATTTAAATCTTTTC 

TCATTTGGTACCAGATTCTVAATTATATAAAGAAATTGGGAAATTAAAGGAATTG^ 

AAAGATAAACAATTGAGAACAGATTCTCTGTCGACTGGATCAACTGGTAAAAATGACACTACGTC 

GCATTAAATTCTCCACCAACTGCTTCCACTUICTTTACACGATGCOT 

ATGTTAAATAATACTGGCAAACAACAAACACAACTAATGCCATCAGCCGTTTTC 

TACAATAATAATAGTCAACAACAAAGTGGTIXrrCAACATCATCAGAGGAAAAGGTCACTC 

GTTGCCCCACAACAATACTTGGCTTCTGATTCTACATTTATGT 

TCTGGTGAGAGCCCAATTGATACAAGTTATAAATTTGGTGCTGGi^ 

CACTATGGCATGTACATGACACGTACTAACGCTTCAAGTCATGCCTTGGGAAGTTCATC^ 

AACTCACGACCAGCTTCATCAATTTATGATCreiT^ 

AAACAACACCACAAGAGAAATTCATCAGTAACCAACAATAACJVATAACAATAACGGTAACAGCAACC^ 

AAGCATCATCACAGACGTCATTCTTCGGTATTCTCATACCTTTCGTCTC^ 

CCAACACCAAAATTATTGAGTAGTAAGTTCCAAAGTAACAATTTGTACAAGGGTC 

GGAGATTTCACTTCTTCAAGCAATAACAACAACAATAACAGTAAGTTAGTGTC 

AGAGAAACCACTAGTGGTCAATCGTCTCTTCATGAATCAGGATC 

TTTGATTTATCCAATTCACCAGTTGATATTGATCATGOCAAGT^^ 

TCAGTTCGCACCAAGTCAATGGATGCAATTGGTGGTAATGGAGACGATAGACGTGTTGCTAGTC 
ACAGGATTGAGTCAATCAAAACCTAATAATTCATCAAGACTTAAAGGCATTCGTGCCAC^^ 
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AGTTTCCGAAGTTTAACAGGGTCGAAGiUUVCrcAA 

/vctcctgatgaagccattaaaact<k:cagtcatagtggttatatgtc 

gcgtggagaacaagatatttcacattaovcgctaccagattatcatat^^ 

aaggaaaaaggtttgattgatattactgctcataaagt^^ 

gataaagctgatagatatgctgcgatgtatgoctosac^ 

gttcgaccgggtgcagggtttaaaaaggggttaaogtttacgcaaccgaaaact^ 

gaaacagaagaagaaatgagagcttgggtcaaagcattaatgcaagccactattc 

gttcctgttgtgagtagttgttctaccccaactgtcagtt^ 

gccagagaagajyiccaaattacgagatgaacaactaaaagctaatggctacatta 

atcaatgatacttcatttctggcatctttggatt^ 

acttctccagtagcagcaacttcagcacctaaattcact<ntc 

ggaactatgggaacaacggggacaataggtacixx»ggaacatcaggtgctacgg^ 

c aaatacc acg atcatcaagtcaaagtgctxsgct^^ 

tcacccaaatcaggaggtggtgccggtccaggaggaattgtatcatcgtcot 

ggacctttaagaaattcaacttcaaattcagaatattttggtc 

CCATCTCGACAAAATTCCCAATATGCAAGTATCACTAGTGGTGGTGGCAGTATT^ 

TCCAACAATAGTGGCCTAGGTGGACCAGCAACAQCAATTGGAGGAGGAGGAGGAGGAGTATTAT^ 

TCCACTCCATATTCTACnXSGTTCTGGATCAACAGCAAGTTCA^ 

AACAACAACAACAATTCTGTTAATAGTCCGATTAATGAATTTAGATCTTC^ 

TCGTCACCAACGACAACAACAGGTACATCTTCAACATCAGGGAAAAAACOICA^ 

GATAAAATGTTGQGATTTTCAAGTGATGCTTCAGGTAG^ 

YBL085WLhomolog 1172aa(SEQ ID NO 574) 

MIXK3DTYICIKQFNARLGDELSLKIGDKIQVIiADDREraiX5VmiGKN^ 

KTLLRSRSRRMMAPKSSDQETTPKinTTPWSSNIiNPNTPPNYPPTLSSSTEPSHU^ 

QSSQYTGSHlJ^SQIDRALQELQGSNADLTNSGNSFNEHWraHYN^^ 

SKKSOTSLSSQYQYQSQSQQPKHLSGDKSRQSLTDDU^PUCANTWTPKQVSSYFALVU^ 

QHKITGEILFEU)LNLLKBLDIDSFGTRFKLYKEIGKLKEIiNTEGVKDK^^ 

ALNSPPTASTTLHDAVPHIDDNNMLNNTGKQQTQIiMPSAVLTNTSDYN^ 

VAPQQYLASDSTFMSPRRAPQPPSGESPIDTSYKFGAGSEYDRPPSHYGMYMTRTNASSHAI^ 

NSRPASSIYDSFSmmRNGSSTSKQHHKRNSSVTONNNNNNGNSNHKI^^ 

PTPKLLSSKPQ£»]NLYKGGDIX3HGDFTSSSNNNNNNSKLVSPAQIKRETTSGQ^ 

FDLSNSPVDIDDAKFSPKKSNSVSVRTKSMDAIGGNGDDRRVASDSTGLSQSKPNNSSRLKGIRATSTQ 

SFRSLTGSKKSKTSAFQEGIREITPDEAIKTASHSGYMSKRSNNNLAWRTRYFTMGTRLSYFQSLKDK 

KEKGLIDITAHK\n:PIDSASDDTDKADRYAAMYASTTFAGNYCFKLVPPAPGFKKG 

ETEEEMRAWVKALMQATIDIDDSWWSSCSTPWSLNKAQELUVKAREETKLR^ 

I^roTSFSASLDYPDMSGDIGFGSTSPVAATSAPKLTLDlOT^mKSSGTMGTTGTrGTPGTSC^ 

QIPRSSSQSGGFASPYLLASGLLSPKSGGGAGPGGIVSSSSPINENGPLRNSTSNSEYFGDITYKSLKP 

PSRQNSQYASITSGGGSIGFGYGSNNSGLGGPATAIGGGGGGVLSSSTPYSTGSGSTASSMNYNNHNNN 

NNmWSVNSPINEFRSSRDLKSSSSPTTTTGTSSTSGKKPQSRRTSDKMW 

YBR019C_hoinolog 2028bp public: 1..2028(SEQ ID NO 575) 

ATGTCAAACGAATATATTCTTGTTACTGGTGGTGCAGGTTACATTG 

ATCAGTAATGGATATAAAGTAGTCATTCTTGATAATTTAAGTAATTCTTCCTATG^ 

ATTGAATTCATTCTCAAACAACATGTTCCATTCTATGATGTTC 

/UUVGTTTTCCAAGATTATAAGATCTCTGGAGTCATTC^ 

ACAAAAATCCCCTTAGCATATTATGATAATAATGTATCAGGTACTOTCAACTO 
GCCAATGATGTGAAGACAATTGTTTTCAGTTCTTCAGCT 
GATAATTCAATGATTCCTATCCCTGAACATTGTCCAATGGATCCAACAAA 
TTCATTATTGAGTCGATTTTAAAAGATATTTATAATAGTGATGATGCT^ 

tatttcaacccaattggtgctcatccatctggtttattaggtgaagatc 

ttattaccttatttggctcaagttgctataggtagaostgaaaaattgt^ 

aatagtcgtgatggtacccctattagagactatattcatgtggttgatttggca^ 

gcattggcgtatttgaaaaacttgcaatctaaaggcttgtatcgtgaatgga^ 

ggatccactgtttttgaagtttatcatgcatttagtaaagttgct 

gttggaagacgtgctggggatgtgttggatttgactgct;^^ 

tggaaaactgaacttaccattgatgatgcttgtaaagatttatggaaat^ 

GGATTCAACATTGAGAATTATTCTTGGAAAGAATTTGATQGGTTC 

GCTGGTGACTTGAAAGTTAACTTAGCGAATCGTGGmXZATTGATCCAAG 

AATATGGTCAAAGCTTATAATAATGCTCAAGATTTCAAATCTGAAACTAACCCAT^^ 

GTTGGTAGATATGCCAATAGAATTTCCAATGGAGAATTTAAATTGAAT^^ 

ATVAAATGAAGGAGCAAACAACTTGCATGGTGGTGCAAATGGATTCGATAAACAAGAT^ 

gttgtgaaaagtcgtgatggtaagtttttcgttcattt^^ 
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TTCCCAGGTGAGCTTGAAGCTATCGTACMTACACAATTGATCA^ 

TGTC AATTATTATCTGGTGAAGCAACAATTGTCAATAT^ 

TCAGACACTATTGAAGGAACCGAGGTAAAATTGATTACTGATAAAATC 

TTACCAACTGGTAAATTTATTGAAAATGAAAAAGCTGCT 

TTTGACAATTGTTTTATTGTTGATGAAGAATGT^ 

TTTGAAGCAACTAGTTTTGTaiCAAACAACAAAT^^ 

TACACTCGTGACGGTGTTAATACTAAAGGTTTTGGGAAAAG 

TTTATTAATGCAATCAATCACAAAGAATGGTCTAAT^ 

AGTAAAATTAAATATGAATTTCAATAG 

YBR019C_homolog 675aa(SEQ ID NO 576) 

MSNEYTLVTGGAGYIGSHTVIELISNGYKVVTVDNLSNSSYDAVARIEFIVKQt^ 
KVFQDYKISGVIHFAALKAVGESTKIPUVYYDBJWSCTVNLLEVCKAN^ 

DNSMIPIPEHCPMDPTNPYGRTKFIIESILKDIYNSDDAWKVAILRYFNPIGAHPSGLLGEDPLGIPNN 

LLPYI^QVAIGRREKLSIFGNDYNSRDGTPIRDYIHVVDLAKGHIAAIAYLKl^ 

GSTVFEVYHAFSKWGRELPHEWGRRAGDVrJ)LTAKPDRANKEI^WKTELTIDDAC^ 

GraiENYSWKEFTCFTraRLHSFVAGDLKVNUOTOGALIQMTLKDSNl^^ 

VGRYAimiSNGEFKUJJGKVYKLTKNEGANNLHGGANGFDKQDFFGPVV^ 

FPGELEAIVHYTroDSSVEIEYECQLLSGEATIVNMTNHSYFmrSNSDTIEGTEV^ 

LPTGKFIENEKAASPIVLNEOTJWDNCFIVDEEaJrDTRDKPL^^ 

YTGDGVNTKGFGKRCGFCVEPSRFINAINHKEWSNQVILKKGDVYGSKIfCYEFQ 

YCR005C_homolog 1194bp public: 1..1194(SEQ ID NO 577) 

ATGAGAGGTATCAAAGGTTTAGTTTGGGAAGGTTOro 

GGAAGAACCATCCCAGACATTCAAAAAGAATTGCCAAAAGCACCAGGT^ 

GCTCTTTTCTGGTTGTTGTTGAOTGGTGAAGTTO^ 

TTTGCTGCTAGATCAGCATTACCAAAGCACGTTGAAGAATTGATC 

CCAATGGCTCAATTCTCCATTGCCGTTACTGCTTTGGA^ 

AAAGGTGCCAACAAATCCGAATACTGGAAATACACTTACGAAGATTCCATCGATT^ 

CCAACCATTG<nKXnrAAGATTTACAGAAACGTTTTCCAC« 

AAATTGGATTACGGTGCTAACTTGGCCAGTTTGTTAGGi™ 

ATGAGATTGTACCTTACCATCCACTCTGACCAOGAAGGTGGTAACGTCTC^^ 

GTTGGTTCCGCTTTATCTTCCCCATTCTTGTCyiTTAGCTC 

CACGGTAGAGCTAACCAAGAAGTTTTGGAATGGTTGTTCAAATTAAGAGAAGAAOT 

TCCAAGGAAGCCATTGAAAAATACTTGTGGGAAACCTTGAACTCCGGTAGAGTTC 

CACGCTGTCTTGAGAAAGACCGATCCAAGATACACaXKrrCAAAGAGAAT^^ 

GACTACGAATTGTTCAAATTGGTTTCAAACATTTACGAAG 

AAGACCAAGAACCCATGGCCAAATGTGGACTCCCACTCTGGTGTCTTGTTACA^ 

GAACAATCTTTCTACACTCTCXTCTTCQGTGTTTC^ 

GACCGTGGTATCQGTATGCCAATTGAAAGACCAAAATCTTTC 

AAAAACATCAACAAAGCTTAA 

YCR005C_homolog 397aa{SEQ ID NO 578) 

^mGIKGLVWEGSVLDPIEGIRFRGRTIPDIQKELPKAPGGEEPLPEALFWLLLTGEVPTDAQTKALSEE 

FAARSALPKHVEELIDRSPSHLHPMAQFSIAWALESESQFAQAYAKGANKSEYWKYTYEDSIDLIJV^ 

PTIAAKIYRNWHDGKLPAAIDSKLDYGANIASLIXSFGDNKEFVEIiMRLYLTIHSDHEGGW 

VGSALSSPFLSLAAGLNGI^GPLHGRANQEVLEWLFKIiREEI^GDYSKEAIEKYLWET^ 

HA\a.RKTDPRYTAQREFALKHMPDYELFKLVSNIYEVAPG\^TKHGKTKNPWPNVDSHSGVLLQYYGLT 

EQSFYTVLFGVSRAFGVLPQLILDRGIGMPIERPKSFSTEKYIELVKNINKA 

YDR345C_homolog 1653bp public: 1..1653(SEQ ID NO 579) 

ATGTCATTAGATAATTCAACAGAAAACCGTGATTTGGAAGAAAAGGAAGAAATTCCAAAG^ 

AACGAACAAGGCGAACAAAACGAGAACAATGAGCATATACCTACTTTGGAAGATAAACCATTGAAC^ 

TATATTGGTATTAGTATTTTGTGTTTCCTTATTGCCH^ 

ACCATTTCTGGTTTCATTAACATGACTGACTTTTTAGAAAG 

CTTTACTTTTCCAACGTTAGAACTGGTTTATTGATTGGTTTGTO 

TTATTCTTGTCTAAAGTCGGTGATATGTATGGTAGAAGAGTTGGTATCATGACTC 

ATTGTTGGTATTATTGTTCAAATTGCTTCTCAACATGCTTG^ 

ACTGGTCTTGCTGTTGGTATGrrATCAGTTTTGTGTCCATTATTTATCTCAG^^ 

TTAAGAGGTACATTAGTTTATTGTTTCCAATTGATGATTACCTTGG^ 

AGTTACGGTACTAAGAAATATTCTGACTCCAGACAATGGAGAATTCCATTGGGTTTATGCTT^ 

GCCTTGTGTTTGCTTGGTGGTATGGTAAGAATGCCAGAATCTCCACGTTAC^ 

ATTGACGATGCTAAGATTTCACTTGCCAAAACTAACAAGGTTTC^ 
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GAACOTCAATTAATCCAAGCIX3GT^^ 

ATCACTGGTAAACCAAGAATCCTTCAAACaiGTTATTO^ 

ACTGGTGATAACTATTTCTTCTACTACAGTACCAOa 

GAAACATCTATTATCCTTGGTGTCATCAACT^^ 

TTGGGTAGAAGACTCTGTTTATTAACTGGTTCC^^ 

ATTGGTACTCAACATCTTTACATTGATCAACCAGGTGGTrc 

ATTTTCATTACTGCACTTTATGTTTTC^^ 

TCTGAACTTTATCCATTAAAAGTCAGAAGTAAGGCTAWXSGT^^ 

GGTTTCTTGATTTCCTTCTTCACTTCAm 

ATGGGCTGTTTAGTGTTTTCCATrrr^^ 

GAGGAAATTGATGAATTATACTCTACCAAGGTTGTTCCATGGAAAT^ 
GACGAAGAAATGGTTOSTGCAAAAGGCTATACroGTGATATCCAC^ 

YDR345C_hoinolog 550aa(SEQ ID NO 580) 

MSLDNSTENm)LEEKEEIPiaJEHNEQGEQNENNEHIPTLEDKPLKEYrGISIIXFLrAFGGFVFGFI^ 

TISGFINMTDFLERFGGTKADGTLYFSNVRTGLLIGLFNVGCAIG^ 

IVGirVQIASQHAWYQIHIGRIITGIAVGMLSrmrPLFISEVSPKHLR^ 

SYGTKKYSDSRQWRIPI^LCFAWALCLLGGMVRMPESPRYLVGKDRIDD^^ 

ELQLIQAGVERERIAGKASWGALITCKPRILERVIVGQILQSWKiL 

ETSIILGVINFASTFVGIYAIBRlXIRRLCLLTGSVAMSICFLrjrSLIGTQHIiYIIXiP 

IFITALYWFFASTWAGGVYSIVSELYPLKVRSKAMGFANACaWLWGFLISFFTSFITDAr^^ 

MGCLVFSIFFVYFmYETKGLTLEEIDELYSTKVVPWKSA6WWPSDEE6I7I^ 

YDR545W„hoinolog 11941^ public: 1..1194(SEQ ID NO 581) 

ATGGCATCCGAAGGTATTACTOAAATOSACTCTGGTTO 

AAGOTCGACGATTTAAACTTGAAACCAAACATTGOT 

TCCGCTATTCAACAAAGAGCaiTCTTGCC^ 

GGTACTGGTAAAACCGCTACCOTTACCATTTCTCXai^ 

CAAGCTTTAATCTTGGCCCCAACCAGAGAATTC^^ 

TTGTACTTGAAGGTTACTGTCCATGCTTCTATTGGTGGTA^ 

AGATCTGGTGTTCAAATTGTCX3TTGGTACTCCAGGTAGAGTCTTAGA 

AAAACCGATAAAGTCAAGATGTTCATTTTCGATGAAGCTGATGA^ 

CAAATTTACAACATTTTCAGATTATTACCAGAAACCACCXIAAAT^ 

CAAGACGTTTTGGAAGTCACCACCAAATTCATCAACAACCCAGTC^ 

TTGACTTTGGAAGGTATCAAACAATTCTATATTAATGTTGAATTAGAAGATO 

TGTGATTTGTACGATTCTATTTCTGTCACCCAAGOC^^ 

TTTTTAACCAACAAATTGAGAGAACAACavCTTTACnKnK:^^ 

GAAAGAGACACCATTATGAAAGAATTCAGATCTOGTTCTTCI^ 

GCTAGAGGTATTGATGTCCAAC^AGTTTCTTO 

TACATTCATAGAATTGGTAGAGGTGGTCGTTTCGGTAGAAAGGGGGT^ 

AGAGATGTTGGTATGATGAGAGAAATTGAAAAATTCTACIOTACTCAAATC 

ATTGGTGCTTTATTTGCTTAG 

YDR545W_hoinolog 397aa(SEQ ID NO 582) 

MASEGITEIDSGLIEWYDNWYKFDDLNLKPNIVRGIFGYGYETPSAIQQRAILPITEGRDV^ 
6TGKTATFTISALQRINENBKATQALILAPTREIiALQIKN\aTAIGLYLKVT\^ 
RSGVQIWGTPGRVLDMIERRYFKTDKVKMFILDBADEMLSSGFKEQrYNIFRLLPETTQI^ 
QDVLEVTTKFMNNPVRILViaa)ELTLEGIKOFVINVELEDYKFDCIXD 

FLTNKLREQHFWSAIEIADLPQAERDTIMKEFRSGSSRILISTDLLARGIDVCKJVSLVINYDLPAWKE^ 
YIHRIGRGGRFGRKGVAINFVTDRDVGMMREIEKFYSTQIEEMPADIGALFA 

YIL057C_homolog 606bp public: 1..606{SEQ ID NO 583) 

ATGGCGGGAAAGAAAAAGTCTAAGTCTGAAGCTTTACCATTAGATTOAGAC/^ 

CATTTACAACCAGTCCCTAAAACAAGATCATCATCAATTACCTCAATTGAAAGTGCTGATC 

ACTATGAAACAAGTGTTGTTACCACCTACAATCAAAGAATTTGACGAAT^ 

GTTCGTGATGAAACTTGGGATAATGATTTTGATTATTTCCM 

GTTATGAAGAGTTGTCAAAATAATCTTGAAAAAATCAAGCXrrAa^ 

AGACGTGATTTACAACATCATATTCAAAAACATTTAATTAAAGATTTAGAAAA^ 

TTGAATTTTGGTAAAGGAGAAGTTGTTGAGACTX5ATAATAAAGTTACT^ 

GATCATGGTTTTAGTAAAGAAGAAGAAGATATGTATGATAGACmTTGGAGAT^ 

TCTACAAATGAATCAGCTATGGTTGATGTTGAATATAAATCCATTCCAAT^ 
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YIL057C_homolog 201aa(SEQ .ID NO . 584) .. .... . . m./..-.^^^..;- . v.;;. . .1: 

MAGKKKSKSEALPU)LDNIKPMDHLQPVPKTRSSSITSIESADEPGTMKQVLLPPTIKEFDELEQFBSF 

\niDETWDNDFDYFHGM.HYYPPFVMKSCQNNI.EKIKPTMNKNSKKFRIU)LQra^ 

LNFGKGEVVETDNK\nmFKDETDHGPSKEBBI»reDRHWia.EIJ)VSCT»^ 

YKR097W homolog 1662bp public: 1..1662(SEQ ID NO 585) 

im^GCTCCTCCTACTGCTGTTGAATCTTCAATCAATTTOG^ 

GACCCATTGGTCCAAAAGTTGTCTCTTAATACCGJtf^CTGTGATCA 

rrATAOGAAGATGGrTTATTAGAAAAAGGTACTACTATCTCATCTACKX^^ 

GGTAACAAAA(XGGTAGATCTCXrrARAGACaUtf5AGAATTGTCX;ACGAAT^ 

TGGTGGGGTCCAGTGAATAAACaVAGTTGAOGAATTAACTTGGAAGATlTC^ 

TACTTCAGAACTAGAGAAAA6TTGTTTGTTGTIX5A0GCTTATGCTX» 

AAGGTCAGAATTATCrGTGCTAGAGCTTACCATGCTTT(HT^TGAC^ 

GAAGAAGAATTAAAAAACTTTGGTGAACCAGATTTCACCATCTACAATGCT^^ 

ATCCACACTAAAGGTATGACTTCTGCCACmrrGTTGAAAl^ 

TTGGGTACTGAATATGCTGGTGAAATGAAGAAAGGTATCTTTACTGTTATC 

AAACACAAGGTTTTGACTTTGCACTCCTCATGTAACaAGQGGTTGAAAAAGGTC^ 

TTTGGTCTTTCTGGTACTGGTAAGACavCmt^ 

TCTGCK;AAAAAGAAa:AGAAATTTTCaWkCTCCATCAA 

GACCCAATCACCAAGGTTGTTGACTACXJAAGATTCATXaATCACTGAAAACACT 

ATTGATTTCATTCCATCTGCCAAGATTCCATGTTTGGCCX3ACACaaiT0^ 

ACATGTGATGCTTCCGGTGTGTTGCCACOVGTCTXXaVAATTGA 

ATTTCTGGTTACACCTCCAAGATGGCAGGTACTGAAGAAGGTGTl'ACroAAayvC^ 

GCATGTTTCGGTCAACCATTCTTGGTGTTGCACCCAATGAAATAlKXrrC^ACAATTGT^^ 

TCOGAACACAATGCCAACGCTTGGTTGTTGAACACTXWTTGGGTTGGTT^^ 

AAGAGATGTCCATTGAAATAOVCCAGAGCTATCTTGGATXXrrATCCACTC^ 

GAATACGAAAAAGTTCCAGTTTTCAACCTTAATGTTCCaACTTCTTGTC^ 

ttgaacccaactaaagcttggacccaack;taci«attcattcaacaaggaaatc^^ 
aagtttgctgaaaacotcaagaovtacgctgatcaagctactgctcaagt^ 

GCATAA 

YKR097W_homolog 553aa{SEQ ID NO 586) 

MAPPTA\^SSINFGGHPTIKSTQDPLVQKLSLNTDTVIRHNAPPPTLYEDGLLEKGTTISSTGALMAYS 

CamXSRSPKDKMVDESTSSHNIWWGPVNKQVDELTWKISRSRALDYLRTREKLFVVDAYAGWDPRYRI 

KVRIICARAYHALFMTNMLIRPTEEELKNFGEPDFTIYNAGQFPANIHTKGMTSATSVEINFKDMEWVI 

LGTEYAGEl>DCKGIFTVMFYI^IiaiKVLTUISSCNQGVEKGD\n?LFFGLSGTCKTTLSADPQR^ 

EHCWSDNGVEWIEGGCYAKCLDLSAEKEPEIFNSIKPGAILENWYDPITKWDYEDSSITENTRCAYP 

IDPIPSAKIPCLAimiPTNIILLTCDASGVLPPVSia.TOAQVMYHFISGYTSKMAGTEEGVTEPQATFS 

ACFGQPFLVLHPMKYAQQLSDKISEHNANAWLUmSWVGSSVAQGGKRCPLKYTRAILDAIHSGELSKV 

EYEKVPVFNLNVPTSCPGVPSEIUJPTKAVmKSTDSFNKEIKSIATKFAEIlFKT^ 

A 

YOLl26C_homolog 1014bp public: 1,.1014(SEQ ID NO 587) 

ATGGTCAAAGTCGCTATTTTAGGAGCTGCTGGTGGTATTGGTCAACCATTATCTTTAT^ 

AACCCTUVATGTTGATGAATTGGCATTATTTGATCTCGTOUVTGTTC^ 

CATATCAATTCTGATTCTAAAACKyU^TCATATTTACCAAAAGATAAAGAAGATAAAACT^^ 
GCTGCATTAAAAGGTTCTGATTTAGTCATTAT0<XAGCIXX3TGTT<X»^ 
GATGATTTATTCAATATTAATGCATCAATCGTTCAAOGTTTAGCroAAGGTATT^^ 
AAAGCrrTTGTCTTGGTGATTTCTAATCaWSTCAATTCTACTGTAC^ 

GCTAAAGGTGTrrATGATCCAGCTAGATTATTTGGTGTTACTACTTTGGATATTGTTAGAGCCAATACT 

TTTATTTCTCAATTATTCCTAGATCAAACTAAACCATCTGATTTCAATATTAATGTTGTTGGTC^ 

TCTGGTGAAACCATTGTTCCATTATATTCATTAGGTAACTCTAAACAATATTATGATATATTATCTGAA 

GAACAAAAGAAGGAATTAATCAAAAGAGTTCAATTTGGTGGCGATGAAGTTGTTCAAGCCAAGAATGGT 

GCraGTTCCGCCACTTTATCCATGGCTTATGCCGGTTATAGATTAGCCGAATCAATT^ 

AATGGTAAAACTGATATTGTTGAATGTACTTTCTTGAACTTGGATTCTTCAATTAAAGGTC^ 

GCTAGAAAATTGCTTAAAGATTTAGArnX:TTTTCATTACX»GTTCAACT^ 

GAAGTTAAATATGATATCTTAAATCAAATTTCTGATGATGAAAAGAAATTCTTAGAAGTTGC^^ 

CAATTACAAAAGAATATTGAAAAAGGTGTTTCATTTGCTAAGAAATAA 
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YOL126Cjioinolog ' 337aa (SEQ . ID NO 58B) 

M\mVAIIX?AAGGI(K)PLSLLTKUC7PNVDELALFDV^^ 

AALKGSDLVIIPAGVPRKPGOTTO)DLFWI!mSIVQGIi!^IAANSPKAP^ 

AKGVYDPARLFGVTTLDIVRAim^ISQLFLDQTKPSDFinNW 

EQKKELIKRVQFGGDEVVQAKNGAGSATLSMAYAGYWAESILJUl^ 

ARKLVlODWFFSLFVQIXSKNGITEVKyDILNQISDDEEa^ 

YBL072Cjiomolog 621bp public: 1..621(SEQ ID NO 589) 

ATGGGTATTTCTAGi^ATTCAOGTCACAAAAGATCGG^ 

AAGAGAAAGTTTGAATTAGGTAGACAA(X:!AGCX»ACACCAAGAT^ 

AGAACCAGAGGTGGTAACCAAAAATTCAGAGCTTTGAGAGTTGAAACCOT 

GAAGGTGTTTCCAGAAAAACXZAGiUVTTGCTGGTGTOGT^ 

ACCAACACCTTGACCAAATCTGCTOTTGTTCAAAT^^ 

CACTACGGTGCTACTTTAGGTAAAAAGAAGGGTGGTGCTCATGCTGCTC^ 

GCCAAGAGATCAAGAAAAGTCGAAAGAAAATTGGCTGCTAGATCrGGTGCT^^ 

GTTGACTCTCAATTCGGTTCTGGTAGATTATACGCTGT^ 

TGTGATGGTTACATCPTGGAAGGTGAAGAATTAGCCl^^ 

YBL072C_homolog 206aa(SBQ ID NO 590) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGPKiaHSVRTR^ 

EGVSIUeimAG\nmiPSNNBLWTNTLTKSAVVQIDATPFRQWYENHYGA 

AKRSRKVERKLAARSGAAAIBSAVDSQFGSGRLYAVISSRPOQSGRCDGYILEG^ 

YBR009C_homolog 318bp public: I-.318(SEQ ID NO 591) 

ATGTCAGGTACCXGTAGAGGAAAAGGTGGTAAAOGTOTAGGAAAAGGTGGTGCT 

ATTTTAAGAGATAACyVTTCAAGGTATTAaUUVACX:^^ 

aaacgtatttctgctttcatttatgaagaagtcaga^^ 

agagatgctgttacttacactgam:atgctaaaagaaaaacxx;tcac^^ 

ttgaagagacaaggtagaaccttctatggttt(x»t^^ 

YBR009C_homolog 105aa(SEQ ID NO 592) 

MSGTGRGKGGRGLGKGGAKRHRKILRDNIQGIO^AIRRIJVRRGGVKRISALIYEEVRVV^ 
RDAVTYTEHAKRKTVTSLDWYALKRQGRTLYGFGG 

YBR189W_hoinolog 489bp public: l.,489(SEQ ID NO 593) 

ATGGCCGGTGAATACCGGTTTAAAAAACAAGGGGGGAATCTACAGAATTGGGGTTCCAAATC 

ATCAGAAGAGCTGCTCGTCAATTT6TAACCA6AGGTGAAAA 

ATGGCTTTCATCAGAAGATTAGTCAGATTOGGT^^ 

TTGGCTTGGAACCCAGAAGTTTTCTTGAACAGAAGATTCC^ 

AGATCTATCCCCCACXSCCAGAGTTTTGATCACCCAAAGCC^ 

ATCCCATCATTTACTGTCAGATTGGACTCTCAAAAACACATTCACTT^ 

GGTGGTAGAGCO^TAGAGTTAAGAGAAAGAACCAAGGTAAAGGTGGTGAAGAAGGTGC^ 

GAATAA 

YBRl89W_hoinolog 162aa(SEQ ID NO 594) 

MAGEYRFKKQGGNLQNWGSKCPKIRRAAREFVTRGEKGPKKIIEUCVmALIRRLV^ 

LAVmPEWLNRRFQPQVFKLGIJaiSIPHARVLITQSHIAVGKQIVTIPSFT\mLDSQra 

GGRAGRVKRKNQGKGGEEGAEEEE 

YBR191W_homolog 330bp public: 1..330(SEQ ID NO 595) 

ATGCCACACAAATACTACCACGGTAAGACTGGTATTCTTTACAACGTTACCAAATCCTCCGT^ 

ATCATTAACAAAGTTGTTGGAAACAGATACATTGAAAAGAGAGTTAACTTGAGAGT^ 

CACTCTCCTTGTCGTCAAGAATTCTTGAACAGAGTTAAATCT^^ 

GCTAACGGTGAAACCGTTTACTTGAAGAGACAAGCKKXIAAGCCAAGAGGT^ 

GAAGGTAACATTCCTCAAACTtTOGCTCCAGTCGCTTACGA^ 

YBR191W_homolog 109aa(SEQ ID NO 596) 

MPHKYYHGKTGIVYNVTKSSVGVIINKWGWRYIEKRVNLRVEHVKHSACRQEFL^ 
ANGETVYLKRQAAKPRGSRIISTEGNIPQTLAPVAYETFI 

YCL035C_hoinolog 384bp public: 1..384(SBQ ID NO 597) 
ATGATAGACAAAATGCn^CTGATTCTTGCCrc^GGAT^^ 

GCACAAACTGAGAAAGAAATCGAACACACTATTAACTCTCACAAGATTGTTATTTATTCTAAAAC^ 
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TGTCCATTTTGTGAO^AACCAAACATCTATTAAATC 
AACTTGAATATTCTOSATGJ^ 

GTGCCCATAATCTTCATAAACGGACAACACGTTGGAGG^ 
GGGAAATTGCAAGAATTATTGAATCCTCAGAAATATTC 

YCL035C homolog 127aa(SEQ ID NO 598) 

MIDKMSSILAWGETJLWYQPPPPTAQTEKEIEHTINSHKIVIYSKTYCP^ 

NU!IILDIX3LTIQNQLYANTGQYMVPIIFINGQHV^ 

YDL004W_homolog 486bp public: 1,.4B6(SEQ ID NO 599) 

atgttctigacaagttttccgtcaagttaccaaacaatcattcac^ 
gaggccgccgtgtctacagatgctttgaaattat(x:ttggca^^ 

TCCGAAGTCCAACyUVGTAAACTTGCCATCTGTCAAO^ 

ATTGTCGAACAATTGAGACCAGGATTGTTAGAAATCATTTCCAi^^ 

GTCyVGCGGCXSGTATCXSCCATGGTCCAACCAGGAAACAAGlTCACT 

ACCGACCAAATTGATCTCTCTGCCGTC^^ 

GATGAAAAGGT<XKrrcCTGAAGCCAACATC^ 

TAA 

YDL004W_hoinolog 161aa(SEQ ID NO 600) 

MFRQVFRQVTKQSFTGVKRTYATEAAVSTDALKLSLALPHQTLYNDSEVQQVNLPS 

I\^QLRPGLLEIISKNGDSDQYFVSGGIAMVQPGIOCLTISAIEAFKTDQIDLSAVKN^ 

DEKVAAEANIELEVLDALQHFTK 

YDR099W_hoinolog 795bp public: 1..795(SEQ ID NO 601) 
ATGCCAGCCnK:(XGTGAAGATTCCGTTTACCTTGCTAAATO 
ATGGTTGAAAACATGAAAGCCGTTGCTTCCrC^^ 
TCTGTTGCTTACAAGAATGTCATTGGTGCrCGlXXnt^^ 

AAAGAAGAAGCCAAAGGAAATGAGAGCCAAGTTGCTTTGATCAGAGATTACCGT^ 

GAATTGTCTAAAATTTGTGAAGATATTCTCTCTGTGTTGAGCGA 

GGTGAATCAAAAGTATTTTACTACAAGATGAAAGGTGATTACCACAGATACTTGGC^ 

GCTGAAAAACX3TAAGK3 AAGCTGCTGATTTATCATTAGAGGCTC 

ACCGAGTTGCCACCAACCCATCCAATCAGATTAGGTTTAGCATTGAACT^ 

ATTTTGAACTCCCCAGATAGAGC'ITGTCATTTAGCTAAACAAGC^^ 

GAAACCTTATCTGAAGATTCATACAAGGATTCAACTTTC 

TTATGGACCGATTTATCTGAAGCCCCAGCTOCCACTGAAGAACAAC^ 

GCTCAACCAACAGAAGGTAAGGCTGATCAAGAATAG 

YDR099W_hoinolog 264aa(SEQ ID NO 602) 

mpasredsvylaklabqaeryeem^mnmkavassgqelsveernllsvayk^^ 
keeakgnesqvalirdyrakibaelskicedilsvlsdhlitsaqtgeskvfyykmkgdyhrylaefai 
aekrkeaadlsleaykaasdvawelppthpxeoiglalnfsvfyyeilnspdrachi^ 
etlsedsykdstlxmqllrdnltlwtdlseapaatebqqqssqapaaqptegkadqe 

YDR399VL.hoinolog 6421:9 public: 1..642(SEQ ID NO 603) 

atgtctgaatctgagaaaatgtacatttcgtacaataatatacaccagttatgtc^ 
aagatcaaagaatttaagcctgacttgatcatx^n'attgg 

TTGCGTTCCTTCTTGAAAGAACCAGGTCAACCAAACGTTAGAATTAT^ 

gaagagattgagagtgaaaacggtattgaaaagccaqgtacccaagttgl^gtactcaatggato 

tatcatcaatctaaaattgacttggttggtaaaaatgtgttaattato 

accactttgcattacgcagtcagtgaattgaaaaaagatgtggaagagcaatcaaaagc 

gatcctaaagataccaagtttggtatttttgtgttgcato 

ccagatgatattatgaagactggtaattatttcgckxrrcgt^ 

ccatgggagtctactgacattgtttatcatcaaatgaaagcrcaagaacaag^ 

ccttcatccactttagagtaa 

YDR399W_homolog 213aa(SEQ ID NO 604) 

msesekmyisynnihqu:qeiapkikefkpdliiaiggggfiparmlrsflkepgqpnvrimaiilsly 

eeiesengiekpgtqvvrtqwidyhqskidlvgkn\njiidevddtrttlhyavselkkdveeqsk^ 

dpkdtkfgif\^hdkqkqkkaelpddimktgnyfaarsvpdswiaypwestdivyh 

PSSTLE 
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YDR418W homolog 498bp public: 1..498(SEQ ID NO 605) 

ATGCCTCCAAAKTTTGATCCAAA?K^ - 

GCTTCATCTGCTTTAGCTCCAAAGATTGGT^ 

GCCAAAGCCACCAAAGAATACAAAGGTATTAAAGTTACTG?^^ 

ACTGCTTCTGTTGTTCCATCCGCTTCATCTTO 

AAGAAGGAAAAGAACGTOUUWilACTCTGGTAACaVT^^ 

ATGCAACACAAATCATTCGGTAAGAATTTGGCAT^^ 

GTTGGTTGTAGAGTTGATGGTAAGAACCCTCATGAOVTCA 

GTTCCAGAAAACTAG 

YDR418W_hoinolog 165aa{SEQ ID NO 606) 

MPPKPDPNEVKFLYLRAVGGEVGASSAIJVPKIGPLGLSPKKVGEDIAKATKEYKGIK^ 

TASVVPSASSL\n:TALKEPVRDRKKEKNVKHSGNIPLDEIFEIARKMQHKS 

VGCRVDGKNPHDIIDAINAGEIDVPEN 

YDR513W_homolog 360bp public: 1..360(SEQ ID NO 607) 

ATGTTTCGTACATTATTAACCAAAAGACTATTCaUlTACATC 

AAGGTCGAACAATTGATCAAAACCAAACCAGTTTT^ 

GCTACCAAAAGCACAATTGAAGCTATAACAAAGGATQCTTAC^^ 

GGTGCTCAAATCCAAGAAGCATTATTGGAAATCACTGGTC^^ 

GGTCAACATATTGGTOGCAATTCCGATGTGCAAGCT^^ 

AAAGCTGCTTTATAA 

YDR513VL-hoxnolog 119aa(SEQ ID NO 608) 

MFRTLLTKRLFOTSTMVSSQVKNKS^QLIKTKPVFIASKSYCPYC^ 

GAEIQEALLEITGQRTVPNVFIGGQHIGGNSDVQALKSSDKLDDKIKAAL 

VEL009C_honiolog 972bp public: 1..972(SEQ ID NO 609) 

ATGCCTGCTACTACTCCTATTATTTATGAAGATTCTTTATTO 

GTTAAACAACAACATCAAAAGGTTGATACTGTTGCTACCAAAAACGAAAT^ 

GGTTTACCAGAAATGCAAAAGGCTTCAGAAACTCTTTCXIAC^ 

GAGTCGGGTTTCAGCACCAATTTGGATGGAGTCAATGATATTGATCAT^ 

GATTTGATTATGGACGGAGCCAAAGTCAATTCATCAGAAGATTGGGTTGCTCTO 

GATGATGGTGTTGCTATAGCTGGTGCTACTAGCAAAGAACCAATGTTATCATTGAA^^ 

AACAATGATGACGACGCTGATGACGCTGATGATGATGATGATGCTCTTGTTCCAAGAGAAG^ 

GAAGCTTTATTATTGGAACCATCACCAAATCGTACCATTTCTGC^^ 

TTAAACAGTCCAGAAAGTACTATTGCTACCACAGTCACrKX:TGGT(^ 

AAGCAATTTCAATTGGTAACACCAAATCGTTCATCC^ 

TCTAAAAAAAGAGTTAAAGTTGATCATTTGGQTTGTGTTACCTATO 

TTACAACCGATTGTTGTTGATGACAOTAAAGATGCTGCTGC^ 

GCTAGAAGATCCAGAGCTCGTAAAATGGAAAGAATGAGTCAATTGGAAGATAAAGT^ 

AATGAAAAGCAAGCTTTACAAGATCAAGTTGAAAGATTACAAGAATTGTTAAGAGTTAATGGT^ 

TTTTAA 

YEL009C_homolog 323aa(SEQ ID NO 610) 

MPATTPIIYBDSLFESQDLFASPVKQQHQK\n)WATKNEIGLEim.GLPEMQKASEWSTPFQIHSSV^ 

ESGFSimDGVNDIDHTPMFDEMLIMDGAKVNSSEDWVALFGDDNDDGVAIAGATSKEPML 

NNDDDADDADDDDDALVPREDTIEALLLEPSPNRTISAATSASTSSLNSPESTIATTXTPAGGEWVASK 

KQFQLVTPNPSSTLPTPLLDSKNSKKRVKTOHLGCVTYSKKHRSQPLQP^^ 

ARRSRARKMERMSQLEDKVENLINEKQAIiQDQVERLQELLRVNGIQF 

YGL123W_homolog 750bp public: 1..750(SEQ ID NO 611) 

ATGTCAGCTGAAGCCCCAAAAAGACAATTTGGTGATAGAAGAAGAGGTGGTAGAAGAGGTGGTAG^ 

GATGGTGAAGAAAAAGGTTGGACTCCAGTCACCAAGTTAGGTAGATTAGTCAAAGCTGGTAA^ 

AGTGTTGAACAAATCTACTTGCACTCTTTXXICAGTCAAGGAATACCAAATC 

GACTTGAAAGATGATGTCATGAAGATCAGATCTGTCXZAAAAAC 

ATGAAGGCTGTTGTCGTCATTGGTGACTCTAACGGTCAOGTT^ 

GTTGCTTCTGCCATTAAAGCTGCTATTGTTATTGCCAAATTATCCATCA 

TGGGGTTCTAACTTGGGTCAACCACACTCTTTGCCAT^ 

GTTAGATTAATCCCAGCCCCAAGAGGTAAAGGTATTGTTGCTTCTCCAGT^ 

TTGGCTGGTGTTGAAGATCTCTATACTTCCTCTTCTGGT^ 

GCTGCTTTCGCTGCTATCGGTAACACTTACAGTTTCTTC 

GCTGCTTCTCCATTGGAAGTTTACX3CTGAAGAAGCI^^ 
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YGLl23W_homolog 249aa{SEQ ID NO 612) 

tISAEAPKRQFGDRRRGGRRGGRRIX5EEKGWTPVTKIX5RLVKAGKITSVEQl^ 
DLKDDVMKIRSVQKQTRAGQRTRMKAVWIGDSNGHVGLGIKTAKEVASAI 
WGSNIXXIPHSLPCKVTGKCGSVAVRLIPAPRGKGIVASPVV^^ 
AAFAAIGOTYSFLTPNLWAETPIJVASPLEVYAEBAAMKKRY 

YGR209C_homolog 312bp public: l.,312(SEQ ID NO 613) 

ATGGTTCACGTTGTCACTOAAGTTAACGAATTCCAA^ 

GACTTTTTTQCCACITOGTGTGGTCCAT^ 

TATTCTAATATTAAATTTTTGAAAATTGATGTTGA 

AGTTCrATGCX:AACTTTGATTTTATTaUUy^^ 

GCTGCTATTAAACAAGCTTTGGCTTCT^^ 

YGR209C_homolog 103aa(SBQ ID NO 614) 

MVmVVTEVNBFQTLLKEimLVIVDFFATWCGPCKMIAPLLEKFQl^ 

SSMPTLILPKNGEEVNRVIGANPAAIKQALASLA 

YHR039C-B_homolog 342bp public: 1..342(SEQ ID NO 615) 

ATGTCATCTGGTATCCAATCATTATTGAAAACCGAAAAAGAAGCTGCAGAAATTGT^ 

AAATATAGAACCACACX5TTTGAAGTCTGCAAAACAAGATGCrCAAGCTG^^ 

CAAAAGGAAGAAGAATTAAAAAATTTTGAAAAAGAACACX3AAGGGTTAAATO 

GCTGATGCTGAA(OTXaUUVAGGAATTGACCAGTATCAAATCC^ 

GTTAAATTGTTAGTTGAOGCTACTGTCAAG(X»ACAO^ 

YHR039C-B_homolog 113aa(SEQ ID NO 616) 

MSSGIQSLLKTEKBAAEIVNEARKYRTTRLKSARQDAQAEIDNYKKQKEEELKNFBKEH^ 
ADAEVEKELTSIKSTFEIOaKSAVVKLLVDATVKPTPTLHINASQ 

YJL138C_homolog 1194bp public: 1,.1194(SEQ ID NO 617) 
ATGGCATCCXSAAGGTATTACTGAAATCGACTCTGGTTTAATTGAAACC^ 

aagttcgacgatttaaacttgaaaccaaacatt6ttagaggtattot 

tccgctattcaacaaagagccatcttgccaatcactgaaggtagagatgt^^ 

ggtactggtaaaaccgctaccottaccatttctgcaot^ 

caagctttaatcttggcccouiccagagaattggct^ 

ttgtacttgaaggttactgtcx:atgcttctattgg^ 

agatctggtgttcaaattgtasttggtactccaggtagagtc^ 

AAAACCGATAAAGTCAAGATGTTCATTTTGGATGAAGCTGAT^^ 

CAAATTTACAACATTTTCAGATTATTACCAGAAACCACCCAAATTGT^^ 

CAAGACGTTTTGGAAGTCACCACCAAATTCATCAAC^ 

TTGACTTTGGAAGGTATCAAACAATTCTATATTAATGTTGAATTAGAAGATO 

TGTGATTTGTACGATTCTATTTCTGTCACCC^ 

tttttaaccaacaaattgagagaacaacactttactgt^^ 

gaaagagacaccattatgaaagaattcagatctggttcttcaagaatc 

gctagaggtattgatgtccaacaagtttctttagttatcaactacgatt^ 

TACATTCATAGAATTGGTAGAGGTGGTCGTTTCQGTAGAAAGG^ 

AGAGATGTTGGTATGATGAGAGAAATTGAAAAATTCTACTCTACTC^ 

ATTGGTGCTTTATTTGCTTAG 

YJLl38C_hoinolog 397aa(SEQ ID NO 618) 

MASEGITEIDSGLIETNYDN\A^KFDDLNLKPNIVRGIFGYGYETPSAIQQRAILPITEGRDVLAQAQS 

GTGKTATFTISALQRINENEKATQALILAPTRELAI^IKNVITAIGLYLKVmmA^ 

RSGVQIWGTPGRVLDMIERRYFKTDKVKMFILDEADEMLSSGFKEQIYNIFRLLPETTQIVLLSATMP 

qdvle\rrtkfmnnpvrilvkkdeltlegikqfyinveledykfdclcdlydsis\m}avif^ 

fltnklreqhftvsaihadlpqaerdtimkefrsgssrilistdllargidvqqvslvinydlpanken 

yihrigrggrfgrkgvainfvtdrdvgmmreiekfystqieempadigalfa 

YKL060C_homolog lOBObp public: 1..1080(SEQ ID NO 619) 

ATGGCTCCTCCAGCAGTTTTAAGTAAATCCGGTGTTATCTACGGTAAAGACGTCAAAGACTTC 

TATGCTCAAGAAAAAGGTTTTGCCATTCCAGCrATaVATGTCA(^^ 

TTAGAAGCTGCCAGAGACAACAAQGCTCCAATCATCTT^ 

GCCGGTAAAGGTGTCGACAACAAAGATCAAGCTGCTTCCATTGC^^ 

ATTAGAGCCATTGCTCCAACTTATGGTATCCCAGTTGTTTTACACACTGATCACTC 
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TTGCCATGGTTTGATGGTATGTTGAWVGCOGAT^ 

TCyVTCCCACATGTTGGATTTATCTCAAGAAAC^ 

GAAAGAATGGCTAAAATGGGTCAATGGTTAGAAATGGAiUlTTGGTATC 

GTCAACAACGAACACGTTGAAAAAGATGCTTTATAC^ 

TCTTTACACAAGATTTCTCXa^ 

CCAGGTAATGTGCAATTGAGACCAGAAATCTTOGCT^ 

ACTCATGCTAAACJVCCCATTATACTTGGTTT^ 

ACTGCTATCAAGAATGGTGTTGTCAAGGTCAACT^^ 

ATCAGAGATTACX5TCACCAACAAGATTGAATACT^ 

AAACCAAACAAGAAATACTTTGACCCAAGAGTCTGGGTTAGAGAAGGTGAAAAGACCATC 
ATTGCTGAAGCTTTGGATATTTTCCACACCAAAGGACAATTGTAA 

YKLOGOC.homoIog 359aa(SEQ ID NO 620) 

MAPPA\^SKSGVIYGKDVKDLFDYAQEK6FAIPAINVTSSSTWAALBJja^ 

AGKGVDNKDQAASIJVGSIAAAHYIRAIJ^WGIPVVLHTDHCAK^ 

SSHMLDLSEETDDENIATCAKYFEKMAKMGQWLEMEIGITGGEEDGVNNE 

SLHKISPNFSIAAAFGNVHGVYKPGNVQLRPEILCTHQVYAKKQIGTDAKHPLYLV^ 

TAIKNGVVKVNLDTIXrQYAYLTGIRDYVTNKIEYLiOVPV^ 

lAEALOIFHTKGQL 

YKLlSOW.homoIog 906bp public: 1..906(SEQ ID NO 621) 

ATGTTGACTCATCATTTATCGAAATTGGCTACTC^^ 

TTGTCAATTGGTTTGGCATTGCAATATTCTAC^^ 

TTCACTGATAGCAATGAATGGGTGGACTTCAAATTATCTAAG^^ 

CACTTGGTTTTCAAGTTAAAAGATGAGAATGATGTITCT^^ 

AAATTTGTTACACCAAAGCGTAACAATGTTATTaJTCCATATACCCCTC 

GGTGAAATTGATTTCGTGATTAAAAAATACGAO^AGGTAAAATGTC^ 

GAAGGTGAAACCTTATCATTCAAAGGACCAATTGTTAAATGGAAAT^ 

ATTGCTTTGATTGGTGGTGGTACTGGTATTACTCC^ 

CCAAAGGACAACACCAAAGTTAATTTGATTTACGGTAACriTGA 

GAAATOGATGCTATTGCTTCTAAACACAAGGACCAAGTTAAAGTTCATO 

GAAAAGAAATGGGAAGGTCAAATTGGTTTCATTACTAAAGAAT^^ 

GGTTCTGATTTC^GGTTTTTGTTTGT^^ 

TCCCCyU^CTGATCAAGGTCAATTGACTXKSTGCT^ 

AAATTTTAG 

VKL150W_homolog 301aa(SEQ ID NO 622) 

MLTHHLSKLATPiO^LVPFAGATALSIGIALQYSTSNNYIANETGKTFTDSNEWWLK^ 

HLVPKLKDBm)VSGLITASCLLTKFVTPKGNNVIRPYTPVSDVNQSGEIDFVIKK^^ 

EGETLSFKGPXVKWKWEPNQFKSIALIGGGTGITPLYQLLHQITSNPKDNTKVNLIYGNL 

BIDAIASKHKDQVK\mYFVDKADEKKWEGQIGFITKEFLQKELE 

SPTDQGELTGALKDIiGFEKEHVFKF 

YLR029C_hoinolog 615bp piiblic: 1..615(SEQ ID NO 623) 

ATGGGTGCCTACAAATATTTAGAAGAATTGCAAAGAAAGAAGCAATC^ 

CGTGTCAGATGTTGGGAATACAGACAAAAGAATGTCATTCACAGAGCr^^ 

AAGGCTAGAAGATTAGGTTACAAAGCTAAACAAGGTTTCXSTTATCTAC^ 

GGTAGAAAGAGACCAGTTCCAAAGGGTGCCAOTrAOKSTAAACCAACCAACC^ 

AAATACCAAAAATCATTGAGATCTACTGCTGAAGAAAGAGTTGGTCGTCGTC 

TTGAACTCATACTGGGTTAACCAAGATTCCA(XTACAAATACTTTGAAGCT 

CACAAAGCTATCAGAAGAGATGCTAGATACAACrOGATOGTTAArcCAGTTC 

AGAGGTTTGACTTCTGCTGCTAAGAAATCC^GAGGTATTAAC^ 

GCTGGTAGAAGACACACCTOGAAGAAGCACAACACXnrPATCT^ 

YLR029C_homolog 204aa(SEQ ID NO 624) 
MGAYKYLEELQRKKQSDVMRFLYRVRCWEYRQKNVIHRASEIPSRPDKAW 
GRKRPVPKGATYGKPTNQGVNQLKYQKSLRSTAEERVGRRASNLRVTJJSYWVNQDSTYI^ 
HKAIRRDARYNWIVNPVHKHREARGLTSAGKKSRGINKGHLFNKTKAGRRHT^ 
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YNL030W homolog 3 18bp public: I. .318(SEQ ID NO 625) 

ATGTCAG6TA0CGGTAGAGGWVRAGGTGGTAAAG<nrrTAGGAAAACK3^ : 

ATTTTAAOAGATAACATTaUVGCTATTACAAAACCWKrPATC^ 

AAACGTATTTCTXKITTTGATTTATGAAGAAGTCftOW^^ 

AGAGATGCTGTTACTTACACTGAAC»TGCTAAAAGAAAAl«XX5TCACrKaVTT<» 

TTGAAGAGACAAGGTAGAACCTreTATGGTTTOGGTOGTTAA 

YNL030W_bomolog 105aa(SEQ ID NO 626) „„^„™„„ 
MSGTGRGKGGKGUSKGGAIOUIIuaLRDNIQGITKPAIFRIABRGGVKRISALIYEEVRVV^ 

RDAVTYTEHAKRKTVTSLDWnfALKRQGRTLYGFGG 

Y0R285W homolog 546bp public: 1..546(SEQ ID NO 627) 

ATGTTTGCATTTAAAAAATCTACTACrraCAATTCTCAAAAC^ 

TTATCCACCGTOlCATTAAGATCAAtCCCAAGAACATTCCATAATGCC^CTAAAGT^^ 

GGATTAAGAACTACACCAAGATTTTATAGTGTATTGACTGAATCIXXa^ ^ 

GCCGATGTTAAGGATGTGGa3GTACACa:?IXaU^CCACCCT«ATTCT^^ 

CCAACTGAATTTGGAGATGGTCATATACCAGGAGCTTTCAATATTCCATTTAJ^ 

TTGGATTTCTCAGAAGAAGATTTCaUiGlUVCATTTTGGATTTCCTAAA 

ATTOTCTATTGTCmKSAGGTGrrAGATCTACTGCJ^^ 
AAAAGAGGAAATTATCTTGGAACTTOGGAAGATTGGGWAAAACATGAAAA 

YOR285W homolog 181aa(SEQ ID NO 628) 

MFAFKKSTTSILICIWAPTSSRYLSTVTU^IPRTFHNATKVSLFNGLRTTPRFYSVLTK 

ADVKDVAVHPENHPDSVI.VDVREPTEFGDGHIPGAUJIPFKSSPGAI,DLSBEDFQEHFGFPKPSTDKEI. 

IFYCI^WSTAAEELANTFGYKKRGNYIXSSWEDWVKHENKKN 

Y0R327C homolog 603bp public: 1..603(SEQ ID NO 629) 

ATGAAGATTTATTACATTGGTATTTTAAGATaUVGTCGAGACAAGGCTTTA^ 

GATTTATOVCAGTTTTCCTTTTTCXSAAAGAAATGGGGTATCCCAAT^ 

GTATCCXrAAAGAACTCAACCTGGACAGAGACAAAGTGTTCAAGAAGGTAATTATATTGGTCATACTTAT 

ACCAGATCAGAAGGAATTTCTOGTATCATTATAACQGACARAGATTACCCTGTAAGACC^ 

TTAATAAATAAAATCTTCGAAGAATATTTATCATTGCATCCTAAATCTC 

GCAAATGAAACTTTACAATATG6ACAATTAGAAGCATATTTGAAAAAATATCAAGATCCatf:TCAAGCT 
GATTCAATCATGAAAGTTCAACAAGAATTAGATGATACTAAGGTTGTTTTAC^CAAAACTATTGAAGGG 
GTTTTACAAAGAGGAGAGAAATTAGATTCATTGGTTGACAAATCAGAAGCATTGTCAAGTTC 
ATGTTTTATAAACAAGCAAAGAAAACOUVTTCTTGTTGTGTGATTATGTGA 

YOR327C homolog 200aa(SEQ ID NO 630) 

MKIYYIGILRSSGDKALELTSARDLSQFSFFERNGVSQFMTFFAETVSQRTQPGQRQSVEEGNYIGHTY 
TRSEGISGIIITDKDYPVRPAYTLINKILEEYLSLHPKSDWENIDKANETLQYGQLEAYLKKYQDPTQA 
DSIMKVQQELDDTK\nrt.HRriEGNrtiQRGBKU)SLVDKSEALSSSSRMFYKQAKKTOSCCVIM 

YPL037C_homolog 474bp public: 1..474(SBQ ID NO 631) 

ATGCCAGTCGATCCAGAAAAATTAGCTAAATTGCAAAAGTCATCTGCCAAAAAAGTTTC 

GTTAAAGCCAAGAAGAACATCAAGACTCAACAAGAT<»CACCAAATTGATTCAAGCTTTGGGTAAA^ 

AAAGCTACCAAAATCGAAGGTGTTGAAGAAGCCAATTTCTTCAGAGAAGATGGTAAAGTTTTACAT^ 

AACAGAGTTGGTGTTCAAGGTGCTCCAGCTTCTAATACnTTTGCCTTCACTGGTTA 

AATATTACTCAATTGATCiXACAAATTTTACaUZAATTGGGTGCTGAAAAOT 

TTGGCTCAACAAATCCAAGCTXajTAAAACTCCAAAAGACTTCAACACTGGTTCTGCTAAC^ 

GATGCCGGTGGTGAAGATATTCCAGACTTGGTTGACCAAIUVATTTGACGATGTAGAATAA 

YPL037C_homolog 157aa(SEQ ID NO 632) 

MP\mPEKLAKLQKSSAKKVGGSR\nKAKKNIICrEQDDTKLIEAWKLKATKIBGVEEANFPREDGK^ 
NRVGVQGAPASNTFAFTGYPQEKNITQLIPQILPQLGAEILEILRQLAEQIQAGKTPKDFNTGSANAAA 

DAGGEDI PDLVDQKFDDVE 

YPL079W_homolog 330bp public: 1..330{SEQ ID NO 633) 

ATGCCACACAAATACTACCACXSraTAAGACTGGTATTGTTTACAACGTTACCAAATCCTCCGTT^ 

ATCATTAACAAAGTTGTTGGAAACAGATACATTCAAAAGAGAGTTAACTTCAGAGTTGAACATGTTAAA 

CACTCTGCTTGTCXSTCAAGAATTCTTGAAC^GAGTTAAATCTAACGCTGCrAAAAAGAGAGAAGCTA^ 

GCTAACGGTGAAACCGTTTACTTGAAGAGACAAGCTGCC»AGCCAAGAGGTT<»AGAATTATCTCC^^ 

GAAGGTAACATTCCTCAAACTTTGGCTCCAGTCGCTTAOGAAACrTTCATTTAA 
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YPL079W_hoinolog l69aa(SGQ ID NO 634) ' 
fciPHKYYHGKTGIVYWrPKSSVGVIINKVVXmYI^ 
ANGETVYLKRQAAKPRGSRIISTEGNIPQTLAPVAYETFl 

YBR089C-AJiomolog EMBL^entry 279bp public: 1..279 (SEQ ID NO 635) 
ATGGCTCCAGGTGAAAGAAAGAAGTCCTCTAGAAAGAAGAAGGATCC^^ 
TCTGCTTATATGTTTTTCGCTAATGAAAACAGAGATAT^ 
GGTCAAGTTGGTAAATTATTAGGTGAAAAATGGAAGGCTTTAAACAGTC 

AACAAGGCTGAAGCTGATAAAAAGAGATATGAAAAAGAAAAGGCTGAATACGCTAAAAAGAAT^ 
TAA 

YBR089CA„homolog SWISS-PROT_entry 92aa (SEQ ID NO 636) 

MAPGERKKSSRKiaa)PDAPKRSLSAYHFFANENimiVRAENPGISFGQVGia:«^^ 

NKAEADKKRYEKEKAEYAKKNSA 

YBL092W_hoinolog EMBL_entry 396bp public: l.-396(SEQ ID NO 637) 

ATGGCTACTTCTGTTCCACACCCAAAAATTGTTAAGAAATACACCAAGAA^ 

GACAGATATCACAGAGTCGCTGAAAACTGGAGAAAACAAAAAGGTATTGAT^ 

TTCAGAGGTACCATCCCACAACCAAACATTG<OTACX5GTTC 

GCTGGTTACAAAGTTTACTTGGTTAAAAAGGTTAAAGACTTAG^ 

TATGCTGCTCAAATTGCCrCTTCTGT^^ 

CTCGGTGTTAAAGTCACTAATCaUVAGQGTAAATTGS^^ 

YBL092W_homolog SWISS -PROT_entry 131aa (SEQ ID NO 638) 

MATSVPHPKIVKKYTKKFKRHHSDRYHRVAENWRKQKGIDSCVRRilFRGTIPQ 

AGYKVYLVKNVKDLDVLLLHTKSYAAEIASSVSSRKRVEIVAKAKKIX^V^^ 

YDIi059C.homolog 2791bp PathoSeq: 1..2791(SEQ ID NO 639) 

TATCCA'tTGGTAATGJUVTCAGTOAATACCACTACCAl^ 

TGATTATTGAATTTGTTGATAACA(yiGTCGTGGAATTGGATTCT^ 

CTCAATTATGTCGTGATATTGAAGTTTCTTTTAAAGAAGATACTCPJ^^ 

ATGGGAAATTATTTTGTAATGAAAACCATGTTGTTAGTGGTCm^ 

TATTCACTACCGTACAATCAAAATTATGTTTTATTCATTTAAATTCAAGT^^ 

ATTTAACCAATGAAAATATTGTTGATGAAAGAATTAGACAAGTGGAAAGAG<^ 

CAACXyUUlTATTCTCTAGTTTTGGAAGCCCCTAGAGQTAAT^^ 

CAGCCATTAGAAAATTCATTAAACAAAAAAATTATAAACamxyiTT» 

TAGATATTTTACATGATTATGAACCGGAATTATTTTTCAATAATGT^ 

TGGAATACTTGGATTTATTTGTTTCTTGTTTAC^ 

atgatgctgctgctgctgctggtggtggtattaccaaagaagaagaaatca^ 

cagcattcaggaagaaattccatcacataaaggaaaaagttttc^ 

tttgtgaagccatattaaatgtattattaaaaa:agaatattt^^ 

atgcttgtgagaaaccagcaaatttgactcaagcactcacal^ 

aaactgcagtgactcatttatgtttcttacaagatgtaaataaal^ 

tcaaattaactttagtcattgctcaacaatcacaaatggatc^ 

atgtacaaccagaattgaaaagaaaatnmaatcgatgattatttc;^^ 

tacatgaacaaggtgatgaagctcatgaagaatttgataattatgt^ 

tgaaaatttatacctatgataaacx:cagaacaaatgtaatcaixx;gattgt^^ 

AACAATTTGGTGAAGCTGGTGTGATATTTGAATATTT^T^ 

CCAAGAAATGGAAACAAGCATTATCATTAGTTGAGAAAAGTGCTGACCTTIT^ 

AAAAATTAGTTGAAACATTAACTGAAGATCATAAATATAGTGATGCTOCT6AM 

ATGTTGAAGCATCTATCAAATTATATTGTAAACAATATTGGTAT6ATCATGCTATATO 

AAAAACCAGAATTGATTGAATCAATAGTTGATGTTCAAATA^ 

CCGATTGTAAAGGGCAAATGAATTCACAATTGAAAAGACTTCGAGAATTAAGAACTAAAAAGCAAG^ 

tttcgttttatggaactcctgatgatttagatactcctgataatc 

ccccatcatttttcacaagatatactggtaaaactgctggtacggccaaaa^ 

aaaacaaaaagagagaagaaagaaaacgtgccaagggaagaaaaggtactatttatgaagaagagtatct^ 

aatcagttggtcgtttattagaaagattagatcaaacccaatcagatgccx:tt/^ 

gaagacatatgaaagaacaagcttatcaaatacaaaagaattggtgtgaattgatt^ 

tcgatgaaattcataatatgagtgaaaaagatcgtgaaagaatcgatgataatggtgaaatc 

aaattccaaaacctaaagtatcagaattccctaaattcaatatattagattattaatca 

TAACTTTTATTTATAAATAGAACCACAGAATCATCTTA(n<:CTTGTATAGACTATAa^ 
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ATTTATATATCaVTATTCAGGAGCAAATTGTTTCATCA^^ 

CCCACAATGGCATTTTTTATAGCATCAGTAACTO^^ 

ATATTTGTAGATTCTGCTT^mKXaUSTTCT^ 

ACAAGGGCAGAATACTTGTTTTCATCTTTTATTTTO 

GTGACCATTCCATCCA 

YDL059C_homolog_l 67aa PathoSeq: 1..67tSEQ ID NO 640) 
ENKVSALVVVKIRLILia)GTPREQSGQAESTOMPYiaMCYASARKK^^ 

YDR377W_homolog 24076bp PathoSeq: 1.. 24076 (SEQ ID NO 641) 

ACACTACTACTGGTCGTTGGTCGTTTTCTGGCAATGCCCCGGAAAAACC^ 

GTCAAGCAACCAAAAATAACAATGGCGGTCCCGGAAGATGCAQCGTACC^^ 

TTGTCAa:ACTAAGCCATCTAGCAAGTCTATGAGCTCAAATCAA» 

TGGTAGCACTAGGCGAATTAGAGTTTTCAGTTTTCATTC^^ 

TTGTCCACTTTCTCGAQGCAGTTACCGGAATATTACCTAT^ 

CAAAAAATAAATATCATGAGAACOTAAAGAAAATAAATOXriCAAAGT^ 

ACAAACCACAAAAAAAAAAAAAAGAAATTGTCGACAGCCGTAATAGAGTCTAGA^ 

GAGCTGGTCAGTATCTTTCAAAATTATTCGTTAACCAAC^^ 

ACCCCTCTAGCACCCCAAGGAACAATCGAATGTTTCTTC^^ 

ATTATTTGCTGACTTCrrX' T T T TTTTGT^ 

CTTCCCGGGTTGAACGGTAAGTCTCGGAATACACTT!^ 

tggaggttw:gcgtaacctattcatatgcccoc^^ 
caaaattcgttgatacaagtctttattaatqgtx:^^ 

CTTGATTGATTTTrrrc r n CT TTC 

tactgctgttgaatcttcaatcaatttcggaggtcaccc^^ 

gttgtctcttaataccgacactgtgatcagacactuvtgc^^ 

aaaaggtactactatctcatctactggtgctttaatogcttactctggt^^ 

caagagaattgtcgacgaatccacctcatcccataacatttggtggggtcc^ 

aacttggaagatttctagatcaagagctttggattactl^ 

tgctggttgggatccaagatacagaatcaagglxavgaat^^ 

caatatgttgatcagaccaactgaagaagaattaaaaaacttttot^^ 

tcaattcccagccaacatccacactaaaggtatgacttctgccacttct^^ 

aatggttatcttgggtactgaatatcctggtgaaatgaagaaaggtatctto 

aatcaaacaau^ggttttgactttgcacn^ 

tggtctttctggtactggtaagaccactttgtctgct<^ 

ttggtccgacaatqgtgtcttcaacattcaaggtggto^ 

accagaaattttcaactccatcaagtttggtgctattt^^ 

tgactacgaagattcatcaatcactgaaaacactagatgtgcatacccaatt^ 

tccatgtttggccgacacccatccaaccaatattatcttgttaacatc 

ctccaaattgactaatxk:tcaagttatgtatcatttcat^^ 

aggtgttactgaaccacaagctacattctccgcatgtttcggtcaaccat^ 

tgctcaacaattgtctcacaagatttccgaacacaatgoiaacgct^ 

ttctgttgctcaaggtggtaagagatgtccattgaaatacaccaga^ 

ATTGTCTAAAGTCGAATACGAAAAAGTTCCAGTTTTCAACCTTAATGT^ 

TGAAATTTTGAACCCAACTAAAGCTTGGACCCAAGGTACTGATTC^ 

CAAGTTTGCTGAAAACTTCAAGACATACGCTGATCAAGCTACTGCTGAAG^ 

AACAAACAAATAAACAAAAAAAAAAAAGATCAAGACATGTCAGTTATGTTTTT^ - 
ATTCATATATATATTTATTTTTCAATGGTTTrrrCAAAAAA^^ 

TGTGGTGCACATACGAAAAAACACCCAGAATAACnXyVACTCTATAGTTAGCGCCTCATGATO 

ATCAAAGCCACAACGTGTCAATCTAGACATTATCnCrATTACCATACTCATAACTC 

TGCATAGCCATTTAATTACGAGTTTAGAGATAACAAACTTTCACAGGGGCT^^ 

GGAGCGGATATTCCTGTAGCAAAACAATGAAGAGTCTAATTGCATAACCTTAATTGGATGCAT^ 

GAATGATAAGGCACTGTTTCATTGATAAGATTAGGTCTCATAATCCTATGGGGCG^ 

CCTTTTTTGACAGAAAATTAAGTTGGTTATGAGTTGGTACTACCTGGCCTG^ 

CAAGCATTGTCAACGACATAGTACTGTGTATGACAGAACATTTTGTGTGACTAGAGCTT^^ 

GATGGATGCTGCAAAGAGCGGCTGCGGATAGTAAGCAATAGTTGTGTTC 

CCGCCAAGTGATGATATAATTTCCACTAACCGCAATACAAAGAACGGAGAAAAGACAAAA 

TTAACCAGGCGATGGAAAAAATTAAAATCTTTACAATTTTm^ 

ACATGCACTACTCAACTAGACATTTGGATTATTATTTATAACCAATGTAATAT^^ 

AGTTGCAATATCAAATTCAAArrcAGAATAGOlATCCATATTTATTTACT 
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ttagaagcttaagaagtcgtcttggtgccaaagcrcctacaa^^ 

taccattcttgttggtttcciuvaaaagctgaagot 

cccacggagaagtxxx:aacttttcagttcccaattttx^^ 

TTAAAGCTGTATTGGCCACCCAGTTCAATGACTTTTCATTA^ 

GTGATGGTATTTTCAOVTTAGACGGTGCTGGTTGGAAACATAGTAC^^ 

AACAAGTTGCTCACGTCAAGGCATTAGAGCCTCAC^^ 

GAACriTTGATCTCCAAGAATTGTTTaTCAGAT^ 

TCGAGTCTTTGAGAGACGAAAGTATTGGTATGGCTTTAGAAQC^^ 

AAGCCTTCAACTTTTCTCAAAACTATTTGGCCTCCCGTCXTO 

GTGAGTTCAAAAGTTGTAACTCCAAGGTCCACAAATTTGCIX^ 

ATGAAGAATTGGAAAAGCAACAAGGTTATGTCTTTTTGTATGAAT^^ 

TGAGAGACCAATTGTTGAACATTTTGGTTGCTGGTAGAGATACC^^ 

AATTAGCTAGAAATCCAAGAGTGTTTGCCAAATTGAGAGAAGAGGTTGAAGAAAA^^ 

CTCGTGTTGAAGAAATTAGTTTTGAATCATTGAAACTG^ 

ATGGTATGTCTCCAATTTTGGTCAGAAAAGGTCAAACTGTTAT^ 

AGGTTTACGGTAAGGATGCTCACGAATTCAGACCAGAGAGATGGTT^^ 

CGTTTGTTCCATTCAACGGTGGTCCAAGAATCTGTTTGGGTCAAC^ 

CTGTCAGATTACTTat^GAATTTGGTCATTTGACTATG^ 

ATTTGACCATGTCTCTTTACGATGGTACTAATGTTGAAA 

GGTATTTTAAGAAGGATAATTGTTTGCAAAAAAAGTGCTGTA^ 

TGTAGAACAAAACCTATATGCAGAACAATAGGGATTGCXATTIC^^ 

CGTTTTGTTGTTGGGCATACATATATATTTTGCGACTAOC^^ 

CAGTTAAAGTAGATCTAGAAATAAACrCAATGATAATC(nm:ACTATT 

TCTAAGTTCTACCAAGAAATCCTTTGACTGATCTTGATGCTCCAAT^ 

GTATTCCCAAGCTTCTAGTGTATTATTTTGATTATATCGACAAACTG 

CTCTATTGTCTGGCTAACTTCTTGGTGTGGGACATGTAATCGi^^ 

TTAGGTTTGTTTTAGGATCGTCGCAATTGATGGAGAACAATA^ 

ACCAGTATTCGTTATTCATAGGGAGTACATGTGAAAAAGAAGGGAOGCACTAAAAT^ 

CAGCATAAAAGGAAC6TTCGTGTACTTGTGCAAAAGAAAQCA0CAAACCTC 

ATATTGAGGGGTTATTGTAATGATACTTTGACAATCACTTTAAA^ 

ACAAATATATATATGTTTGATAGGATCCTGCTAGCTACAATGTTTCAT^^ 

CCCCTCGCITGTTCACCAAATTCTTGCTATCACTCATCCATATGTTGA^ 

GTATATCCTAGTACCAGGTATTCTTATTGTGTTAAATGTGTTAACAACTCT^^ 

ATTTAATGCAAAGCCTGTCACAAACTTCATTCAGGATTACACT^^ 

CTACAAGTCTCAAGGTACAGTAATGGAATTCGCCAATAATTTTTGGA^ 

TGTAGGAACAGGTGAGCTTAGAATATTTGGTATGCATTTAATTCAA^^ 

ATTGGCTACCCAATTTAACGATTTCTCTTTGGGCACTCGT^ 

TTTTACATTGGACGGTGCTGGCTGGAAACATAGTAGATCTATGT^ 

TCATGTCAAAATCTTGGAACCACATATGCAAGTGTTTTTCAAA^ 

CATCCAGGAGTTATTTTTTAGATTGACAGTTGATTCTTCTA^ 

GAGAGATGAAACCATCGGCATGTCACCTAGTGTGAAGAATCTTGCTGGCCGAGAT^ 

TTATTCACAAACTATCAATGCCTACAGATTCTTGTTGCAACAAT^ 

AAAGTCAATTGCTGCWHX3CACAAGTTTTCTGATT^^ 

AGATGAACAAAAAGGGTATGTTTTCTTGTATGAGTTAOCCAAAC^^ 

GTTATTGAACATTTTAGTGGCTGGAAGAGACACAACTGCTGGTTTGTTGTC 

AAACCCAGAAGTATATGCCAAGTTGAAAGAAGAAATCTACAATAAGTTCGGGTCC 

TGAAATCACATTTGAGTCTTTAAAACAATCTGAATACTTGAAAGCTC 

ATCAG1X3CCACACAATTTTAGAACTGCTACTAGAAATACCACTTTACCAAGAGGTGGTC 

ACCTATAGTTGTTAAAAAGGGTCAATCAGTTATCTACACAGTTTTGGTAACACACAGAG^^ 

AGTGACGGTAACGAATTTAGACCAGAAAGATGGTTTGAACCAGAAACTAGAAAATTGGGATC 

TTCAACGGTGGTCCAAGAATTTGTTTAOGTCAACAGTTTGCTT^ 

CTTCAAGAGTTTGAGCATTTGACTATGGATGCAGAAACTCGCTACCCTCCTAAAT^ 

TCCCTCTTAGATGGGGCAAATGTTGAAATGTATTAAGCGCAAGTAGTTTATGTA 

AAAAAAATGTCGCCTTTTACTTGAGTCGCTCGATTGTGCGAAGCAAAAAAAAAAGA^^ 

CTTTCAACTCATCXGTCATTCTTTATTTACATCCCACTCAACCAAC 

AATTGGTCGCTGGATGTGTTTGCCGATATTTATAACACCCTCAAG 

GACTTCACCAGCATCAAGAATGATCTTGCAAATGTTTTGATTACACCA^ 

CTTGGAGACGCATCAAAACCAGTGGCGTTXSCCCAGTGGAGATGAGGTGAAATTGAATCAAK 
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ACnXSGAGTTTTATCAAATGAATTGGATTTAGATGAACTAAA 

AGCTACAAGAAGGGAAOGTCCATTGGCGATAGTGCTCGATTGGCTTATTA 

ATTGTTGGATACTTA(OTaCGCATAAACGTTTAGATATCATC^ 

TT^yUlAAGTTTCAGCAAGATTTATACTTTGAGTCXn? 

GACATCAACAATCTTGCATTTATCAATTGTATCAAT^^ 

GGACAAGTTGTATTTGGATTAGCGGATAATTATTATGAGA^^ 

GAGTTTATACTGAAAAATATCAGCGATGAAGATGTTTTTGT^^ 

AAGAAATTACTTCAACTAGGTGAGGAATCTTTAGTCGATCAGT^ 

GATTATGAAGCCAACAATTTTTCCAAAAGTGAAGATATTGACT^ 

GTCACAAGCTTTATTTTTCTAACTGAGTTTATTCCATGGTGC^^ 

TTCAAAGATGATATATTAAAGTATATOGAATTCTTGATAACOTATGGAGTTA^^ 

TCTGAAACCGCCAATOCAAAAACTCAGOUVGTGTACGACTGGK^^ 

AAGAATTTCCCACGACTTACACXIAGCAAAATTTCATTATCC^ 

GGATATGAAAATGTATCCAAATTGATTGACATTTCCTT^^ 

TCACCTCTTTTCCAGAGCTTTTTCAGTGTGT^ 

GAGGAAGATTTTGTTTTATCGTCGTTGAATGAAAGTGACX3AAGAGG 

GATTCTTCGACCCCAAAAAACAAAGAAAAATCW^CTGGGTTAGACC^^ 

GAAAGGTTCTACTTQQCTTTCQCGTACACCTACAACAATAGACC^ 

CAGGTAACTCATGACATTATAGGATTTATTTCCTOGQGACT^ 

TTCTGCTTACTATTAGGGTCGTTGGCATCTGCTOGTQCAGAGQCA^ 

AACAATAACAACGCAAGTACGAGAAAAAATGATTTTTCAAAGATATCCGT^^ 

TATTACTlTTGACTCTTTAAATGAAAGCTTTGAACyUVGAr^ 

GATTTTCTCTTCAGCACCACAACAAGCAAACAGGACCI^^ 

GCCGAGGATTCACTTGTCTTCATTTCAGGGTTTATTCAATT 

AATGAAAGAAGCAAAGAAATCAAATCCGTGGTATACACTAGATTCTCACCAATC^ 

GATAATTTGATCAATGGTAGCAGGTTCCTTCAAGTTGATGCTAGC^ 

CyiTTTGCaVAATGTTTTCGTCAGTGATGACTC 

TTTGTTACCAACGATAGT6ATCCGTATATTAGATATGAGATTTO 

TTGCATAGTTTGCCAGAAGATAAGAAAGATGATGCTTTTAGACATATTAAGAGAAAGTA^^ 
GTCCCCATCAATCAAGCATTTTCAACAAACCTAACTCATCTTAGT(^ 

AAATTGTTAACCCCATACGCAGATAGTAATGAAGCATTCACCAAGTACTCGTTGTTGTATCCI^ 

tcagggtatagattcaacaaccaacttggaatttggccatacattgaatt^^ 
tctgctactattgctaataaacgagatagggtcaacttgcaacttaatt^^ 
caggaagttgactcgaagtttcttattgatotggcac<^^ 
tttgactcgcttattcx:tggtgttcaattggacttt^^ 

AACTATCTATTTGAAAACAAGACATTTTCTGCTTTCnOT 

tcaggtgaatcggctgcattagtgtcacatgcccttgggtt<^^ 

ataaacaagttgttaccaatattgcgaaacaaagatacgcagcaacaattac^ 

ggtacttctatgagtctttcgttagcaacccctagaacxyitatttg 

acacatggtgttgct6atttctacgaagtgatattgttccacttatc 

agttgtgaaaatactatttccaacaaagcaatttccmattgaaagga 

agagtxtcaagctcrrgctgatcccttactcaacaacgatagat^ 

ataaaaatcaagtttgctttcattgacaagtttgaagaactcg^ 

gattttgttttgggcaatctcaatcaatttgatggc^^ 

GTGAAAGGCGATACATTAGACTTGGTACAGACAAACGATCAAAACAC7VTTAC 

AGCATTAGTCTTGATTTAATTTCTGAAATTGATTACAATAATGGTAAT^ 

AAGCTTTCGTCGTTGATTTTACAGATTCTTATCAAGiriG^ 

CAArrACGTGAATATGAAGAATTGXTPTGAAAAATTGGTTAACTGTCA^ 

TGTGGTAACCAGTTTGATGGGGATOTGCAGATTGATGCT 

GCTTTCTTTTCCTTTATTAACCAGAGAAACTTAATTTTGCAGTO 

AGAACTAAGCGGGAGTATTATTCTAAAGTGTTGACCAACGACAAGGAATTTGTTAAT^ 

ACATTTTTAAACATTCTAAATTATTCATTCAAGAACTTT^ 

AACATGTCGTTGTTATTGGCAGAAGTAAACGCTCAAAAGAATGGTACATTAGATT^ 

ttccgtcttttgtgccaaacgtcaaacttaataaca(xx:gagtc^ 

gaaggaagtaagatttct^ctttgtcacaaagtacctggtgtcgaccgact^ 

ttacattcatggtgtcaattgatagagattttggttactgacag^ 

GTGTTGCAAGTTATTATTCCCAAAATCAATGACTATTTTGATGTGGACATACTC 
TTATGTGTTTTATTGTTTGATCTTTATGATCAGCTGAC^^ 

attgagagattgatccccttatttcagacttgtattgcaqgtattc^ 
tcagacttgtatgtagttggcaacaagtttttgttaaaatgttt^ 
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CATATCATCAAGTOGGTAGATAAAIUVGTTTTTCC^^ 

AGJUVTCACITCTACTTTATOK^^ 

GCGTTGATCAAAAATAACGCATTGCTGTTGCTAGTC»Gff 

CAGGAAAAAAATTCAGGAGTGACTTTAGATCATTTCATATO 

TTTGTTAGAGTGGCCAAATCGAAAAAOaGGGCATTGaki^^ 

TCGAAGTTTTTGCAGATTGATCCAGATATTCGTOT 

aatgtaaatgttttgctagatactcx:actttc 

ACTATATCATATTTTGAGTTCCTTCTACCyUlTATTTC^ 

TATCAACCTGCAATTATTCAAACTAGAGAACTTATGAAGAGTGTAAATCGATT^ 

GATTTCTTGGTAGAGACCAAACAAATTGGTCAAGGGTTGTACAAC^^ 

GAATTGGTGAAGTTGTTTATTTTGATTGATTCATTAG<^^ 

ATATATTTTGTTCTTKX3AAAAAAAAAATATTTCGCCTTC^ 

AAGTATGGCCGACAATACAGAATTTGAAAAGACAGATCXIAT^^ 

GAGTGTAAAGTTACACAATGGTGTTGAATATAAAGGAAATTTGCA^ 

AGATGAAGGTAAAGAAACTGTCAATGGGAAAGTGACTAAAAAATATGGAGATGTGT^ 

TATGTATAAGGAAAACTATTGGGATATAAATAQCXyrTTTACTAA^^ 

GCTTGAAGTAGGTTGTATAATTAAATGTATTTTAGTGATGTC^ 

TGGACGAATCATATGTCGTCGTGTAGTCCGTQCGAAAAACTTTT^^ 

AAAAAGGAAGAAGAAAAAATCTATCAATCAAAAAAGTATTTCACTTTC 

AGATGTCATTCGTGATTAGAAGACAATTGTCCACTTTGAT^^ 

ACTGCTAGAAGTGTGTTGAArrAGGUlTTGATrrACTAM 

caaaagaatggctgaagtlxnt:aagttctacaaca^ 

caalxxattcxxrcagatacagagcxw^ 

tattgccgttgttatctttggttactccttggaatac^^ 

aatgttcatagattaaaagaatgtataaaaaatttgaaffksatatttagtc 

cattgtagtgggagatagttctgttcagaocaagaatggaaacgcatac^ 

cacaccgcctccaatcaaacaacagaggcaaagtaggcgtttcttataaagaat^ 

tgtagacagtattcataaacx:aggtgcgaocaatctgaaact^ 

acatttttttttccaaattagacgacaacaacatf:aggtaat^ 

ttatagttgctttgattgggtctgatttttttttt^^ 

ctaaaacgaataaactaatcttggacattccatttataatcaattatgaacaatcaagaccc^ 

cataataaaaaggtgtatccaccaaatctaccatcaattccacctccaccgcaacaaccxttgagt^ 

gcaacaccaagaatgttacgtagtataagtggcacactaaagtctaaaacagaacttgctcactc 

caggaatcgaacaatgaaaccaaaaatagcaattcccctcactatgtacctgatacacata^ 

ccagaatcactcaaatcaaatattcaagctccaacagctcl^^ 

ccaccatctattccgaat^xraaacactatgaaaoctgcxxr^^ 

caaaaaccactgccagcacctaaacaaccacaacaw:agau«»gcagcaac^ 

agaaaatctattggtgattggaatttcgtaaagactatcggtc^^ 

CATAATGCCACACATGAAATTTGTGCXX3TTAAAATTATTCCTAG 

AACGACCCTCCTCCGCAAACCACACAAGAAGCAGCTCAGAGACATAAAGAGTT^^ 

AGAAGAACTATACGTGAAGGGGCATTGGGGAGATTATTGTATCATCCTTOX^ 

CCTATGACAAACCATTATTATATKOTATTTGAGTATATTGAAGGAGGACAAATGT^ 

GGATCGTTAAAAGAACGACAOGCTAGGAAATTTGCCAGGGGCATTOCATC^ 

AATGTTGTTCATCGTGATTTGAAAATTGAAAAC»TTAT^^ 

GGGTTGTCTAATTTGTATGCACCCAAAAACTTGTTAAAAACGTAT^ 

CTATTGAGCGCCAAGCCGTATATTGGGCCAGAAGTTCMXnX^^ 

TGTGGAAAAGTACCTTTTGACGATCAGTCGGTTTCGGTTTTACATGA^^ 

CCTGCTTTTCTTTCCAGAGAATGTGTGTCATTKXrrTTCAAl^ 

TTGTACXSAAGTTTGTCTGCATCCATGGATGAACiUU^^ 

GAACCTTTGCGTTTACCGTTAGATCOGGAAATAATCAAAACCATTGC^ 

GTCGCTGATGAGTTGACGAGTATTTTAACGAGTXnWyUVTATCA^ 

GAAACAGGAAGAGAGTATGCGTCTTCTCAGAATCCACAAATATTACCTGATCCAACT^ 

GTATCTATTTACTATTTGGTTGACGAAATGAGAAAGAGGAAAAAGGCAAAGGAAGAGGCA 

CGTGCTCAAGTTCCGACAATCGCTGTTCCTACACCAAAACAACAACAACAACAAC^^ 

CAACCACAACCACAACCAGAAGTATCTCAGCCATTGCCAGAACCAAAACCTGTACCCCCTGAGGAGATAATC/^ 
^CCTGCAGTGGCAACACAGGCACAAGCTAACATGACAGCACCAAAAATTGTGGAAACATT^ 
AGAACATTGGACCCATCCAAGCAATCAGTGGATGAAAAACCAAGTGCACCAGGT^^ 
CAAGCACACACCACATCTGTCCCATCATCGTTTGTTAAAACACAGACATCGATTGATGAAG 
CCTGAACAACAAAGTCCAAGAACCTCTACCCCACAAACTTTGGATCCTGCAAAGGTGGTTGGCGGCTCATCTGG 
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TCTGCTATATCaiGCCOCTAATGCT^^ : 

TACAAGGGGGCCAGTTCTCCTAIUICGTTCAACAT^^ 

AAG<K:CGACCCAATGGTACGTCGTGGTGTTAGTATGAAG(nrrACT^^ 

CCAAAGTCAGAGTTAATCAAAAAGAAACCGCAACATGGTCG^ 

ATTCCTGTTGACTATTTGCCACOVTTACXyUlO^ 

CAACAAAATTmCTGTGCCTTCTACAGCACGTCATATOC^^ 

CATATGCXJTAAAGATTCGTATGGACOCGTATCACACOGR^^ 

GCAAG<XAGAATAGCCAAGAAGTTGTTGGGAAAGATJU»I^^ 

GTTGGATATCAAGAAGTTCaU:AA(nx:ACTGAATCGG^^ 

ATGCCATCAATTGAG(y^TTGTAAGACATTGTTTrK^^ 

TTGCCTGTTATTAGGTATAATATAATTAACGTGTTGAGTAAGTTGG^ 

TTTGTATGTATCCACyvCGCX:TTCGGTACAGCCTAGlX:^^ 

GATGCCTTCAAGTCAAAATCGAGTGATTCAT^^ 

CCTTCACTTCAGTTGCCGTCTCyiTAOCCCAACAACGCXATO^^ 

GGAAGCATTGGTCX5AAATGTXX:CAAGACGTAAG!nTI^ 

GGATCTCAAGTTATGATGCCACCAAATACACCAGCTACAGCrAAAG^ 

AAGGAGAGAAATGGTGAAGACGACGATGACGAAGATGACTATGGATATGATGATT^^ 

TATGGTGGTGGTAGTGATATGTTGATTTCTTCGCX^ 

TCGAGTCAGAAAGCTAGCAAGTCGCCATTGAAGTTTGAAATTCATAT^ 

GGTGTTCAATTCAAGAAAATATTGGGTAATACATGGAATTATi^^ 

AATTTATAGTTACATAGTTOTATTTATTTAATCTATACACCTl^ 

CTTACTTTGAAGTAATCGTAAAATTTCGATTTCCCTAATTT^^ 

TGTTGAATGCTTGACTTGTCTTTCC7UVTAACTAA 

AGTCCAAGAAACCCTGGTTGTTGTTTGGCTAAAGATACOVTAAGGTC^ 

ATGTCTGAGTTTAATTTGGAAGTGAATGATACXyVTATAGTATAGCGG^ 

GGCAAGAAAAAGAAGAAGTGATGACTAATTTGACACAAATAAAAAATAAATTTAATC^ 

TTGTTCTGGTTCOXSGTGTGGGATTAGTTTCTGT^^ 

TTGATCTCTTGACAATTTACCCGTATCrATGTTT^^ 

GGCAGCATATTTTGATTCTTCTTCICTCT^^ 

ACTTCTnTrACGTACTX3CCAATAGGTTAACa^TTTCAAT^^ 

TATTTCGTTGTTGAAAATTGTGTCAATGA*^^ 

CAGACTCTTTTTGATTTTGGTCAAATATTCGTTGAACTCGTAGATG 

TTTAACATCAAAAACTTTCTCCTCAAAATAATCTTGTGGOGATTC 

CAAGGGATAATAAGTTATTGTTCGTTTGTATAATCGATTATCATCAAATAATGAA^^ 

TTTGAATAGTGGGTCAAGTCTAGTTGCTAGTCX:CTCTTTTTt^^ 

GTAGTTAATTAAAATGTACAAGATGTCAAACTTCTCTGTGAT^^ 

ATTGTCTGTTTGGACACCAAGTGGAGAGTCACTOOO^^ 

AACATGTTTAGAGTTCTGAACAGACGTGATTAATGCCAATTTTAAT^ 

TGCACTGA/UUVAGCCCAATAATTCCAATTCAAATAAATCAACATCAAATA^ 

TCGGTAATTGTAGAGCCAGTTGATAACGAACACGTATTTGTTGCTGTT^^ 

AAATCCATTTTCTTCTTGTTGGT^AGTAAGATTATAGGTGTTTGT^ 

ACCAATATTTAGGGAATGGATAGGATGACTAGCATCTATTGGCACTGGTGTT^ 

GGTTGTTTGTCAAGAAGAGCTTGAAAACAAATCGTTGAAAAAA^ 

GGTCTTAGTACACXyiTTGGTATTATTTGCAACCAGGAGA(XjOCT 

AATTTCTTCTCTTGTATATTTATGCCAAGCTATAGATGGTCTT^ 

CAAAAAGATTCTTGCCATAAACAAGCGCTGGATAAATCAACAGTGTT^ 

AGTGAAATGGACAAGAGCGCAAAAAATAAAACTAAGCAAGACAATGAAGCTTGTATTATT^^ 

ATGCTTGATTA^ACAGAATGACTTGTAGCTGACTGTCAAACTACATTAGAAACCGAACTT^ 

AAAAGATCAACCACACAAGTCTTAAACAGCGAATCTTGAATTTCTCTGTCA^ 

AACCAATAGATGTAAAATAATTGTATATCCTTGTTGGGGGCPGTTGCTAACAA^^ 

TCTTGCATTATCAAACAACATCTAAAAAAAAQCCTTGTTTAGATTCATCAAGAGAGA 

GGAATTTTGACGAAACCCGCAAATATGTCTTATAAAGAAAATGTTCAGATAATAATAATACTGTGGTGA 

AAATGGGAAAAACCATGTTTTACGTCATTTACGTCATTATTGTTACT^^ 

GAAGTGAGAAAATTGAAAGGGGGGAAATCCTAGCACGAGGGCGGAGTAAAAAAGGCC^ 

AAAAAATTACAAAACAAAGCAACAACATTTTAGTGGATGCXn'AAATAGTATCAAATGT^^ 

TGTCGAGCGCAAAATCAAACAATTCATTTGAAACAGGAATXyuCTO 

AGACCATTAAATAGAGGGGGAGAGGACATAGGAGATOITAATTGTCATTAAATAC^ 

AAGGGGGTCTAGAACAACAGACCTGTTGAAATTTCAATTAAAATTGATCAAAA*^^ 

TACAGTATGAGAAGAAGCACTGATAACGATAGATAAGTGATTGTAATATCTCTGAO^^ 

CCGTAGTTGTCCATTCAGTGTCCCTTGACTATCCGAGTCGT(nXXCTCT^ 



wo 02/064766 



PCT/EPOl/15398 



187/251 

AATCTAGTTTATTATTTCGAGTACGTGTGTGTGCTGT^ 
M AGTTGATCATTCArrTTATTOATAAll^^ 

TGAATAGGAGGAAAATATGIUUVCTAI^SCU^TAl^^ 

AGTCCATAAGAAATTTGTTOGCTATC<mCAAAGTCTAT^^ 

TGCGGATCAACAATTGAGAAACTTGCGCAACOXrrAAAAC^^ 

CATAATTAAAATAAGAACyUSTTAGGCTCAAGTAATTOCTX^^ 

CACGTTTTCCTCCACAATCTATTTCAATAAGCCAAGCAA^ 

AAGTATCAACTACCATGTTGTTGGAAAGACTTTAAAC^^ 

AGATACTAAAATAGGGGAAACTCAACCC^ACC^^ 

tccagttcttaaatcttttcccaarrtctttgttata^ 

cn^tatattaacccaaccattgatgagatggattgattattgto^ 

aactctgaaaataagaaaaaaagagttacaaaatrcaattgatctgo^ 

tataaaacatccatgttagtaataagtaaaagcttcaaagcxrn^^ 

tgtggaatgtagaatggtattttgggcgtgtagacgtgtw 

tcatttctttttttttttggtactttt^ 

taataccaagtgatatacattaacgatacgaataacacttaatcr^ 

gaaataagtaaaaaaaaaagaaaataagttattatagaaa6aatagaagcx:aatagaaatcaatagaaag/^ 

aaggaagaaattatttgttaagaaatttgttggcagtaagtaaca^ 

aaaatcataaaaaaaatacaacaaaaaaaaaaaaaagaaaacttaaatacagaaacga 

acaacaacaattattactagtagtattattatraactattaaaaatatcaaa^ 

tatcttctcttctccgcttttaattagtaaaaatttat^^ 

tttatttcaaaaattttacttacttgtataaataa^ 

TTTATACATTCTTTTTTTTTGCXIAAATTATCTATACAACTT^^ 

TTATTAATAGAQCTCX3TTAAAATAAAGAATGGTTAATAATC1X»OT 

CAATCATCCTCAACATGCAACTTCCCCTCCACCAGCAATTTCTAT/^ 

TTCCCCTATTTCACCTCCTTCAGCTAACyuVTAGCAACAGCA^ 

ATCTACAGTGATTTCTCCTAGAAATAGTATTACATCXnOTAGTA^ 

CAACAGTGATAATGGCAACAATAGCAATGGAAGAAGGACGAGTAATTCCAATTATT^^ 

TACGAACAATCGATACTCATTTAGTGAATATTCCAATGAAOUU^^ 

TATTGTCTTGAAATTAATGAAAGACATTGAATTTTTAAAAC^ 

TAATAGTGCACAGTQGCATTGCATCCCAGTAATAGAAGTAGTCCTTC^^ 

A 

YDR377W_homolog_l 80aa PathoSeq: 1..80(SEQ ID NO 642) 

rn.GSNPNAKRMA£VVKPYNKLPQGPAPAAKKSNNPFARYIUUlYFDGDN^^ 

AQKEG 

YGR008C_YLR327C_hoinolog 8405bp PathoSeq: 1..8405(SEQ ID NO 643) 
TCACAAATGGGATCCAACTTGCCCCGGCAATCyWW:AC^ 

TACGACGAATTGATAAACACCGGGTTCAGGAGGTCAGGAACATTTTTGTACAA^ 

tgcacksttatacacaatcagaacaaaactcgaaatgtgtaaattgacgaaagagcac^ 

ttcattaaagagatatgtcccgaattgccccagcccaagaaaaacactttt^^ 

caacttcaatcaaaacgattcaaaactaggtttgagccatc^a^ 

aaatatcaagtgtcggtgcataacgatgacccagacgatctgactg^ 

acgccgttccctgacgacgaagttgatggagacyiaggaccaat^^ 

tcaacaaaaccacgagttggtccta(xx:acgaactatattictx^^ 

gacttcctaccatcgggcgwrcttccatatattttatttgogacxxrc^ 

TTATCTGGACTAAAAGAGATGCAAATGTGTGACAAGCTAAATTACTCGTGGTACTATT^ 

GATTGCGTCAAAATGAAGTATAAACTGAAATTTGGTGGTGAATTATT^ 

TTAGAGATTGTTGATCCGTATATAAAGAACGGTAGACTATTTGTCATTa 

GAGCTTGAGATTGAGAGaTTAGGAGCTCCGTTAGACTATAAAGATAGT^ 

ATTGCTGAGGACATTTACGGGGACGAAAAGGTCGAGGCAGATGCTAAAAAGGCCA^ 

TATCAAATTGATCTGAAAGACnx:TCAAAAAAGATTG<XrrAATGT^ 

CTCGAATGGTTTGATATGGGTACAATTGATGAAGAATTCGTTGTTGAAAT^ 

TArrCTCTTGGCGAACTTAATGGTCAAGGGAGAGCAATCGTGGTTGACT^ 

TAGGGTGAGAGTATTTATGTTCAACTAAACAAATATTCCTGCAGCTATTC 
ACCGGTGACCATCATACCATCATTGAGACAATCACTAGAGATTCCGTGGATAGAAAT^^ 
GCTATTTTTTTTCCATTTAGCCAAGGGTAGCAAGGAGTGCX^^ 
TTCTTCTGGGCTGTAGACGTTGTCAGTCTTATTATATAACTTTO 
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GGGGTCGGTATCAGAATGGTAAATTTCCGATG^^ 

AGTATTTAGTTCCTTTAATTGAATGGCGTCATC 

GTTOXrCTCTTCAATATCAGCAOUlGCAATTTT^^ 

ATAGGACTTTGATTTTCTGTTTAACGACAAATAAGGGTO^ 

ACCATGTTTCCCCAGCAAGTCGCCCACTTGACAGTAGGC^^ 

ATAAGGATTAAAATGCAACCCAACTGCTTCGCAATTGCXOTT^^ 

AAATGGTCCTTCATCTTTGGGCAACCCTGTCATAT^^ 

CACCACGTTTCCTTTGACCrtnOTATCAC(nX^ 

CTTGATTTTAGGTGACTTGT(^AAGCAGCTATTGi^^ 

cttgctgagacgtttagtgataaatcttcacaaaaatatgaagatc 

tttaacttagattqtattaattaggtaaaagaataactra^ 

aaaaaagaataacagcattttacagcataaccaataattatag^^ 

acyuu^aaattgaactaaaaattattctcagaicgct^ 

tggaacgatgcacaacgaaaatgtggcgcgacgacacacca!^^ 

caatttccccacacttacrcacacgagccaacacaatgagtaat^ 

aggacagctctagtccaccactaccaagccatctaaatcx:atcggataaattatc 

tttgtggaagcaacagatgcctcacttgqggttgtaatt ^ 

cccatacaaaaatccxxyulttaggttagtattcttlx^^ 

AATCCCGAATAATTGAATAAATTTGTTTCTTC^^ 

ACTTTATTACATCATGACTAGAACTAACAAATGGACTCTACATCAAAAGAC^^ 

ACACAATGGCCACTCCGATACCGATCCAACCAAAGTAAAGAAGAATGGTGCTGGTAAG 

AGGTGATGAATTAGATGACAATGAGGTTCGTCATTACXrAAAAGTCT^^ 

GAATCAGGAGAGATTAAACAACTTCAATGACAAATTAGATAACCAATT^ 

TTATATATTACGTAGTTACGAATTTACGCTGACGATATATCTTCTCATTt^^ 

TTCTTTTCAATCTCTGCTTTCCAACCCTTTC 

TTGACAATAAACIXyiGTATTCATGTCGTCATACTTAT^^ 

TCATAAACGCCTTTATCTATCTCAGTTGGACOGTOGTA^^ 

AACTCTGGTGTTGGGACATATGGTGCGCCTAATATTATTCCATCAACATA 

CTTTCCAAAAGATTCATTATTGGGTAGTTTAGCCCCTTGTATT^ 

ACAACTTTGGCTCCTAACTTTGTGGCCTCTTGTTGTACAATT^^ 

TCAAAGCCACCGTCAATGTAGACAATATCACCAATCTCAGCTTTAGGACT 

TTCAAATAAACACCAGATCCTGGATTCAACCCAGTeTXXnx:GGTGGCGTATC 

ttggtcaacaagctttcggtagttctcagaattgctggat^ 

accaaatcagtagtggaaatcttcggagtacgtttaacaacaacaa^ 

cagtcctcaccattcgcatcagttcttatatcctcto^^ 

ttgggatcagtaacatatggtgcgttggcaattg(x:tt^^ 

tcatccaatttaataactgtggggaccttatttagcaaaatttcttcgtccaa 

ttacccaattgacgtgcttgtaacattgcccccgcgtggccctatc 

gtcacaaatcaaaaaaacataccatggtgagcaaaatcaaagcyvcccatcaatc^ 

ccttctggccttix:gtacattattgtagagcttgatttg^ 

ttgcaagaggatcaatatttatxottttgtcttga^^ 

CCCAGATTCTTGTTGGGCCAGCCTAATTGAATTGTIXX^^ 

tgtttgtggccgagacccctgtactgaactgccagocottggct^ 
gcctacgtaactcacaccctggcccgacaccttatgtttaagcattttctc 
atttctcgtcgaacaagcatgtagccaaccaaaaaaactcccaatcaccgga« 
cattatattcgtcrgtagttttgcaatgagcgtattggg 

agtatgaaccccatacatgataagtggacccaacactqgaaatatcaaaactaccaagggagccaatccca^ 

ACAGTCTAACCCCACAGCACAACTCCCTAGAAAACACrrGTCATCAG^ 

TACTTGCTGATCATGTTTCGTTCCTAAATCTTTGGGAAGACGACGCT^ 

AACCTTAGCATTCCAATGTTCTTCCCCATATTCGTTGAAATAAT^^ 

CAATTGATCTTGAATTTGTGACATGTCGATTAGTTTOCTAGCAAAGGAAAAGTC 

TGAAAAATACCTTCGCGGCTCAAACTTGAGTTGCGCTCAATTTGT^ 

TTTCCTTGTGACATATAAAACACGTCCCTTTCTTTTTAGCCTTATATC 

TGTGTCCACACTCTGTCTTTATTGGTGACTTATAGTCACTC 

TCTCTTTAACTTCTTTTTGGCCACCAATTTCCCAGl^^ 

CATGAAGAAACTTACACGTATCACCATACCCACAGTACCCAGTTTGTTGW^ 

AATCGGTGATAATGGTGGTTTTGATATTTGCTGC^^ 

CTCCACAGCAGCAGCATCATCACTAGAAGATTTGGACAAAGGGGTTTGTGGTGATGATC 

TTTTTTCTGTATGTCTGACTTCTTGGTGATGAGGGTACT^^ 

GGCTTCATTTATATCACCTATCTTTCGCTTAGATACCCXm3AAT(X 
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ggattagtaattotataiuuu;a!wxyvcttgctc 

accattcx:ttttttttggctacaacg^ 

ttattggtataqcaaagtcagggatctatcgcacatacct^^ 

tt<xavcatggtgqcccocxyvcaagattcgtttat^^ 

agagtgaaagccatccagacatttcgtca<yvtactattaaat(^^ 

agaatccatatactcgaattgcacatttcatccact^^ 

tggccaaaaaactaatcaagaattaccagcaaaagtcaatggaagcgt^ 

aggtaatggaagcccatgagcaactagaattagcagagctggaaaacgaatt^ 

aagagcgtataaaaaccacxxsaagaaaggatcaaccagtcactaaaaaacatc^ 

tcatggatgctatccggttaaagtattgggttaatatacaaaaoxsaatc^ 

tccatctcactcattaaataagctattatttacctctt^^^ 

acatatacgtcaattattctttccttttatacgt^^ 

tcacatgagtcatactcritgtttttcatcttc 

gcactcaactcgttgattttgaacccaaacaattttagco^^ 

ctacactggttttcyultctcgggaaacatctxc^^ 

atattcaaatacctcgaactggaaggtatatagataltu^^ 

cccggcacatcagtcgacccaacacgaattaaatgcuitaccgt^^ 

tttctctcaaacttggatgccatggcagttagacc^^ 

aataattctgcagaatgtgccaataacgctttgtttggc^ 

gaatcattgttattgctggtattcgtggttgtattgt^^ 

aatattgtgtataatgcttcrctataataaggtactl^^ 

aagtcctgtgacacxnigtacaaaataatcgtgacxiaaacaat^^ 

tcttctggatcgctaggcattgtagttgatatcaogqou^ 

ttgttttatcaatggaggtaaaaaaaaaaaaaactagtgg^^^ 

aaagtttgtcgatatgtataataatattaaacagaccagtaagaaaatatgggaat<^ 

attgtaagggttttctcttttgattgtt^^ 

tcgctgagtgttatgactgagtgtgtgtgaaaagagagctttcgaaaa^ 

GAGTTCTACCAATAATGCTTTTACCTCATTTACyVTCCATATACT^ 

CAAAACAATTGGTGGCAACCATTGGGAAATCCACAATCXrAAGAATTl^ 

CAAAC 

YGR008C_YLR327C_homolog_l 79aa PathoSeq: 1..79(SEQ ID NO 644) 

MTRT^^CWTVHEKRPQEPKWPTHNGHSOTOPTK^^aCN6AGKl^ 

LNNL 

YGR034W_homolog 2004bp PathoSeq: 1..2004(S£Q ID NO 645) 

CCTTTTTTTTTTTATTGTTCTTTTATTATAATAT^^ 

CACCTTTTCTTTGAATCAAAGCTTTTCTATCTT^ 

TGTTGATTGGAACAGAAGCACCATTTGATTTTT^^ 

AAACAGAATTAACTTTACCTTCAGAACCTTTTTTAGAACC^ 

GCAAAGATTTGACyVTTGTATTGTTGTCTTAATTCTTT^ 

ATGAAGCAGTGAAATAAGCTTTTCTAGCTTTAGAACGAGATCAAGAAACGTCTATO 

TATTTTACTGAATGTTTCTTAGTCTTTGTTTTAATAGGAAi^^ 

GATTTGATTTGATTTGATTTTTCAAGTTTTCCATT^ 

TCAATATCCCCAAATTGTATTTTTAATATTGAAATTCAAT^ 

AATCATTATACCTTCTTGGTGTAGTACTTCAGTCAAT^^ 

TATTAAACTTAATTCTTAATGGTTGTTGTTTGATGTTCTATCTX^ 

CTTTTTTTTTTTTCTTTTCCTTTTATCT^^ 

CTTGGCCATTTTTGATGATTATATGCTATCTAGTATCGATCCAAAAGGAATT^^ 

TCTTCAAATTGAGTAAGTGTATAGAGAGATGAATTTTTCGCACTXnGGTCT^ 

AAAAAAATATATATATATAATGTATTTGGTAAGACAAACTGTGCGTAACAAAAGTATTTCTC 

AGTACATTAGGGCTATAGCCCTAACACACATTTAAAATTTGGCATTTACCAAATC 

AATATAAAACGAATAGAAAAAAAAAGACTTTTAGTGAGCTATACTTATTACAGTCTTCTC 

AAAAAAAAAAGAAGCCAGGGAATACTCTTATTTCATTATAATGTGAAAGAAAATTTGGO^ 

GTATAATTAGCTCCCCGCGGGACTCGAACCCGCGACCCTGAGCTTGCTTC 

CCGGAGGCCCAAATGCTAACCAACTGCACCAGGGGAGCATATACTACGTTGTCACGTGACACGTTCC 
GACCATAATCATAACCyVCTGCGCTATGTCAGTGATATCACTCAAAAAAATTTGACCTATO 
GTTTTTGGGGTGTTATTATTTAGAAATAAACTCAATTTACTOT 
TTTGGATAGTCTTTTGGTAAGCAGTTATAGGTATrrACAAGm 
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' ATAGCTATTTGTAAAAACTTGAACACATAAGCAGCAATTAC^^ 
ATTGACATTATAAATAGTAAAAAAAACTCTTTCATCAATTGA^^ 
TTCTCCCCCATTTGTAAAAAATTAAATTAACCTTGGAGAAGAAGAAGAAGAA 
AAGACGAAGACAAAGAGAGAAATCTGCXIACCACCACCACXy^^ 

yGR034W_homolog 120aa PathoSeq: 1..120(SEQ ID NO 646) 

VSSSRSKARKAYFTASSVERRVIiSAPLSKEIiRQQYNVKSLPIRQiroEV^ 

DKLQKEKSNGASVPINIHPSKVVITKLHLDKDRKALIQRKGGKAE 

• YMR273C homolog 935bp PathoSeq: 1..935(SEQ ID NO 647) 
TCTTCTTCTTCGTCGTCGTCACGTWXaVTCTGATO^^ 
GTATGATCAACrAAGTTGAGGTAGQCATACATAAAATTCGACAAC^^ 
TTAGCAAGTTTCAAGTGTGACAATCTATAAATGGCACGCTCAA» 
AAAGTTGATTGAGATGGTGGTGGCAAGGGGAAC<XaUUU3^^ 
GATGTACGTTTTATTCATTTCTTCAACTTT^ 
TCTTCCCCTTGGCTTGGTTTCACACTTTGCTCAGTT^^ 
AGTTCAGTAGAAAQGTTCTTCTTTTGCATATTGTTCC^^ 
TCAACTTTTAGCATCCCCAAATCTTTGTTATCATT^ 

attgtgctctgaatgttacgagatcttacatcttc»accaag 

tccccaagagtgacaaagtcgtcnttgagatgttcaat^^ 

tgttcctcctgttgctcttgactctx:aactctttct^^ 

tcctcgatcgtctgcgattcgtttgacactaaattcaaaggtc^^ 

tctgacaatttcgccttgatttctcttgaataact 

YMR273C_homolog_X 98aa PathoSeq: 1..98(SEQ ID NO 648) 

IiaiTSRANQPIEFTOSAFGFPLPPPSQSTLVMLDYRPPVHVERAlYRLSHLKU\NPK^ 

IiVDHTLHLEQQNMSSETCDQMER 

VPR028W_hoinolog 3616bp PathoSeq: l.,3616(SEQ ID NO 649) 

ACGATATAATTGGGGGGAACAATATATTGGTTGAACTTGAAATTTGTC 

GGAGAGATATTGTAGAGATAATAAATTTCGTCACCTGGATAAGTAGAAGTTTATTC 

TTTTTATCCGCGAAGATAAGCATTXaUlGGCTATGGAGC^^ 

AACTAGTCTAGACTTGTTACTGCCMTrTOTTTTATTAG^ 

AGCrrGATGGACTAATTGCAAATCAGCTCATTAATTGAGTC^^ 

CTAATCAAAGCGAATAAAGCAAACAATGAATGGAAGAACACAGAAATAAAGATTGTGTAGTGA 

AGAAAAATGAGTTCTATTCCXX^AGCAATGAAAGCAAAGAAGCAAAGGAA 

GAAGAAATTGTAAATTTAACACACACAACACAACACAACACAAC^^ 

CACATTTTGAAATTTTCAATCAAACAACATTCAAAAa-m-^ 

TTTCTTCTTCTTATTCyU^CCCATTCTA 

CCAAGCTCAAGCTCAAAATTATTTATCTCAAATTGATAAAGTATGTTTAAT^ 
TCAACGACTTCATTCTTAACCACAGTTTTGTTATCTTT^ 

TACGATATAAAATTCTTAAACCATCTACTAACGATTCCATTTCATAGTCTACTAAJ^ 

AATTTGAACAAAGATCCGGTTTACCAAGATCATATGCrGTTCl^^ 

TGTTGAATTTCGGTGGTATTGGTCAACTTTTATCCAATAT^ 

TTGCCTTGAAAACCACTACTAAAGATGATGACACCAAATTATIXSACTTAT^^ 

TCATTGAATTCTGGTCAAACACCATCTTATACTATGXCOCM^^ 

ATCTTTCCTCATTroGTGGTTCTACTTTGGTTTACAATi^^ 

TTGAAAACCCAATTGCTAGCAAAATTCAAGAAACCGCTGAAGGTGTTTCTACTGGl^^ 

CATTTTCTTGAAATGTTGTAATAGAGAATACTAGTGTAQCAATATTTTC 

TTTATTTATGCAATTTTTTGAACTAAATATATACTTGATATATACAGAAAGAAT^ 

AACATATACACATTCAACATCTTCCAATCCAGTTAATGCCAATAATTTGATC 

CTTAACAATGAATTTTTGTAATTTTGAATTCCATTTGAGTTTACGATAGT^ 

ATACACTTTTAGTTGAACAGTTTTACCATTGGCTAOXSGACi^^ 

AAACTCTGGTGATATACGAGCTCCAGTTAATAATCCAACCATATAATAAAATCCAGCAT^ 

ATTGTATTCTACAGCAAGCTTCTTAAGCATTGACCAAGTATAAGCTAAATCTrc 

GGTTTCATGAGTCATAACAATAATCTCTGCTTGGCGATTC^ 

CCAATTCAATGGGATAGTATTGTTAAAGTGGTTTTCGGAGCTC 

TGTGTCTAATAATTGAATAATCTGTGTTGGAATTGACGTTGCAAAAATT^ 

CAAATTATCAAAATAAAAAAATTGTGATGCAAGTAAAGTTGAATCATCTTGATAAGi^ 

GATCTCCATAGAGGCATTACTGACAATGAGCAACAATAA6AGTAGTGATTGCATGGTW 
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AAAAAAAACATATTTCATGGTGTGAGTATCGTAGT^ 
.jiCTTTCTTAAACAATATGATTTAGACTAGAATAATAAACAAAGAG^ 
GAAAGACTAAGAGGACCGACCAATGAATAATCACAAATAATQGAOT^ 
CATATATCAATTTTTACiXAGTtaiTGCAGAAGIXX:^^ 

cataacccgggatgjuvaatataarcgttagatctgcc^^ 

txk!atcctttatcrtttag<kmtcnxk^^ 

ataatctaqgttatgattgacgagtagatgaatcaaqgtcgtgtc^^ 

gaaattttagttttaaagttgtagaattrrcagaactctaagj^^ 

tcgagagagaaaaagataagatacaagatttcaatagaaacataatgatgtc^^ 

tatgctgggattaaattaagtgaaaaacaatcttactggaaaaagaaaaa;^^ 

cggctggggggtagaaaaataagaaatcccgaaggttqcthnctc^^ 

ACGAAAATCGTGACAATTTATTTTTCCAGTTGCTTGCAA^^ 

ATTATGTAAAGGACATTAATGTTCGTCTGTCTGTT^ 

ACATGCTAATTTCAATTGGGATTTTAGTATCTCAC^^ 

aacgaggctggaaagacaattagggaggagaaaatatgcagattccacagagagaat^ 

tccaacaaattagacgaatggaaagtgaaaaaaaagggcaagaaaaagagagcaaatacx:aaaa 

gagaagtttgtggcgatgcgaatggtagcagttaatctgcaacst^ 

AGGGGGGGTGGGATAC 

YPR028W_homolog 149aa PathoSeq: I..I49(SEQ ID NO 650) 

VLDQFEQRSGLPRSYAVLGAGGLYFFLILLNFGGIGQIiLSNIAGPWPGYYSIiVAI-^^ 

FirAn:EFWSNTILYYVPFYYLIKTGFLIYI*SSFGGSTLVYNS\aKPLSDKY\^^ 

YFR033C.hoxnoIog 24142bp PathoSeq: 1..24142(SEQ ID NO 651) 
GAGGAAGGGGAAACAATTTATTGGGGAGGATGAAAGGTTAGCaXr^ 

TTTGGCACCCTCCMXrrTGGAAAAAAAAGGTTAWX:!^^ 

TTGATAGACAGGAAACTTATAACTGATCTCTTGTGAATATTCAAAAG 

ACTTAATCCAGCTTAGTATCATATATTTTAATOTTATITAATXTAACGTTACTA 

CGAACTACATATTCAGAACACACAATATCAATAATAGAATGTCATTTTTC 

CAACTGCTTATGCTGAAGAAGTATGTATTATGAGCTTATTCATTATT^ 

GATGGTTTATCTTTGCAAGCAATTTCAGTTATACTAACGT^ 

cgtagaagttgaacaaccagaagatoctccagaagaagaagtttccgaagaa^ 

tgatgaagatgatgatgaagatgatgaagaagaagaagaaactocnxsaccx^ 

taccaagaccgctxx:ttgtaagccatttgatcaccatttcca^ 

agaaccagattatgaacacaaacactacaaagaagattgtattgaaga^^ 

cgattgtgttgccccaagattattcaacagattgaagtaaattagatgaga^ 

aaaacgttttttgctttgaaaataataaggacataatttc^ 

TAGTATTAAGTTCCACAATCCCTGTCTTTAATCACCTTT^^ 

taatatctggttgaatgaaaaaactgaaaaatttagaaaaaataactatacatataacc 
acatcttactagtckxrcaatttaggatgtatatac^^ 
tgtattcatatatataattaaaaaaaactattgttataactcotacr^ 
tagttgatcacgtgcatttctcagcaattgccgattaattctac^ 

gaccaactcaaagaacattctcqaaatattaataaaaaaaactacctcattagaaatao^ttagt^ 

gattggagagaaaatatgtaagtgaaaagaccacacaaagatgtatagtaaaccc<xttct 

aaagmtatgaaagttggcaagatttattctacaaacccatt^^ 

tacatgtgttagctxgatttagccgttaatagtaagttgtaagaataat^^ 

aatgcataaaatatgaatgaaagaaaagccgagaatttcctaactgc^^ 

taggccaatttggaaagctcgacaactttaaatattccat^ 

ttgtgcataaattgixk:atattttatgcatgattgtagcaagacto 

aaaaggctctattttctgacaattttttagacaaaatataagtt^ 

ttttcagacaaagaatcttatctcacgtgctaagtgtttgi^ 

aaccactttttaataaaaaataagctcatattaatacttcagac^ 

acaaaatagtgcttttttagaagttctctactttttt^^ 

aaacatttttaaaatactaatcttactattttaaccttaat^ 

tgatagctccatgtatctggtatacatactactaccaattttgaacaatagaagtx^^ 

TGTTTTATTGAGCTGTTTTATAGGGTATTATTACTACTTAATACTGT^^ 

CACCAAAAAAACAAATATGCAAGATGACTTAAGCAAAATTTGTTAGGGAATTCTCAC^^ 

GCCTATAGGAGCAGGGAAAAAATTGTACAAAATCrACCAAAGAGAGCTCTGACATTTT^ 

TTCGAGAAATACTATGGTACATCCGACAAAAAGTTGTTAATAGTTAGGATCTCGCGTO^ 

AAACAAACACCACTTTATAAGAAACCACAACAAATACTTAAAAATTTTTTTATTAA 
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taagatattttgttagtaata^^^ 
aatcwitattaagtgtaaacttaaatttcctattc^^ 
atataaggtgataattcttagtacattataagtaaaacakatcaagtat^^ 
ttttcaaatactcagcaaaagat<x:aatcagatcx5T^ 

CXy^TCAAAACCACTTTAAACCAATCITGAGCAC^ 

GTTTTCACCTTCAAATACCTTCTGCATTGG^ 

CTAGCTCTTGGATAGCTGTTAGACCTTATCAAGCyWXAT^ 

GCAAAAAACAACCAAAAAACAACCTCATGTCCACAA 

AAAAACC^GCTATTCTAACAAATTGTTAGGCTTTCTT^ 

AWCCGATTCTTGTTAATTATTATTCAATTGGGATCTCT 

GATAAATTTCTGGGATTATACCTTATTTTAAGGAAAAATCAGCT^^ 

TTTAAAATCAGATAATATG<K:CXyVTAGGCATTCTAAATAATTGAATT^ 

TTATAAAAGAAAAGACTTGGAAAjCmUUirATTTGI^^ 

TATGGAAAAATTTTCTTTTGGGTQGATT^ 

TTTCTGACGAAAAATATTTGACCAAAAAAGACAGAAAAATATGGGTCTAC^^ 

TAAATTAGTAGGTACTACAAAAAGAGTTGTCGAGAAATCCAAATTACTCrrc 

GTACACCyVTGACACTACTTTTACTTATTATCTGTCAT^^ 

CaVCCACCACAACCAACAGCCAACAACAACCAACAATCAACAAGAAC^^ 

CTCGCACTCCTCGAATTCTTTTTTCTTTTT^^ 

CTATTATCATTCGAATCTTCTTAATCAATTGTTTGAAT 

CUUITTTAATCAATCAATCAATCAATATTGAAATCCX^ 

AGCAAAGCACTTTTTATAAAAAAAAAAAACTCCATTCTi^ 

AACG/UVATCTAATTACTCAAAAGCAAAGTATTAATTAATCATGTCT^ 

AGTCATTGAAGACAGAATCTACGTTGGTAATGTTGATTTCAAAGCC^ 

AGATTTAAAAGTCACT^GGTTGAAATCCaVTTCAAGGAGAATACTCG 

AGGATTTGCCTTTGTTCAATTTGAAAATAAGGATGATGCT^ 

ccaaagaagaaacattttcatcaaaaaggctgttoiacc^^ 

trtcaaagccaaaagagaagaaatcaaaaaggtaaaagaacaaaag^ 

ggctact<x:tgacgctoctactactgctaatggtgaatc^^ 

aactccttccaaggataccatttttatcacxyuur^^ 

caaggaattgaaaccaaaatggatccatgttccyitctagauu^ 

gtttagaaaaccarrcaacaagggtattgcatttgtcaagttt^ 

tgaatttaacggtaaagaagttaatggcagagaaattattgttgatattgct^ 

agggtcaactgaagaagatgttgatgatgaagaaaatgctgaagcaaatagcaatggti^^ 

taaataaaaacttataaccattaggcttcttattctwm^ 

TTACATTTTCCTAATGGGATGTGTCGTTCATATTXn:^^ 

GTTTTGGGCATTGCTGTATACGATAAATAAGGAGTTCTTAATTGAAT^^ 

TATAGAGATTGCCAAAAACAAAAGCAGAAACAAAAGTACAAACCAGTTTTTAGTG^ 

GAATCATGTACAAAGCATAAATTGACyUVTGCAAACTAGT^^ 

AGTGACTACTAATATGGTACUUSACrCAATTATATTCTC^^ 

ACTTACACCAAGAAGTTACACTTTGTTTTA(XX3TTGCTAn 

ATGAAATTGTTTCCAGGTTCAGCTCAATTATTTACTTATT^ 

TTAGATATGTTGAGGGTAACTAGATTATTTTTCAGCAT^^ 

AAAGCATAGCCAATTACCAGGTACGCAGAAGTAGACAaU^TTATTGGAAGCAAACT^ 
TGACATTCATTAAATTTCACCATCITCATTGAAAAAAAGAAAC^ 

ACAGrrATAGTAAACATTCCAAACAAAAGAAtSATTGAAAGGGTCATATTTCCCGTCT^ 

GAACAAATATGGATATACAAAACCAATACCTGGACACGGAAATATTGGATTCATTGAA 

CTGGAAAAGAAAATCAAAATAAATTTAGCAATTTAGACACAGTTATTACTGAM 

GTGAAAGACAATTAGTTTGTTTGGCAAGATCATTATTAAGGAATACGAAAAl^ 

CCTCAATTGACTACAATACAGATTACATACIXn'AACAAAGTTTAAGAGi^ 

CTATTGCTCATAGACTTAGAACTATCATTGATTATGATAAAATTTTAGTCTT^ 

ATGATAATCCATATGTATTAATTACAAACACGGATTCATTATTTTACAGAATC 

AAAGTTTGATTAAATTAGCAAAAGAAGCTTATGTGTAGACATTTATGTATATTO 

AATACAATTGTTCATCATTTATTTTTTGACCAATGA*^^ 

TGGAATTCCACAGCTTAACGAAATTAATTTGCAATATTTATATAGCTO 

GGTTTTAGCATTTGGATTrrCCGGTAAAGGAACATT^^ 

TTTGATTATTTCCACTTGTAGTTGCTTGGCTAACT^ 

AATTACAAAAGACGAAGCGTCCAACACCTTTTCGTGTAATCTT^ 

ATCTAATTCATCCTGTTGATGCAACTCCTGATATGTCAAATCGT^ 
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ATGATCACGTTTAAAATCTAGATGCAAATCATIXX^^ 
CTGCTGTTGCTGACTATCATCTTTATTTTGTT^^ 

CTCACTCAATTCTGAATCAATGGCATAAGCTAATTGTO^ 

CAAATTGATGGCCATTTTGGAATTCTGAAGTTGGGTC^^ 

GTCTTCGTCACCATCACTATTGTTACITTGAT^ 

CAAATAGTCTTCAACGGTACAAGAGACCAAGTTTCTTAATCC^^ 

TTTAATACATTTTTTGTTCAAGTTGTGGGCAGCAAT^^ 

AAATTTGGTGACAAGCTCATCCTTTGTTAAGTCATCTTC 

CTCATCGACAATCTTTTCCAATAATGATTCTAAGTAGTACTG^^ 

GTCCACTATATGATGCAAAACGGTTTTGCCATTGG^^ 

TAGTGGGAAGTTTCTTAATTGGAAAGAATTGTTGAATTT^^ 

TCTCACATCTGGATTTAAGGAGTGGGTAAATGTTTIX^^ 

TGCCCAGTGGAAAATCGTATTCCCGTCACTGTCAATTGTTO 

ACTAAGTAATGAATCTGGTATCGGCGATCGTATrrTATT^^ 

gtagtctgaatatatttgatttt<x:tgagataaagat^^ 

GTTATGTTGTTGATTTGCCCGTTTTTCAAAAGATGT^^ 
TGCCTGCGACTCTAAWXaiTTTOaiTTAGTCATTOO^^ 

toksaggccatcacctctactaccattatgatattcctcg^ 

tcgaagattcatattgttggtcattatctgtaacgcatct^^ 

accaataaatgagctcttggcactatgatcatttgcattaaagtcaa 

tgaacgttgtaaggaaggagttgcactcyultgtogcaccot 

tggcacagaagtgctgctgcxiaaaactagtatctaacaaagt^ 

taacagtgcttgtcgtttggctacattauulgcx^^ 

ttgtccttcaatatattgaaactcaaagatgggttttaaamg^ 

tcctaaatctaggggaacataggtccxx:tgatacottccgtacccac 

aacgtctttttccaaaatccttgtcxrgtttagcctto 

CCAAGAGTCCTTTTTGCGTCTCATTATTGGTCCTTCC^^ 

TGCTGAATAAATTTGAGAGTCTGACATCTAGTGTTTAGAAAGTGTTATTGA 

AGCGAATGCTTTTTGTTTCCTCCCTAAACTGTTGC^ 

AGAAATAAGGGATGAGGGTAGGCGGTGAGGGTGTCAAATACTTATGCCTTAAATC 
TGTGATTAATATATGTTGATGTTAATTGTATCAATTCT 

tttttttttctcgctcgttctctctcgctctatc^^ 
tgttaaactttcaaattaaatgtaattagagtatttcaaatggtgto 
gtttttcittttttttctcttt^^ 
gttgcccttagtatgttttcctttttttct^^ 

tatctacaattaataagatgataatattgattataaacagttctatataataaatattct 

ctaatttcacccaaatagcactttaaacaatctataaaacactac^ 

ataagcaatgtatttkcaagatactccattgcacttt^^ 

tttcaaaatacccttwctaacaatatacttgtgtacagl?^ 
tagaaagatggactcrctttctataccactcgtaactttt^^ 
aaatgtgacaatctcgcctcgggccattttgtcgactgggaa^ 

TGAATCAAGAATAGATTTGGTTCrrACAACyu«nX3AAGG^ 

AAACAATTCAATACATGACAAACTTTTATAGAOCGTTTCAAAGGCl^^ 

TGAAGGAACAATATCTCCTTCGTATGTTTTATCXri«:C^^ 

GTATTGTCCAAAGATATCATTAAAATCATGCTCTAATTTCAATAAA^ 

TACATCGTCATAATGGGGGATTrrCCTCAAGAAGGTAGCATATATGG^^ 

ATTTTTCAAATTTATAATGGATCTAAAAACTGCATTATTTAGACA^ 

AAGTTGTTTGTCAGATTCCAAAAGATTGGAATCTAAAGTTAT^ 

AATACAACAAATAAATAATAAAAAAAAAATAAAGATTOGT^yVAAATGCTAAAAC^ 

CAATAATATAGTTGAATTCAATTCGTTGATATCTATCXrCTGTGT^^ 

CVICCAGAGATAGCTTTTTTTTTAACAAGACCAAAAAGTAGTAATAGTAAOT 

AATGGTGCAGTGAAGTGAAGGGAACCAAAAAAAAAATAACGATGAGAGTAAATGTCGCATACACGGCAT^^ 
GTTGTGACATTITTGTTTGCCTCTTTCAAAAACAAAAT^^ 

GGAACTGCAATTGATTTTGATTCATTACACTGCCTTC^^ 
GGGAGTTTTCAGTATCTTTCGCTCXZAAAGAGTCTTTCGArc 

AGAGAAAATCAATACCAACAAACAACAAATTAQCAAGTTACAACAGCGTCAAAAATACGTAAGAAGATCCTt^^ 
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AAGATATTTTATCATCATCTATCraXSTATTT^^ 

GAATCGAGTTCAGTGGTTTATAAGAGGTCAAACTAGItfiMy^^ 

AGTGTTGACTTTAAQGGCAGTCran'ACATT^^ 

ACAGAACAAGCACAAGGAAAAGATCGAAGAATTGAAAAAGATTACCAAC^^ 

TAAATATGGAAATGAAAAGCAACCACAGGTTTCTTTACAGAAACA^ 

ACAAGATCATTTGAGAAACAGACATAATAAGCTGGGAAATCTXXiG;^ 

AGAGQACAAACAATTACTGraUiAGCAAAAGGGGa^^ 

ACAACAGCCAGCTCAAAGAACGATTCAAGACAGATTATTGGAT^^ 

CGAAAATAGATATGCTTTGATTTGTTTCCACIXn^ 

AGCAGATGTTAAGTTTCAATGTTGGAAATGTGGTGCAATGAATGGTAA^ 

GAAGTTTGACTCTTCAAAGAATTCATCTTCTGAGl^^ 

AGATCATCCAGGCACAGAGAATGAAGAAAAGGAAGA6AOTACAAAGAAGTTGCAATAA 

TATATACATATATCATATTAGCTAGTCAATATAOUyUrGTATTATCTAA 

GTCACCGTCGlKiATITCTTAAAGCCTTGACAGCCTT^^ 

ATCTrrnXATCCAAACCAGTTTCGTCAATCra 

AGAAGCCTTTTCTAAATCAGCAGTAATAGCTTCTGGTGATTTGT^^ 

TTGTAAAGCTTCTTGTTGAGCTTGTTGAGCTTGAGCT^^ 

ACCAAAGACAACATAAGTACCAGCAGCAGATCTGTAGACATCCGGGGAATCAAT^^ 

TTGTTTGAAAGTGACTCTGGAAATACCTTTGATT^^ 

TTCGTTTTTTGGAATGACATTAACGTCAGCACCTTGTGG^ 

ATATOGGTTGATGGAGGAATAAGTTTAAAATGATTAGGGTTATTTTCCACTT^^ 

GGTTTGTTCGTCGACAACAATTGAGAAATGAAGCAAAAT^^ 

ATTTTTCTTTTTCACCOXrAAAjC^ 

TTATCAAAATTTTTTTTTCTGTTTTTC^ 

ATAGGTCACGTCCCTCTTTGACTCTTCAAAAGAGCCAC^ 

ACCCTCAAAGTGAGAAATAACATGAAATTTTTGCTT^^ 

TTTTGCCTTTGACTTGATGCTAGCCTTTCTTTTT^^ 

CCTTTTCATTGTGCCTTCTAGGAGGATTTTGAATT^ 

ATAGACCTATTAATAATATACAAAATTATTACTATACATAACTTTCTACAAATGTAAA 

GCGAAGCCAAAAGGTATCCTTGTTTAATCAAACACATTTTGT» 

CATATCCAAATAACTGGTATCAAAAACAGGCATCTTAATACAGATCACAAr 

TAAACTTTATTAATTATCCTQGATATTCTGTAAAGCAGAGAGAA^ 

ATAACGTTTGTTCGTTAGAAAGCAGCAAATTGATAATTCCGT^^ 

GGAATAGCTTCCAATATACrWSGACAGAAAACTTTTCCGCCT^^ 

ATAGCTCAAACCATCGTTTGTTTTGATAATTCGTAGTGG^ 

GCTGTAAACTTAATTTGGCTTCCATGCTCAAGTGTTTC^ 

GCACAATATCTTAAAATGGAAACCCAAAGATTTTTACATGAT^^ 

AAAGTTTATCATTGGTCAAACTOGGGTAATGGACAATTil^^ 

CCCACCTGAATGTAGACAA6AATAA0GAAAAAGTATATAATAACAAGCCCAACCT(X:CAT;^ 

agtcgattttattcatttcaa<ntctccaaaatgaaaagtgi^^ 

acctattgtttcttttactaaggaagaccttcaacttgaci^ 

cggtaaggaagtcgccattaccaatgatgttgaccaagttatgcaatt^ 

cgtattagacgaagccactgacaaaaaactccttagaaaaatcgacatgtatatgctaccagtgatc 

ataatggttccagtttatggataaactgtcaactagttatgcatcaatattagggto 

ggtgggtgacatgtatagttggatcgctacggc»ttttactto 

gcttttacaacggttccctgtggccaagacagtgravgtat^ 

TTCGGTTCCCCAGTACCCAGGGTTTATTGCTITGAGAACTATTT^ 
CTTCACTATTATCACCTCTCAATGGTATAAAAAAGAGGAACAATTTCTAAGAACTTC 
TGGGATAGGAACTATTCTTGGTCTGGCAATAGCCTATGGATTATATCAAAACGATGGAAACTA^ 
TTGGAAACTTGTATTTATAGTTACAGGCTGTTTAACCATCTTCTTGGGAT^^ 

taccccaacacaagcatggttcttgacagatgaggaaaaattgttggtcgtg<^^ 
agggtttggcaacactcacttcaaaaagaaccagttcatagaggctttaact^ 

TATTTATGCTTTATCAAGTAATATACCCAATGGTCGATTAAOCAATTTC^ 

CCAGTACAGTGAAGCCAAATCACTCTTGATGCAGATGCCWyUUWAGCAGT^ 

TGCCTGGTGTTCTCAATTCATTTCATCTCGATTATTKyVTGAC^ 

ATGTCTCTTAGCGTTTTATCCTGAAAAAAGCGGTAGACTAGTTGGTTTATATCTTC 

ATTTATTTGTTGTTTGTCGTGTGTATCCTCCAACTTTGCTGGAC^ 

TTTGATTGCCTATTGCACAGQGAATTTGATTGGGCCCCA^ 

TGCCAAGGTGGGOITGATAGCTGQGAGCAGTGTTGCTTTATT^ 



wo 02/064766 



PCT/EPOl/15398 



195/251 

GGAAAACAAAAA/VOSGGATTCAAGGACGATGGTTG^^ 

TGATAAACAAAATCCAAACnOTAGATATAGCAAGTAGTGGTMAQC^ 

TATTGAAAATGTATGATGGTTTTAGAAAGGAATCACTACATi^^ 

GAAOGACTAWVTGACTATTTTTCTW?^ 

GACCTCAGGCATCTGTTGGCCATGATATAGTAGTGATAA^ 

ACATTAGCATGAACTTATTGTATCTATTATTGGGAAAAAGATAl^^ 

CATGACGGTTTCTGTTGGCTGTGAGTATTTTT^^ 

gtctgccctaaggcaattattaatcaggtcagtatgcaatoo^ 

atgttttg(xyvtgcttgttggagactgcx:acataaaaaaca^^ 

ttctttttacatttatcccttcrrtttgtctag 

aaacggcgatgattattaattgccaaaagtcgcatgccaaaaatccagta^^ 

aagaatccatttgatttgcgcctaaatattattttcr^^ 

caatgtttagtaataacagaaattatataaataagagaaaccctgtcatc^ 

cyvtcctgtgattttoulttcaaataacattagaaaot 

ataatgataacgaccagtttaaaacgatcaagatctttattgaata 

aaacattcttctccttcagtagtaacgaggagttctxx:aatt^ 

aaaagcccagcttccaaaaattcaaataaaaaaacatctaaatc^ 

actaagaaaactaacgggcataaaaagc(mxx:aat1tx;ag1t^^ 

tcacaatcaaaaagaggatcagatatactcgatcaaagaagtaaattagattggatt^ 

tctttgattcttctcatatacattttgaattgatgaa 

aaaatgtatcactgctgactaagacacgacagtatgctqgatqgtgctg^ 

ttaaagtcatgttccatagatataggactao^aaaaagtcgtgt^ 

gtctagcaaaattttataccaagagaovgagaggaaaaaaaaaaacxcaattt^^ 

tccatcttttttttttcttctaagaattc 

CAAACATTCTAAATTAAerATCTTAATAATTTAGGGUUlTAGl^ 
TTTTCCTTTTGAGTTTTGTTTTGTTTTGT^ 

ATTGACGACTACAACATATCAACGACCTAGa^C»TOCACCCAO^^ 

TCTAGCAAAATGAGACAATTTCAAATCATATTAATTTCCCTTGTTC 

GTTGACATCACATCACCAAAGAGTGGAGAAACTTTTTCT^ 

GATGATTCAGACGATTCAGACTCACCGAAATCTTTGGATAATGCX:^^ 

CCTACTTCAGATGGGGATATCCAGTGTTTGGATOMrrAGTCAAGA^ 

GTTTCCATTGCCCAGAACI^GTACCTAATGGTTATTACTATTTCCAAA 

ACCACTATTCATTATTCACCATOTTTCAAATTGACTGGTATC 

ACAQGATCAGTGCCAGCGGATCAAGCTTCAGGATTTGATACI^^ 

ccatataccctacaaacagggaagactagatacgcaccaatgcaaatgcaaccaggtacca;^ 

acctggagtatgaagttcccaactagtgctgttacttactactci^ 

actattaccccaggttggagttatactgctgaatcixxxxot'aactat^ 

tggtatcctgccagtgaacgagtgagtaaggctacaattagtgctgctac^^ 

atgagggaaacggtgcttataacttagataatgctaacattggatttca^ 

gcaaagtagatttgaagtaggctgtgtggcgtgtcct^ 

tgtttgtcgaatgagatgtcttttttttgtctatcttt^ 

tttctgtcgtatgcagtattttttttttcctt^^ 

gcagtggattaactttatatgaatttcatttattttt^^ 

tataatataaataaagtgttagaggttgttcxattatcacagattaaac^ 

tattgrrtttacacatcactgccacacaacgaacattg^ 

acagacttttaaaattttaagaaacaataacatacagatcx:aaoctc^ 

catactttatcccaccacatgtgtatgaatcgaccaaaatatcaagaatctcag^ 

cttcctttacagatgccttccyvctaaatttgatctagaaaagcaaca^ 

GCAAATAAGAGAAATTATCTTTATAAGTTGATTTTTXTATTC^ 

TATTATTCCACAGAAGTAAATCCTCAGATTTCTGCCAACCTAAACGAATT^ 

GATTTATAAGCGGGTTCTTCGAATCGATTGCATAGGTTAGTTACTTGT^^ 

TCACTTTAGTAGATATTGTGACAATGGAATTGCGAGCGGAATTTCTGT^ 

TGCGCGATAGTGCTAACAACCGCAAACACAGCTCCCGCAATTCCAACTTTC 

TATACCCTTCATTCATTTTGATAATCTACXrCAAAAGAAAACCAGAAAATAACCCC^ 

ATTCAGATATGAAACTTTACATTTTTGTTTTGGTTGCAT^^ 

TTCTTGATCAATTATATGGAGAATTACATGGAAGAACAAACACAGCACCAAAT^^ 

CAAATCAGATGGTCACACAAAAGGTTTTAGCyuVTGAGATCCAAATTGACGT^ 

ATATTGCTATTGATCAGAATATGTTTGGTGGAATCTTGACOT 

CTGATGACTTTGATAAACACTCCACTACAGATCUUICAAACAACCAAAAA 
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CTTTCGATACTGGAI^TCCTATOGCOCAGGA . 

TAGOAAGTGCTTGGAAATCAACCAAAAAAAGATTaUlTTAOCXAGTO 

ACTCTATTATTGATTGCGGTGATGTGGCTATGACT(X»^ 

GACATAGAAGTATTTCTAAACACCCAGGGAATGTCAAT^^ 

CCATCACCTOAATGGCAATAAAGAACGCTCAT^^ 

ATATCGATACCTGGGATCCTAAGAAATTAGGTGGTOGAAT^ 

tgcactacgctactgaattaggatacattgaaacaaaaggcaactat^^ 

atgctaattacgacaaacagcacgatgctgatt<nt»^ 

gagttcaagggatcattgatcagttagcaaaagatccaaacatttc 

tagacccagcctatgcaccaggaacgggaacaatggaagctqqcggaitcacgacc^ 

tggatgggttgaaaaataaggttaacgttattggtggtxm^^ 

gtgaaatcaccagtttcgcagccaccagtgttctcgattol^^ 

ccattccx:taacaaacacacacatacataactttctt^^ 

caggaagttgatctttgactccaattattatcaaacataaatc^^ 

aaaaaaatatataatatacatatttacaataaaattattctatgtovtg^ 

attttattttacgtgatttattataataaaatatgttttact^ 

actgaagattattaataataataccaaaaaaaaaagaatactavactatatg(^ 

aaactgagaacaaatctcattatggagttctttt^^ 

ttcacatx:agtagttttcagtttcctatcaagtatagatataacaaaa 

aultttaagttggcttaaacaaacgatagcaaaataaataaaattgct^ 

CAAAGTAATTTTTTTTTTCTTTTTCTCTTAO^^ 

AATTAAAGCAAACCAAACAATCTTAAGTAATAATAATAATAATTCAGTATAAATAAA 

TTrrTCATTTTGTATAGATGAGTTTTTCAATT^^ 

TCCATTCGAAACTATTATTATAAAGAAAGAATGACATGTCAAACGGGGAC^ 

CCTATTGATATCTCCTCCAAAAACGTGCCACTTAATGCGTTTTO 

CACAATTCGACTAATTCATGGAATGAATATCACAACAATTTAT^ 

TGTGCTCATAATGTGAAAACAACTAGCAATGTCCCTCGAAGTGCAACT^ 

GAATTCGAAACTTTACATAGATGCCGGTTTTCyVGTGTGTGAT^ 

gaaagagaggaatgca(x:agagtaatagaacaactagaaacacacaacot 

tcaaatacggatattaatgctcaatgtaatcaaatgaaaaatcataaaagacggaaatc 

aagaaacctcaaacattattatgattggtagggataggtgtctgctt^ 

tatgactatgatttagagttgctcacaatagaatgtagatataaagtttatgcaatttaat^ 

acctgtttaatggagaggatatccaatgacaccyvctaaccttgagggactaggggtaaagagcaa 

tatatatgaacctaaaggtaaaatagtcactgtacgtacaaaaaaaaaggctcacaacagtttct^^ 

tgtgccgaaatataaactatctataaatctatttctcaaatgccaatgactat^ 

ccaaactttgttattcgaatttgaatcttccatactl^ 

attaacaattcttcttataccaatttctgtagataaatacxn*aat^ 

atctaataatacttgaattkx:cataatggctcx:ggctccactaataatt^ 

AGATAATTTATGAGGCAATCTTTCAAAATGTAATTGAGGTTCX:^ 

ACCAATAGAAATTACrGGGAATGATTTTTTAATTGATGCC^^ 

ATTATATTGATTTTGTAATAATTTTTTACCATGATAAAW 

ggtcataaactcttgtgctaattcaattaataatccacac^^ 

agttgacgtatcaaataaaatcgaattgattcccttgact^ 

atcaatatcaaattttatattgacccctaatttcttc^ 

attcttgatatgtttaatcattaaatttatggcaattgaattatc^ 

ttgtaccgttggattaatgaatttaaccgcatttggcttaacaaatt^ 

atctcgaccacgatacaatatatctcgagttaatcttcttgctaaacaaatatcauu^ 

tttcgaatccatcatatccaataattgttgatcatgtaaagcata 

YFR033C.homoIog 114aa PathoSeq: 1..1I4(SEQ ID NO 652) 

EDVEVEQPBDAPEEEVSBETVBEEEDDDEDDDBDDBBEEBTADPLDTLREECTKTAACKPFOHHFHECIERVTKE 
QEEPDVEHKHYKEDCIEEFFHLQHCVNDCVAPRLFNRLK 

YHROOlWA^homolog 1949bp PathoSeq: 1..1949(SEQ ID NO 653) 

aaagataaagttaaaatcaattactatttttattggaaattttgttgt^ 

aagtattattgtttataaatctaataaacatttttcacttt^ 

tataaatccaatgti^ccgaaaaatgggattttttcataaaaagtctt^^ 

aagtagcaacggcaccaccagcggcagctccccagaaaaccaaatttqgaatgtaagatctgactaatgg 

ttaatttaccaaaatgactcaaagctttgtaagctggacctttaacgtactaaaaaaa^ 

atcaaggtactactttctctaataataaaaataatgctaatattgctcttgattgata 
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ATACTCAAACCATATTGTATTGATTAGAATAGTTATAAAGTTGAAA 

ATATTTTTTTTTCCATTCXTTTTGT^^ 

CTAAATCACGTGACAAGCACATTATCATTTTAATGGGA^ 

ATTAATTAGTTGATTAATATTCCTAGAACAGTAAAATATTATAAQCACAATTAAGAAAA»^ 

TAATGAAATAAATACATTTATATCAACTTTTCTTCTTC^^ 

TATAAACAAACTAACTAAGATCAACGGCCAATCTTGTCAAGACAT^ 

CTGAATAACATTGTGTGCACCAAAGATAAAGGGCAAAACAATATT^^ 

TAACAAGAATCTGGTTGAGCTAAAATATAATCAATAGTTTGACCAACAGT^^ 

GGGATTTCAATATTAAATTCATGTTCTAATTCCATAATCACO^^ 

GAAGTAAATGAGTTTTGTTCAGTGATTTCACCTTTAGATTCA 

ATTCTTTCTTTAGCAATATCTCTAGTTAATTCTGGGAAGGCACTAT^ 

AAAGGAGTGACArn^TTGTTGTTAGTGATGGTGGT^ 

ACCATTGAAGGTTTTGATACTGAAGCTCTTAATGATTTTAATA^ 

TATATATATATATATGATGGAGGGTTGGGGGGTTATGTTAAAGTAATAAGAAA^ 

TTTAAAGAATAATTGAAAATATTACTGGACAAGAATCAAGAATCAAAAAT^^ 

GAGTGAGAGAGAGAAAAATTTTTTTTrrrCTT^ 

TAATCAACTTGTTATGATTAGATCACTATTCAATGGTATTAGGTO 

TATTACTAGACCAATCACTTCATATATGAACTCAATAAATTCCAACATACCA^ 

CCTTTCATCATTCAATCAAGTTCGTCATTOITCATTA^ 

ACCCAATCTAACCAAGTCACCAGATTTAGATTATAATOMTCAAAAAG^ 

YHROOlWA^homolog 63aa PathoSeq: 1..63{SEQ ID NO 654) 
HF6KIiNAPLVRSYIPNL\nPWGAAAG6AVATFTBGVPLFQKTFYEKIPFFGQHWIYNPDP 

YJL166W_homolog 15790bp PathoSeq: 1.- 15790 (SEQ ID NO 655) 

ATGATAAAGGATTCGTCAAACTCTCTGAATTGAATTCTAAAGGACTGCACATAAAATAT^ 

CAACAAGATAAACACAATTGTCTCCCGCACGTACGCACGCX:CCTTTCTCCACCACCA 

AATTTCCAATTTACTATAAATATCTTGCGATTCCCATCAO^ACCTCCT^ 

CAAGCGTTCGAAGAAGTCCAACTTGAAAGAAAGCGTTACTTATATCTAGTGCAGATTATAG^ 

TGTATGACATGAGTTCTTTtyUUlTTGGGATCGGGTTTATGJ^^ 

ACCCCTCCCTTTTGTTTAATATTATTAACAAACAAACAGGGTTTATTAACATT^^ 

GAAAAATGATTAATATATGATTATAGCGAATCAAtTCTTTAGAAATTGATTATTGAATT^^^ 

AAAGATGTTTTATAAATATAAATATATAAATATATAAATGAATTGATTATATCGTTATTATTAT^^ 

AACATGTTCTCAATTATCATTCTGGGAAAATTAAAGAGGAAATATTGTCTTAATTCCi^ 

GATAAAAAATTGATCCCCCTCCCCCCCTAACACTTGTTAACATTGATTAATTGATGTTGT^ 

ATTTTGATAATGGAAGTGATATATAACCCCTTCTTTTTTGGGG^ 

ACTATGATAGAAAGTATAACAACATTGAACGAAAACAATAAGATTTATCTATCTATTGA 

TTTKnTrTTATTTTGTTTAACTTATTTAT^ 

TACTCCTTCTCyVATCTCCACCCCCCCCCCTCTTATTAOCTT^^ 

TAATGATAATGGTTTAAAACTATCATCTTGTAATTCyUlCATCAATAG^ 

TATTTTACTACCACCATCATTGACATCATCACCAGTAGTACTATTATTACTAGCAGTGCT^ 

ATTTTTAATTTGCTCTAATGCACGTCTTGTAGGTTTATATAATAATGAT^ 

ATTTGTTGAATCACGAACTCCACCACCACTACCAGTGGCyiGTGTTATTGTTATTC 

AATTGCTTCTTCTAATTrrTTTATTACACCAATAGTTGAT^^ 

TTGTTGTTTTAACATATTTTCTCGTTCACGTT^ 

AArrTTTGAAATTTCATGATTAACTATACTTGAACCAATT^ 

ATGACTCCTACCACCAATTATACCAAAAGTTGTAGCAATAGCATCTTTCCCACTTGA^ 

ACCATTACCACCATTGGTGTTATTATTACCATTGTATACTTCTTG^^ 

TTTTTTAGCAGCTTCACTAGCAGCTTTAGCAACATTACTATCAACTAATTTAG 

AACAGGATTATCAATTGAACTAATAGGATAATTAGATGCATATTTTAATAAT^ 

ATTTATAGGATTAAATTTATCTTCTAATGGTAATTTTAAAAATTC^^ 

TCCAACTTGATGAGCAATCTTATACauVTCATTTTTAAATGT^ 

TTTGGTCCAGCCATCTTCTTGGTGTTlCTTCrOT 

TTCTAATCCATGTTTCTTACCTTTATTCCCATTTTGT^^ 

TTGTTTTTCTTGTTTAACTTCTCCTGAGTTAGAATTAGi^ 

AACTCTTTCAACAGGTATACGTGAAGTATCAAAGGGGAAAAGACCTCTTGGTGTATC 

TCCAGTATAAGGTAAATCCATTGATTGTCCATTAGGCATTTTTTCAAGG^ 

AACTTGATAATTTATTAGTCCCCATTTATTTAAAAATCTATGCACTCTCATTAA 

ATTACGACGACATGAAGTTAAAGTTAAAAATT»TTAayiTTTAATCGGT^^ 

ATTAACATATAATTTAGGTGATTTAGATGGATGAATTGAATCAAAAAAT^^ 
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ATGGATTTTTTOyiTAOT 

TTCCTTTGGTOSTra^TCTCGTTCA 

CTTTTCTTTTGATTCTGGTTCTAC^^ 

TAerrCTGAACTAGCAATACTAGTATTTTGGTTT^^ 

TGTAGTTGGTTGTGATTCATTTCGGTTTTCTC 

AGATTCAACATTTGATTT(»CrTa^ 

T(X:TTCTTGrK3ATTAGATTC^ 

ACCATTTATTAAAGCAGATGTCmZAAAAaX^ATCAOT^^ 

AAATGATGGGTCATCTTCrTGAATATGTTT^ 

ATATTCTTCAGTATTGGTGTTTTXnXJTATTTOT^^ 

TTTATCTTGATTGTCATCAGCATCAACGTTGGTTGG^ 

TGGTGCATCTGGTATATCAAATTGCATATCATTAT^^ 

ATTGTCTTGATGTTCGTTTGACTCAACTTTATl^^ 

ATTTTTATCTTCAGTTCX5GTTTGTTTGTC 

TAAATTACCACCTTCTTCATTATO^TTTGC^^ 

GTCTTGATGTTCTATTGATGATTCTGGTTGTT^^ 

AGGGGTTTCCTCTGGAGGTGAAGCACTCATATTGTCG^ 

GAAAGTAAGGATAAATGATTAAAAAAAATTGGTTOCAAACTTAAAAAATA^^ 

AAACCTCCTGTGGTTGTTCTAATTGTTGCTGTTAl^^ 

GGGGAAQGTTQ l 'lTrT ia r i TCCTCTTQCTTAA aWiVW 

TTTGTTGTTGTCGTTCACACTax:(^^ 

ACX3CACAaK5ACATTAGTTAAGCrTTCACTTATTAG 

TAGACAAGTATGTCTAGTCTTTTGAGTAATTAGAAOSTCTT^^ 

TTCATTATTCTTATTATCCAOVTATATTATCTTATAATAATTAAGGTAAJ^ 

TTTAATAGGGAAACTGAACAGAGTAAAAGAAAAAAAAAAAAAWICAGAGAACTAACT 

TTGGCAAAGGTCAAATTCTTCnTTATATATATATAT^ 

GGCAAAATGGTAAAAATTAGGGCAAATGAATTTGAATATATTCA^ 

ATGAAATGAATTTTAATAATTTATTTTTTGT^ 

TAATGGCTTTTCGTTATATATTTATCTCTATGTTATATCCCT^^ 

TATATATATATATTAATTTATTGAATTTGTAGTAGTTTGACAGTT^^ 

AATAGAGGAAATATTCAACTAACTAACCATCAGCCAAACAAGAACTGAAAAGA^ 

CATTAATCCATATTAAACCAAAAACCAACAAGAAAGGACAATCACAAAATAOTAAATCATC 

TCAGTCAATAGGAATAAGAGAATGGGAAAGAAAAGGAAAAAGGAAAAAGAAAAAGTAOATG^ 

CAACXnXnmx:TTGCTGTATAATTAGTATACTAATTAATTAATACT^^ 

GCCGTCTGCTGTTTGClXmnAGTGTCTACTC^ 

TATCTAATGGaU^TATACTTTAGTTTTTCTC^^ 

TGTTGTACTTATGCTTGTTCTTGTTGTTGTGTAA^ 

CCCACTAGTTGTCACCAAGAAATTAGATGAAGCGATATATTAGCCCAAGATTA^^ 

TTTTTCTCGTATGATATTCTCTACTACAAATGAAAATTGCCTAAC^^ 

CGTAGTTGGAAATTAAATCAGAATGAAAATTCi^CAAACCAGAACCAGGAAAA;^^ 

AAATTACATTATACCATCAAACAGGCGATTAAAGTTAACCTCACAC^ 

GGGTAACACTCTTTACAATTCAATTGTTCACCTTGAATGAAAATCTC 

CGTTTACAAATTAACAATAAACTTACAAATTGGACTAATTGATA^ 

CTACTCGTCTCCAGAAAAATTAACTAAGTATGTATGTATGTTGT^ 

AAATTGAAAAAGCCTTGTTAATATGTTCTTTCTGAAACAATCAT^^ 

ACCCAATTAATAAAACAGTAAACAAGATATACATACTTAAATTCAATACTAATCTTAGTTTC 

TTTTTCTTTGTTTTATTCCGGTTGACTATGTAACAATCT^^ 

ATAATTATATCCTTACTCTTGACTCAAATATTATACAAATACTTGCCTACATTTGT^ 

AATTCACTTCTTTCTTCTGATCTTACTACATAACTTAOGTT^^ 

TTTTTTTTTCTCTCTCCAAGAAAAATAATGAACTCAAAAT 

ATGGTAAGATCATACTGAAATTGAAGGGCGAAAATATGGATAATCACATAAATTTC^^ 

TAAAGATTGCACACACACTAGGAGGAAGAAAATTAATAAGAAAGTTTTGTAGTTTAGT^ 

GACAGAATAGTAATTCTATATGTTTTCAATTTATTGAATTTAGCTTATA 

AAGTAAGCTTTCTTTTTGTTTATTAACTTGTTCTGATT^ 

AACAAATAAAAAAAACGACACTGTTTAGCGAAACTTGAATTAATAGTTTTT^ 

GAGGATTATATGTGTCCAATCTGTAAACAAGTTGATAACAGTta^^ 

TATCACAAGTAAGTATAATCACTCTACTAATCrTTTTT^ 

TACTTTAGGGCTATAGCCCTAATCCAGTATTTCATCCTGCATAGATTCra 

ATATATAACAGTTTTTTTTTTCTAGTGACATCGCGGCGTTGGCTCCAAT^^ 
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ggacctattgtacacgatttttcaaggcctggactggaaatat^^ 

cx:c<xtcccc(x:cccctccx:agttcgcagtt^^ 

ttiu^acacaacaacaatttcttctctcccctttga^ 

TAACAAWVTATTTTTCAAAGGAAAAAAAAAT^^ 

aattcaacaatogttcgttacgctgcx:actoct^ 
agagtttavttcaaaaacaccagag^ 

TTGGACCAAGTTTTGGATCATCAAAGAGCCATT^^ 

GGTAAAGAATTTGGTCOTACTAAAGCTAGATGQCCTQCTAAATC 

GCTCAAGCTAATGCTGAAGCTAAAGGTTTGGATTCTAGTAAATTAGCT 

CCAAAACAAAGAAGAAGAACTTATAGAGCTCATGGTAGAATTAATGCTTATCAATCT 

TTAACTTTGACTGAAGAAGATGAAATTGTTGAAAAACCAGTTGA^ 

AGAGGTAGATTAGCTTCTCAAAAACGTTTAACTGCIXS^^ 

TGAATTAAAGATTGATAGATAGATAAAAGAAATC^AGTCTTG^ 

TTATTATTTGGAGAGAGAAAAAAGCAAAATGTXXATGTATTCT 

TATGTTCATAATGTATATTATAATAATATAAAATCAAAATATTAAAAAAAGAAAGA^^ 

TATCAATTAATAAGATATATGTGTAAATAACAACAAAGTOATTAA^^ 

TTAACAAAATGTAAAGAAGTAAGGACATTTTACTTTATATAACGTATT^ 

GTCCGATAACACAAGAGTTTAAAACGATATGGGATTAGAG^^ 

ATTCTTTAATCGeiXrrTTCAIOT^ 

CTGGTTGTGGGATAAAGTTTCM^ATCATCATATCJ^^ 

TTCATTTTCATCTACATTAACTGGTATACTCOXS^^ 

AGCCTTAATATAAACCCrGGGTATATATATCCAGATAGAGATTAATTTT^ 

TAATTGTTTCAACJVATTGTTTTTGCCCATGT^^ 

AAAAAAAATCCTTAAAACTCTCTTCA6ATAAACATAATATTC»^^ 

CCATCAACCAAATATATGAAGAACGATAAGTATAAAGATTATGCTTGTTACUVTAC^ 

GTATATTOCTGCATATAGTCTGA(X!AATAATAGAATAGAAAATTCAATCTO 

GAGAGAGAGAGAAAGAGA6ACAACGAAAAAAAATTCAA0GAAAACTAAATATC 

GTCTTATCATTAATAACTAACTATTCAATAATGGa«3GTQC»C^ 

AGTTTAGGCTCCCCAAAGCAAAAATATATTACTCAATATACTATTTCTCCATAT^ 

GCTGCTTATAATGCTGTTTTCAATACTTTTAGAAGAACCAAG^ 

GTTGTTTGGAGTATTTGGACTAGAGCTAGAGATTATAATGAATACTTGTACACTA^ 

GAAAGAGTTAATGTTTAAGATTTAATGATCATGATCATCAACATTT^ 

TTGTACTAAGTTTTCCCTTATTGTTATTAAATATATACATAAAAAAAAAA 

ATTATGAAATAGACATCAAGCATTATTTTATTTTAr^ 

GACAACTCTCTATTTAGATCTTTTATAAACTTTACCTAAG 

TTCATCAATTTGATCAATTTGTTTTCTTAATTO 

TTGACGTTXnTTCAGGGGTAGCAATCAATAAAGCTl^ 

ACCGATTTTCCCAATTTGTTCTGGAGTACCAAAACAATCC^^ 

GGGAATCAAAATGTCTCTAACTTGTTTTAAATCTTTTTCyiT^ 

GGGTAAATAAAATGAATAATAAGCAGTTTTGAAAATAACAATAAATGAATGTT^^ 

ATCAACAATTTCTTCATCAGCAGTAATTAAATCTAATAATTGACCT^ 

TAAATCTAATAAATCAACATAGTAAGGATCTTGACGGAAATGTTTTT^^ 

CATAAATGAATCATTAATAGCAATGTTGTTAACTCCTTCAACTAAATA^ 

AGATTGATCCATCATATCATCAGCAACTAAAAAATATGCTTGTAAT 

TTTTTTATATTCAGTATCATTTAATTTATCACTAGTAGTA 

TCCTCGATTTAATTTACCTCCTGGAGTATTATAATTTAAACTTCTA 

ATTATAAGAAACTAAAATTTGTTTCAATTCTTCAACTAAATC^^ 

AAGTTTATCAGACATTGTGAAGTGAATGAGTTGGTTTTl^^ 

GGGTGGTTGTTATTAGGAGTAATTTTTTTTTTTa^^ 

AGATCGGGTGAGATCGTGTGTCTGTATCAAATTTATQGTTGGT^ 

ACATAAAAAACATAAACATAAACCCAAAAATTGGACAGCGGCTGATACGCGTAAAGATTATA 

TACACCATTGGTUVGAAACTATTACCCTCTTTTAAAATATAAWICTTATTGGTTGTC^^ 

CAATTACTTCAAAAGGAGAAGAAGGAGGAGAAGAAGAAGAAGGAGGAGGAATCGAATTTT^^ 

TTTCACCATGTCGCTATTTATACATCAACTCTATTCTTTAAT^ 

AAGTTGATTTACCTTTCATCTTTCTTGTTGAAAATCCA^ 

TACCTCTTTTTTTACCACCAAATCCyiTATTTAGCATCTTTAGCCAATC 

TATCACCACCACTACCACTACCACCATGGCCATATTTCTGGTTATTTTCAGTTC 

AATCATCATCATTACTAATTTCATTAGCACCTCTTTTCTT^^ 

TTTGTTTAGCTCTTTCTTGTAAAGTAGCATGTTGAACTTGT^ 
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CTTCTTCTGATGrcTTTTTATTQGCGGCT^^ 

TAACCATTTCAGCAAAATAATCXIATGGGACGAGAGAATGG^^ 

TAACAGCATCTAAACCTTGCTTATAAAATQCCAATTCfr^^ 

CAGTTTTATCAGCy«:TAGTTATTGATTGATGCTC^ 

ATGATTCTCTTAATGCTGCCATATTATTAATGGTTAAT^^ 

aUVCATCAGATAATGGAATATOVTCTlX^^ 

CGTCATCATCCTCTTCXnXXrrcATCATl^ 

CTTCTTCGTCATCATCATCATCTTCTTCTTC^^ 

TAGTTTGTAATTrCTTCAATCTTCTTTGT^ 

TGGTATTTGATTTTTTCGATTTCTTGTTT^ 

CXTCTTCTACTCTTTTTTCTGTTACTGGGGTT^^ 

ATTGATGACTTTTCAATTOTTGTTTCAATATACCT^ 

ATATTAATGAGATGGAOGAOGAOGAGGAGAGAAATTTTTAT^^ 

TGCGATGAGGAAAAACTTAACTACTAirrrr^ 

GATAAACAAGCCAACTAGATTGCAAAAAAGTAGTCAAATATCTAAATC^ 

ATATATATTTAATACTAATAa^CATAATAATGTCCTTAAATC^^ 

TTTAATCTCGTTTATAATCAATTTGATTAAGAAATCGTTTACCAG 

TATATATATTAGTATCAATGGTTCGATTTATTTTATCTTC^^ 

CCAAAACATC6TCAGCCAGAGGACATGCCAAATAC<X3TGCA1:G^^ 

AATCTTTATCAGCCAATAAACTCAATCCAATGGTATGAACTGGAG^ 

CCGTATGATCTAAATATTGGAAAAAAGnrrrCATATGA 

tcgaccaaaaatgacaaagattataatcagttgctgaaggaattaaatcc^ 

tacttgttaaaaattcaatggcattatttggatgaaot 

gccaaagattaggaatagtattttcatattcagtaatggcaataataaatc 

gaaattcaaatggatovtattgaaaatcacacatatatt^ 

tcaataattttttttgtttataaaaaaac(x:a(^ 

aaataacyvttagttttagaattatctaaattttcttgtaattt^^ 

cttcgacagggattaattcataaaaagtttcaccacttga^ 

atggttcatcattaaggaaaacccaaggatatttataatc^^ 

ctaatgctccttctaattcgatgtttctcactaacattaccai^^ 

tctctggtggataaattttgtctaaatattgattactagctaatto 

gttgatatxk5tggttcgctgaactttaactcagaaaaatagttc 

caccacttataaatgcaatcgaatagctagtcattgttggagatctggggg^^ 

gtaatctgttagatcttaaaaatgaaacatagaacaacaataaacaaacaatc 

gggggcgaaaaaaaaaaaaaagaattagcttgtcgatgattatgtaatatacgt^^ 

cgaaa:aaaatctcatagtgaccaagcacgtgata7xx:aac^ 

ggtaactccaataagattttaatcgatgtgttgaatttgagtga 

catgtatagtaatttagaagttagcgttgaatttttagltrn 

caaaaatatatttattattgattatgacatcttgttctcat^ 

ataaactacggatatcagtgatatagtaatttgctttaaggcaat^ 

tctctgaatcattttcaaaagaacaaaatgaattagactaacagctcggc^^ 

atctccaatcaaagataaaagactaaagagttaatcgttaacxggaagtccagtctt^ 

tgcaaaacctatactaacaaagccagagaggcaagactatcorrataaagagrc 

ttcaaattaaccagtatctgtttctttgattca^^ 

crrgattaacattagcaacaaatacttgactaaagaagatctaaaactaattgt^^ 

catataactcaattattccaattctacccaataatattaaagcaaatccaattacgcaa^ 

tcctgctttacccaaattccaatattcttttaataaactcctaataa 

tctctctccaataagcatacaattaattttttttttagaaaaatttc 

ccataaaaaaaaatatagacaacattttccatcatcatcatca^ 

ctttaatptcaactttcttcctccatttaacac^^ 

caattgataaacacacctaacaaacaaatcataaactatgcntagcaat^^ 

acgtggattagccactgctgctgctgacccagctgccaatoct 

tcgtatatttcaaaatgtttatggaacttatggtcatgatttgaaatct^ 

aactaaagaaattatattaaaaggagataaatggattattgatcagatgaaaaaatccgg 

aggtgctggtttcccctcacgtttaaaatkx3caatttatgaatccgc^ 

aaatttggcggttaatgctgatgaaggggaaccaggtact 
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YJIil66W„homologJ 93aa PathoSeq: 1..93(SBQ ID NO 656)' 

GAPHPHTYMGWWGSLGSPKQKYITQYTISPYAAKPLreiUiYNft^^^ 

NEYLYTKEGREELERVNV 

YPL271WLhomolog 7123bp PathoSeq: I. .7123(SEQ ID NO 657) 

ACA(XTCGATGCACCTAATTTGAAAAAGAAAGAGATCAAAC^^ 

CAAAAAAACGTTTAAACAGAATCTTCGAACCATTGGAAGAATTATCAAA 

TGTCTTAGCCATTGGATTTATATTATGIWGGTTCT 

AGATTCATTTAACAATAACATAAAAGATAAAGATGGCX»TTTAATT^^ 

TGCAGTAATGATACCGTTTATGGCTGTTAGTGCCGTTTGCT^^ 

AGAGAGATTAGTAGCCAGATTGCGTGCTAGAGTGAITGAAAAACTTATT^^ 

TGATAAACACAAAGTTGGTGATTTGATCAGTAGATTATCGAGT^ 

TAACCTACCTGATGGATTGAAAAACTTATTATTTGGATTGTT^^ 

GCTATTTGGAATGATGTTGTTAATCTC7VCCTCCAA 

ATTATCGACCAATTTACAAAATGCCACTGCTGQGTTAACTAAAGTA 

AATTAATGCATTTACTGGTGAGCAAAAGGAATTAAGAAAATATTCTACG 

AAAACAAGAAGCATTTGCTCAATCAAACTATTCAGTATCT 

TGTGGCCTTGGGAGTTTATTimTGACAAAAGGTACAAT^^ 

GGAATTCTTCAATTCAGCATTATACAGTTTAACTACTACATATO 

TAAACTTTTTGCATTGATCGATTATAAIUUICAAGGTGCCI^^ 

TACTTCCGTCAAGGACGATATACAGTTTAATGATGTCACMTO^ 

TGACCATTGTAATTTCAAGATTGTTGGAGGAACTAG^ 

AGTTGCTTCGTTATTGCTCAGGGCTTACGATATiUaU^^ 

TATTCAAGTKK:GGGATTTGAGACGTTATATTATaXn?ATa^^ 

ATTGGAAAATATTGTITAaXSGGTTGACTTCT^ 

CAAACAAGCCAATTGTCATGATTTTATTGTT 

TTCATTATCAGGTGGTCAAAAGCAACGTATAGCTATTQCT 

GGATGAAGCAACTTCTGCTCTCGATTCAAAATCTGAI^ 

AG<X5TCAATGACAATAATTTCTATTGCCCATCGATTATC^^ 

TAAATATGGCCAAGTCGTTGAAACAGGGAAATTTGTTGAATTATTTAGT^ 

GTTAGATGAATCTGCAACTTCACyUVGCAGCAGCGGATCGACAAG^ 

TCATAAAACTCAAGAAGATGAACGAGAGCATATTAATCGAGAGGCAGAAGAAATCGAAAATGAA 

TAGTAAAGCCAAGAATCTAATTGAATCATTGCCACTGGATATGAAACAACAAOT 

AGAAAAACACGCTGATTAAATTGAGTTTATATCTTTCTCC^^ 

AAAATGTACCTTCTTATTTTTTTTTAATTTAGATTAGI^ 

ATTCTTAAAGACAATTCAATTGTATCATTTGTC 

ATTGGATTTGAAAGATCCTAAATGAAAOVTATAAAAATTCAGTTATAAC^ 

TATCAGTTGGTTTCAATGCAACTGGTTCACCTTGTTO 

CTCTTTTTTCAGCAGCAGCnTTGAATTCTGGT^^ 

TGTTTAATGATACACCAGCTTGTTTGTATGCAGACATGAC^ 

TGTGGGTTGTGAAAATGTAAAATATCTTCAATTGGAT^^ 

AAAAAGTTCGGATTACTTTTTTGAACATTGAGACAC^^ 

GGTAGCTTTTGATTTTTTTTGTCCCCTTTCACACGT^ 

GGATATTACTATTTCTACAAGTCTATATATTTAACTAAGATTTATGTTTTO 

GAGAGGCATTACTCTTCTTACTGTTGACCCAATTGATAAAATCGAAAAACAAAGAATC 

ATTGTAAACACCATTGTTTTAATGAGTTGCAATAAATTTCy^ACAAT^ 

ACAAGTTTTTGGCAATGATAATACAACTTTGATTATAACTTTGTACAAC^^ 

TTGCCTTTGTTTGTAATTCCTCAATTAWVTTGAW 

TCTTTAATTCTTCACTGTCAATTTTAGTTTTGGAGATT^ 

TTTTATCTAATCTCAAATTCATCAAATTAATCAAAGGTTCAATGA^ 

CTTTATTAAAAGTCrCTAATAAATCTAATACTCXyiTO 

CCAATTTACGTTTGTTACCAGTGGCCAAATTAGTTATTGT^ 

CATCCATTGCCATCATTTGTTCATCGTCCATTGAATCAGATT^ 

CATCAAATTTAACTTCACCTGATTCCTTGGTGGGGATTCCTAAAGCTTGAG^ 

CAATTTCAGTGATAGTATCTTCATTGTTGTCT^ 

TATCACTACTGCTATCATTCTCGTTGTTATCTlXXXXrTT^^ 

CACCGTCACCTTCTTCGAATTCCCCATCTCCCTCAAAAACnTTTTC 

ATACATCAAATAATAGTTTAAAACATGCTTCATTGACACGTAGTTTCCCGATCTCATCAACT^^ 

TTTCCCAAACTAGAACTGACAATTTTTTAAATAAAGTAGATTT^^ 

ACACTAAATTATCATCTACTTTGTTGTCATCTTCTTCGTTGTCA 
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ATACTAATTOKyUVTTCATTAATCACCTGGATAG^ 

ACATTAATW^AAAATATACAATTO 

TTrorTGTTTAACTATAGATATTT^ 

taatgattctataacaaaatgttcaccaagttttataatto 

atattcaattgaatttttctttacaaatagattgta^^ 

aatattgaagtaattttgttaaaatagattccaaaacacti^^ 

taattaaggaaacaattttatccaaataccattctaaaataot^ 

catcx:aaagttgtttgagtttgtaatttgatact 

tttttatttgtaaaatttcatcaatcctatc 

AAGTTTGTTGAGCAATCTTGTATAACATTCTCGTT^ 
GTGTAAATAAATATTGAACCAGTGAGGTTGTCTCTAAAGAT<n^ 
ATTTACGTTCATTAGATGATTTTTCTGAAAATAAAGT^^ 
TATATTCTGGTTCTATTTTAQCACGTTTATTATTATGCT^ 
(XU\ACTGATCTTGCATTTCATCTTCAACATT^ 
ACACAAATGGTAAOCGAGAATTCCAACTACTCTTTTGTTQ^^ 
CACTGATTACTTCGACATCTTTTAAAACTTTAGOCaUCAC^^ 
TCCAATTTGCTTTCATATTAGTTACATTTT(^^ 
CTTCAGTTGACAAATTCAATCCCAGATTATTAACCM'AiOT 
CATTACTATTATCTAATAATTTTATAAATTGTATCAA6GTCAAAATTCC 
TACTCAATTCCATTAAAATTTCAACAAATTGTAACATATCTT^^ 
TAATTAATACTTGTAAACCAAATAGCCTACCAAATAAAACTGCTCGT^ 
ATTTTGTAGTTTCAACAAGTAAATCTAAATATTTCO^ 
CTTCAGTTAATGCCATACTAAAACCAAATTTTGCTGATTO^ 
• ACGCATATGACXrATTCTTCTTCATTATCTGCAGCAACTAATTC 

ctttxxk;taattx:agaacccaatttaaaataatgatc^^ 

TAGTGAGTTTCAGTTATTAAGGTTAGTTGGTGGTTOGTTGTCAT^^ 

TTTCTCTTACTTCTCGATGCCTCCAACAACCACGGACCCACCCATC^ 

CTATAGTTTTTTGACGCX3TTTAACTCTTAAACATC 

CACATAAATCATCCGTAGOlTATATCTATCAAGATOCAACa^ 

GGTTAATAATCAArrGGGATTTAACMTCCGTCGACCTi^^ 

CGATATCAACAATTCATAATCATTTATTAACCCATTCTCGAGATAATACCATO 

GCTGTGTTTTGGAAATACCTTGCAATGCATTGAATTTTAGTAAT^ 

CTGCAAGTATCTUVTTCTAATAATTTGGATGTTTATAAAATCGATAA^ 

ATTTTGATGTTTATAAATTAGTTAATAAAGGTGAAATAATAGAAGAAATT^ 

ATTTTGGTATAATAATGCAAATGAAAATCATCCACACTAACACCACT^^ 

ATATCATTTATGTGGGCTTTGAAAGTGGTGATAT^ 

CAACTACAGGAAACACTAATGATAAAACCCTTATTAAltlAATCAGCG^ 

CTCATGTCOCTAATCCAGTGATTTGTCTACTGAATCTAGAT^ 

TGAATATTCATAGTGATCCCATTGAAATAATGAAAATGGATCATTCAGC^ 

YPL271W_homolog_l 50aa PathoSeq: 1..50(SEQ ID NO 658) 
MSAYKQAGVSUOKALAIAAQTLIWSLKPEPKAAAEKRGB^VnBAKVaTFK^ 

YJRllSW.hoinolog 61440bp PathoSeq: 1.. 81440 (SEQ ID NO 659) 

TTTGATATGATTAATGAGGTTTTAGGAATGGTAATTTCTG^ 

AAAAAGGTTCTGATATGATTGAATATAATAAGATAAATCAATTGATTAAGAT^ 

AAAAAGAATAATTGGTTGATTTGGGAAATAAGGAAAAGGAGTGGGGGAGGAGGAGGGAGTA^ 

ATATAAATGGTGCCGTATAGAAAAAATAAAAGGGAGGCGCATTCAAATTTTAA^ 

CAAGATATTGTCGCGGAGAGCACAGTCGGGGTGGTAGTAGTAGTAGTATTACTGGCG 

CCTATTGTGTCGCAGTGOGAAATATTGGCATGATTAGTAATAAACTGCGGGCTA^ 

AATGACCTCAAGGACTAGTTAGTTAQCACCAAAGAAAAAAAAAAATAATGACTGTGAATCAACTC 

TCATTTCTTTTTTCGCAATTTCyiGTGATCATTAAT^ 

GAATTGTCCACCACAATAAGTACAAGTATAGCCU^CAATTGAGGTATTCTGTAACGG^ 

ACCACAAAGTACAGCCTTGGTTGTATTGTCATTTTTATCGAATCGGTC^^ 

GCATTTAAAGCATGGATAATAATTGTTACAACATTTGAATTTTATA 

AGTACATCTTGTGTGGTTGTCGACC^TTGTCCTATTAGGGATATGT^ 

AGATTTTGTCATTATCAAAGAAAAGGGAACAAACAAACAAAC^ 

GAAAAGTTGTTTGAAAGAAAGTTTCTGGGTTCTO^ 

ACAATGATTTTTGTAATAAGAAAAGATTACTTAGTAATTGTTTAGTAGACT 
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CGAAGTCTAGATGAGGAATGACTGTAAACTATTATATT^^ 

ACAGATACAAGATAATAGGOlTGTTTCATATTACCaiCa^^ 

AAACTACTGAAACATAATTGACCATAAAAAATTATGATCTATXXXAAAT^^ 

CTCTTTACTCAAATTAACGOTCAGTATTTTTAGAGC^^ 

AACTCTTTTCTCTATGTCTGGCAAAGTTACmTCCAC^^ 

AAATTTAGTTAGTAGATACGAGTTnrrcTCATTAAAATG^ 

ATCAAAAAAAAAAGGGGCTCTT(M«AATTT 

AAACTTTGGTAAAGTAAGTOVTAACACAAATCTAGAAOCTT^^ 

TAATAATTTATCCAACAATAATAATACGCGTCKaiTCATGGGm 

TTCCTTTTAAGTATACCTCACAACAACCGCATATGAATTGAAA^^ 

CTTGTCAAATTGAAAAAACTAGTAACAAAAAAAAAAAAAGIUUUSAATACTTA^^ 

TTCATATGATAGATTGTGTCCATTT<X5AATCCAG^^ 

AATAACAI^AACATACTAAAATACAAGTTACTAAAAATTACTCAAGAATT^ 

AAAACCTATTGAGACCAAATAAAAAAATAATTACTCTAT^^ 

AATACTATGAAATTAAGTGTTGCGCGTCAAATATATTTT^^ 

actaaaatatagatatagatataattataatcactgaatixm^ 

ttgtaatgtaaaaagtagagacataagtaaacatatcagcattattatgtatacc^^ 

aaaacatataaagtttatacctcagaaggatacaaaaaaaaaaaaaaaagataatacgaatc 

tagtaatgtgttttagttttagtgataaactttttm 

tttcrtatatatgaattagttaaagtcitactat^^ 

attcatagtagttgagtttaatagattgaataagqcottxct^ 

tacaatgaatcccctccccaaaaaaaaaagtcaatcaatac^^ 

ggtctagaaaagggtcttggaaagtggggctaaagtttgtaatgataaj^^ 

tctctccttttgttacgagcttattttcaaatc^^ 

tagcaagaacagctaaaagttttaccatttctttct^^ 

tgatttattgtttixx:aaataacaatttaactgati^^ 

agttgaaaaaaaagaaaagaaattactaatcaacattaggctttgaatacaat^ 

AACAAGCAAACCAAAATTTATCCTCCGCTTGTTATGATAAGTT^^ 

ccataaaggaaatagacaatgajOigaaagaaggaaagaaggaaagaaggaagacagttgtc^^ 

attttcattgtcattttcaccaccagggtcaatattgag» 

ctttttctctcgcttcgcttatgtcatcttgattcaataaatta^ 

gtagctgtattatcacataatgtaagtaaaaaaagacaaagagttgtatggotat^ 

ttgtgaggactttggagatttagactattaaattt^ 

attgttacacatggtttttgtttcgattattccaaagtati^^ 

aagatcagtttacatatacgtatacgcatatttcaaaaaaacaaaagataacgtatt^ 

tttaatttacgagcaatatataaatatatctataaataggtgctagagatggt^^ 

atagggaaaacaaaaagggggatctacatttgaggctagttagacttagati^ 

tccacccctccaccacacccctattctattctgtcatttc^^ 

AACATTCCTTTGCGTGTTTACCAAGAGAACAATGGAAAAGAATGATAACAAGAC^ 
AGAATAAAACCACCCTCCCTTTCAATATATAAATTTATAAAACAGAAAACAG^ 
AAAAACTACTTCATAACATTTGTTTTTATTTTAAWnX^^ 
GGAGATTTCTTTTTTTTICTTTTT^^ 

ATAGTGAAAACCAAATTCCAATTCCAATTCCAATCACTTTTA^^ 

agtagaataaaggaaagagglx3gc1xn*aattctottlx3g1^ 

gcataggtacgataaacttgcatcgaaaatgltkxsl^^^ 

atcccaaagaaactgggaaaaataataagaaaagttaacattatactactactactact 

acttacacacacacacatagcaagcacacatatacacaaacttaaaccaatacaaaqcttt^^ 

caaovcacatgcatgcaaagcttggtctcgggagacatacagaaatggaagaaaaagtc 

tttttttatatatattttcatcaaatcataccgatc<^^ 

cttggtagttaaggtgaatgaatgagtgaatgttaaocacgcgtc^^ 

gtatgttacgtatatgttacgtgtgtgtgtgtatactattattattaatcact 

ttttaaacaataaaatcaaaaatgctctattgtagatgttgt^^ 

tttttctaaattttactcaatactatatttctttct ^^ 

aacaaagacaaatttaaggaatgagaaattttacactaaatgcaattaataatc 

ggaagtggtagtggtgatggtggattgttgatgatatattatatgcattagaaa;^ 

atgcataattaattgactaattagttaatatcaatttctttt^^ 

TTAATTTATAGTTGTAGTTGTTATGGTTGTAGTAGTAGTTGATATTGATC 

actagttatttttttaagatattgtcaatttaaccc^^ 
aatttatttcttgtctatattgtatttgtgatccct^^ 

tattaaatctctcatactcacccttgtgtagtgtagtaaactatattatactatattatacttggt^^ 
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TGGGTCTGTGTOOMPAIUyGGIUUl^ 



CTCAACCACCTTCAACAAATTATTTTATTTTATTT^^ 

CTTGTTTTCCTlXrATCTmWTTTTAATATAT^^ 

ATTATAOUICTCAGTTCAACTCAATGTTACAAT^^ 

TATCTTCATACCCAACTGTCACTACTACTT^ 

CTTCCACTACACATTCTTCATTGAATACCAACTT^^ 

AACGACAACGCAAATCTAAAGCTGCTATGlXXKn'ATTAATTAATAAATTATCAC^^ 

TTTTACAAGATTCTGGATTAAAATGTGAATTACAACAAT^ 

CTAAATCAATACATATGAATATTCCTCAGAAATCATTTAATGAATTTATATC 

CTTTAACATTATCTACACAATCAACATTAATAAAGTCAT^^ 

AACATAACAAT(nTATAGAAAATTATCaUUlTATTTGA^^ 

CTACTCCACCAAGAGCnXXaUVGACAAGAATCaVTT^ 

TTGAATCTGCTGGTTTAGGTTTTTGAAATAAAAAAAGAATAAT^ 

TKmTGCATTTGTCACGTTTTGTTTAATTGA^ 

TCTCCCCTCTCCCCCCAACATACXrATACCCTTArrr^^ 

TATATGAAGATTGACTTTTCATAATCCCAGAAAAAAAACTATTAAAACAAGAGA 

AATOTTTTTCTTCAACAAAAATTCAATTCAAT^ 

ATAATAATCATAACAATCTACATTTTCTATTGTTTAAATGCTAm 

TGTTTGTCTATGTATTOCTTTATAGATTTTTT^ 

TCTTCAAAGTCACTOCTATAGAGTTATGTGACAATTGGTAGTT^ 

GCACAGTTACCTTACXCACCAATTTGATGATTCTAGTAA^^ 

AAAATTATAAGATATGTAGAAAGTGGAAAAACTTCTTTTGCn^GT^ 

GGTTATTATTTTTGTTACCACCAAATCATGCTCTATTT^^ 

AAGCGCAATAACAGAGAATTCACCTTCrCTAGTGTTGATTC^^ 

TAAIAGTGTWMTXXSACCATTATTGATTA^^ 

TCGTCGTATAGTCTACGATATAACTACAAATGCATTAGATCACCAACTAAACAATT^^ 

CCTCTTCCTCCCCTTAGAAACGCAAAACCTCXKrCTTAAGGGA^^ 

GTTGTTGTTGTTGTTGTTGATCTGGACW^CCAATATC^ 

ACCCGAAAGTAAATTCAAATCATGTAATAATATAAATATTATACOnrrTGTGGATC 

TGGTTTTTTGAGTGAATTTCTGACGTGCGACATCCXrC^^ 

TTTTCAATCAGGGTAGTACATGGTGTAGTCCCTTGATGGTCCCATACGCGTAIX::^ 

<X:CTATCTAATTTrTTGTTGGGAGAGGGGGTTGGTTGl^^ 

TTTCCTTTTTGAATTACATCAATAATTTTTO 

GATGGTAACCAACGAACATCTAAAGAAATTGTTAATTAATTGTTATTG 

AAGTTTGAGTTAATTTTAGACGGTGCTTTTTCTTKrr^ 

TCTTCTGATAAAGTAGTAAATGATATrGTAACCTAATCTAACATTACTTA^ 

AATCCTTAGTGCATATTAACATAATTTGTACAATGATAATCTAAATTGATT^ 

TTTGATTrAATTAATTTTTTCTTTATGAGGTGAGAT^^ 

CTTACACACACATCATAATTCATTCAATTTAACTCTTTTT^ 

CTACTGTCTaKXrCTTAAGTTCAAAAAAATACCACGAATCTAACCACCC^ 

TCTTCCCAAAATTCCCAACACGTTATTATTATTATTCaUU^ 

TCTGGATTGTATTGTGGATCGAAAGGGGGAGGGTTTGGGAATTGGCCA^ 

ATTTTAATGTAAATATTAACAAGTAGTCATGTAATACTTCTGTO 

AAGGGAAAGGAGGGQGGGTCGCAGGTGATATTGTCCOGTGATAACATAAGATTTCTGAATC 

TGACCAAAAATGTTATTGTTTGACTATTGATCTCTGGATCAATATCCTCT 

GTATATTTACATCACTCATTTCCCAATACAGTATAAATTGTATTAGTCT 

TATTTTCACTGAATTATAAATGTGGGGTTATAAGGGGGCAGGATCAAAACATCTTAOT 

TATTTCTTTTTAAAQCCTCCrAGTGATATTATGTTAACATT^ 

AACTAAGATAAAACTAGTAATGTGGTAATTGATTGAAGTTTTG^ 

GAGAGAAAAAGATAAGCAACTACTCTTAAAATGAATCTAAAATCAAAGGCTGCTAATQGGTTi^ 

CCGGTCAAACATAATACATTCTTACCTTTTCAATAAATCAACACCTAAGAATTCAAC 

AACCACTTCTTCGTCAAAATACCTCCGACCAGCTATTTGTAAAGCAATTGG^ 

ATAACTATCATTTTCXZAATTCTTCCATTCCACTTCTATATTCAT^ 

TTCAGGATCTTGAAATAATCCTGTTTGGAAAACCAAT^ 

TTCATTATAAACTXTI^TCTATGTCGAGCAAa^^ 

CACCATAAAATCACTATATTCTTCTCTTAATGTATCTCT^ 

ATGTTTGGCTCCATCACCAAGATTCAAATACCATTTCGTCAJ^^ 

TTGACACATCAGATGATTCCCATCAGCATTTGATAACTTACTAGCACAATCATAAGCT 



GTTAAAATTACACTAAAGAGCCAAAAGA( 
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TGGATGTGTTGTTOTOGTTAATTCAAT^ 

TCGTCTAATTGGTOQGGATACCCTAACTACACCATCAT^^ 

TGGGCTCATATCACGCXrAAGGAATTGGTAAACAC^^ 

TTTCATCCATAGTTCCAAATCATCAATACTTCTAGC^^ 

TGCCCCACCAGCTATTCCTCTAGCAGAGATTCTTCTTGTGCTl^^ 

TGGAGATCTAATTGATCCGCCAATATCACTACCAACTCCCAAAAC^^ 

GCCAGAGGAAGATCCTCCACTTCATAATAATAAATTATATOGGTTTTTA 

ATCCAAATGTAAAAG(XKrrrGTGGTTCATTGGTAC<^ 

AGTGATAGCATCTTTTTTTQGTATATTATCAATCATGOC^^ 

AATATGTTCTTTAAGTGTAATGGGAATACCATGTAAAGCKXXaUU^ 

TCTTTCCTGGGCTTGOTTTAGTCCTTCT^ 

TGCTCTCTTGGCAAATGCTTTAAATACTTCAACAGCAGTATACTC^^ 
ACCCGGAGTATCGGTTATCTCAAATTCCITCTCCGATAGCAA^^ 
TTGATTGTTCGTTAAAATATCCAATGATTGTOGTAA^^ 
AAGCCGGTATTG?myyW0CTTGGGT 

TTTTGTTAATAATGAATAAAAAAGXGAGTCAGACATGAOC^^ 

TTTACATTATTGT(KK36GAGCAGAAGTACAGaUVTAAATATAG^ 

GGTACGCAAATAACTTCCATATTTGGATTTCAAACCG(nTTT^^ 

GGAACTCTTGAACCGCTTGGTTWTTGGTTCmnCT^ 

TTCArfATTTCCAAAACAGCTGAACTTCATATATATGTATTATT^ 

TAGAAAAATCTGGOCATCACAAAGATATATGIXrn^^ 

GTGAAACGATCACACAATGAAGCAAAGGGAAAAAAAAAAACAATAAAAAr 

AGTGATTTCATTATATCAACAAGCCCCCGACGTCXXX!^^ 

GGGTTAGACTCTCGTOGACTTCTTTACXXyuumX^ 

TATATACTCCTTTAAACAACAAAACATCAATCTCCGTTCTAGJ^ 

GAGCAGTATTAAATCCTTATTCACCTATAAATAACTCACTn^^ 

TCCCAGCAATGGTTGACTCTGAAGGTCAGCCATGTTACCXr^ 

ATAAAACTGGTAGATCAAGTGCTTTACCTCCAATATTTTT^ 

TTGAAAGTGCTTTGCAACAACTTAAAGAAAGTTTAACAGTGTC^^ 

GGTTCATCTCGTTTGGTAAACATGTGAGAATACATGATT^^ 

GGAACAAACAGTACACATTGGAACAACTTCAATCITCCCTTGGATTAATC^^ 

TAAAACAAGCTAAAGATAATAATGGGTATGATCAATTGATTGGTAATATAGGTAAAAGATTC 

ATArrGCCGAATATCAATTGACAAGAATTATAGAAACCTTGGTACCGGATAGAT^^ 

AACGTCCAGAAAGAGCCACTGGTGCAGCAATAAATGTTGCTTCGTTATT^ 

ATCATTTGACTGGTGGTCATTTAATGGTGTTTATCAGT^^ 

AATTGTTAAAAGAACCACTCAGATCaATOlTGACATTATAAAAGCC^^ 

CATCTCATGTTGCCAAAAGTGATATTAATTTATTCAAA^^ 

TTGTTACGTTGGGGCTTAGTTGTCATTTTT^ 

TATGCTATAAAACAGGTGGTAGTGTTGTTTTAAGTGATTCr^ 

GATTTTTCAAAAAGCAAGAAGAAGACGAACAAGATGGAGAAAATTCTGAATATT^^ 

CTTTAGAAGTTAAGACTGGAGTTGATTTGAAAATTGAAGGGCITAT^ 

AAACTCTTCCTGCTAATGAAAGAATGATAAGTACXyUlTATTGTTG^ 

GCAATGCCAATCCACAATCAACTTATGCATTATATTITCAGAAACTAGATAGI^^ 

AGTTTCTTTTCCATTATCAACATCCATCAGGTGAGATGAGATTACGTGTC 

CTGATTCCGATAACATCAACTTGGAATTAGGGTTTGATCAAGAAACT^ 

TAAATAAGTTACAACCAGGAAATACAAAAGTGGCAAOU^CAGCTAGTAT^ 

TTGATTTTTGTACTCGTTTTGCAGTTTATACTGCT^^ 

TArrCCCCCAATTTCTTTACCACTTAAGACGATCACCATTTATAAATC 

GTTATGTTAGACATGTGTTTATGCACGAAGACACCGCAAACTCATO^ 

ATGATGTAAATACATGGGGGTCGTTAGTTGATGAAAO^CTGGTGAJ^ 

TGGACTCATTGAGTTTAGGACGATCCAAAATATTGTTGTTGGATAC^^ 

CTCAGGTTGCTGAATGGAGAAAAGCTGGATATCATGAACAAGAGGAATATC 

CTCCGAAAAGGGAAGCAATGATGCTATTAATGGATAGATTCCCCTTGCC^ 

GATCTCAGGCAAGATTTTTAATGGCCAAGTTGAACCCTAGTACAAGCTATGCTACAAAT^^ 

GTATTGGAGACCGAAGTGACGTTTTCACCGATGATACCAACTTACAACTGTT^ 

TTACAGCTAAAAAATAGACAATTGCATTTATATAATAATAACAAAATAGCATTTATTTACCT^^ 

CCACAATTGCTCTTTTTAAGAACTGACTTCTAGCTGGrrGTT^^ 

AATCATCTGCTGAACGAAGTTGTTCTACITCTTCTGCC^^ 

AATGTTCCTTAACCTTGCCTATAAATTGACCATTTTCATCAAATATTAGTTC 
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CAGTCTGATAAATTTTTCCATCTATAAGTGCTGA^^ 

CATTTTTCGACGCTGATAACGACGACGACGACGAGCC^^ 

GATGATCTTCTTTTAAATCAGTAAATTGGAGTTGTCCTC^ 

6ACCTGTCCTT6AT(XnX36TTCTTCTTC^^ 

ATGTCTAAAAACACATGTGTTACTATTTCAT^ 

TCAAAACGTTTGTATCTCTATATTTTCTAAGI^^ 

TTCATCTTCATTCCXrATCTATT^ 

tttcttcaatgcttttgcttctgcttcl^ 

accacgacggaaatcccagttcatttxnravccctgtgtc^^ 

ttgaatagtatgattggttttatcttcck:catc^taac^ 

agtttgattatcatctataacatcagtaactgatrn^ 

tgcatgtgtaacratcaacacatttttaattt^^ 

caatttggcacgatxxsragatttcatcataatct^^ 

ccaagtatcttcatcgata^taatttatcgaaaaatgttcl^^ 

atctctatttttacgaaaccattcaccaactcctct^^ 

tctcgacgtttctatacaacgataaaaaggtgaagcaataataaatt^ 

aagataggcagctaactgttgggcttgttcaacaccatgtggtgctaaagccg 

atttggtgggtgtqgtggtggtaaccaatt^^ 

atttgtgagtagaaaogtaatctattgatatgtatataaaagaata 

aaagaagaagaagaagaaaaaaatagaacgatgagagtttgattgatgt^^ 

ttatgtttcatttttctgttgttgttgtt^^ 

gtgtgattcaactatcattaacatcacgatactcmyuu^^ 

tgctaattataacactttggtatatactaaaaagtttactgxacattat^^ 

tttcatttatcttatatccacttttgttctcctaa^ 

gattttcgacaattctcttauvttcttt^ 

taccagtaatagtgataacatcatcaaacac^^ 

tagtaccaatggcaaggatggcagattgtggtgggtt^taata(^ 

CCAAGTTGGAAATACAGATGGTACCACCTTGGAATTCTTCTGGAAGTAATCT 

AATCTTTGACTTGGTTAGAAATTTCAGCCAATCCTTTAGATT^^ 

TTGGGGTGGCWVeAGCGACAGAAACATCAACATTCTTGTAT^^ 

CATTTACTTCTGGAATTCTGACAavQGTCTTAQCAATAG(Xrr^^ 

TTTCTTCAGCAGTGGCATTCAATGAAGCAOGTAATTlKa^^ 

ATGATGGGGATTGTTGAGTAGATTGTAATAATCTGGAAGCa^^ 

CGTAGGAAGCAGTAGCACTTGGAGCAGCACCGGCGGTGGOGGCGGCGGOUXr^^ 

GTGGTTCAACACCTTCGAGATCTTTGGCAACAATTOT 

TACCTTTTTCTAAAGCAATAGTTTTAGCAAATGGTGATGCAATTAO^^ 

GGGATGGAGTAGAAGCTGGAGCTGAAGTGGAGGTAGAAGCCTTTCGTTC™ 

CAGCAGGTGCTGGTTTTGGTGCrrCTCCGGCATCAGCAGCAff 

CTTCAACATAAACAGCAATTGGTTGTCCAACTOGAAamriT^^ 

AACCTTCTTCTTGAAATTCAAAATCCATTGATGCTTTATCGGT^ 

ACTCAa^GCCAACTTTTTT<;XX:CCAAGATTGAAT^^ 

TAACAGTATGTGGTGGGAATTTACCTGAAGAATATAATCnT^ , 

AACTTCTTGGAGCAATGCTACGAAGAGCAATTGCTGATCTCGA 

GAATCTGAATAGGTTGATAGTAGTGAATAATTATAAAGTTGTTCTATT^^ 

AAAATGGCTACTGATTTAAGTTCTTTTTGTTTAATCT^^ 

TCTTTGTTTGTTTGCCTGTCTAAGTTGTCTTTTTTT^^ 

TCTTTTGCGGTGTTCAATGGATTGATCTTGTCCGCTGCGAGA^ 

CGTGTATACAAAATATATATTATATTATATTATATTATATTATATTATTGTTACATATGTAGAA^ 

GTACTCTCTATAATAAGTTTACATTACTACTACTACAAAAGTAGTTCCTTTTAA^ 

TATCTATCATAGCAAACACATCTTGATAGCCTTTTTXn^ACCC^ 

CATTGTTTTTAACCAAACTATCTTTTGCCGTlTGCX 

GATCAACGTTGGAATTGAGCCATTTGCTGGTGTTAGGGTCACT^ 

AAAGTGGCAAGTTTTCATTATAGAACTTTATGTTTGTATCT^^ 

CTATTGGGTAAATGCTATCGGCTTTTTTCGTTACTGTGACATC^ 

GATACGTTACTGGCGGACCCACAGTATCGACWVATATTTTCGATATCl^ 

TCAAGTTAATAGTAGTATCATGTGCTTGTTCATTCAAATTGTAAGCTCC^^ 

CACTAGAAATGTCTCTAGCGGTCATCGTTGTGGTAGCCCATCCAATGTGTTTATG(^ 

CAATTTGCTTGAATAATTCTTCTCTTTTCACATCTG^ 

GTTTGGACAGAAATGATTCTAGAGAATATGCAATCCCATACACCATGGGACCCAATACTGGTC 
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CGTCyiACACCAAGTACAATTGGTTCAGTCTTGTTTTGTA^ 

TTGCAAATTTGAATGGATCTTCAATATTGGTCACGGATQ^^ 

TCTTATTTGTATCACTTTCTXm<XriTCTACTGACTC^ 

TTCTCTTGAGGGATGCATCAAGTAATACT^ 

TTTCTATATAACTTCCACAAAAAAAAGAACTAOGAACAAGA^^ 

GGAGAAAGGAATGAQGAATCAAAGTAAACAAACAAGCTGGAGATGTCGCGC^^ 

CAAGTAATGGCTGAACAGAGAAGTACATTAAAATGTTTCATO^^ 

TTTCTOTTTTTATTAAATGGTATTATGTTTATAAGT^^ 

AAACTATTACTTGATTCTCTCATTTTTTGACAAAATTTGT^^ 

TTTAGTCAGAAATTTCTATCAACTGCCraATAACTTGT^ 

AGTATCAAAAAGCGGAACTTACTAGCACTACATACAACTOGTGGTGAT^ 

GTCATTGAATGGAATGCXrrAACATTGACTTCTCGr^^ 

CAAACCGAGAACTCAAATAATAATAATAGTGAAACTCXrAAAi^^ 

AAACATTAAAACACATTTCAAACATTTCATATTT^^ 

TGTGACAGATTTTTTTCTTAGGGTGGTGCTAATirrAa^ 

ttccca(mk:agttcaatcaagctatatatcacttt^^ 

ttgaaagatcatagggaaggccatttttttttatcxm^ 

tttaagaaaacaaaaacaaaaacaaccacagcatctcaaaacta 

attgccattcotttctotttt®3tgttc 

cattcatttaattttttggatatttcattcat^ 

atataacattgacacatacacttttttttttcccac^ 

cttgggaaataggagaatagaaatataacatcctattacago^acagaactac^^ 

actaccaaaacaacccacagaaacatgggttccaaaaacaaacgatatagctat^ 

catttcaatgcagaaaatgagattaaaaaatacx:atttagatgtatcaacatt^ 

ttccgtaattacaactgttcgactttcttttgg^ 

ttagcaacagatatctattcttgtctaaatatcxototato 

gcatattccattgccaaatggattttcactggatgtat^^ 

tgggccatacatattxxxraggacaagaaatattgarptogt^ 

ATAAAATATTATGATAATTTTTGTTTATTAAACAGTATCAACGAAGGTCA^^ 

acttattatgagatagataatgcattacaaatattagtggctgacaccccaagacaagttat^^ 

ttaagatactatgccactggtggagagttaaataacaatattttgaataacatt^^ 

ttgtacrixnctattattttgagtttcatgtgtto 

tttgggatgctttgttacattccyittaaagatccaattgagc^ 

tctcacttgattaacgaaagtattgctgatgcagttaggttgcacc^ 

ggtatattatcggaagagagaattgctcaattq(xtgtgtt^^ 

aaaactttttaccgtactvgataccagtgccacyvttggaat^^ 

aattccaccaataattccagagacgattttggaggccaolgtaa^ 

aataatggaattgggaaacgtctaagtcaattgagagagaagtatactcaaccaagttat^ 

tctaaaccagttgattcgatagtaggtcacgaacaactgctttac^ 

ttgagtgaggatcaaaacgaattaatgtacaaacaaccaogatcaac^ 

cacttgaacaacccaccaaaacggtctatcactowyittxcagaa^ 

tttaagccaatgagaaaagctcctactgaiccattagggcxmxsac^ 

ttaactggatatgaccaaccagtacagcccttaccaaagtcatacacacaagatc 

aatgattatgccgaactgataacgaacccctttgggaatccaagctcaatatattc 

tcaagaccgatgaaaacagattatacagatgagggtataaatccgttatacagccagattaaa 

tcaacaacggaacctattaattcyvtttgaactctcatatcagac^^ 

actgatgagtatccaataactgaagaggatagattacattcctcacaagacga^ 

gaggaccaacaacagogtagtcctacaggaactgatattatagatgactttttagaagaatt^ 

GAAAAAGAACX:TCCTTATCCAGTAAGAGGAGTTTCGAAATACTTT6AAACOT 

GACGTAGTGATAGACTTATTTTATAGAATGAAAGGTTTTAATGCATAGAAAAAT^^ 

AGATAAACAAAAATATTTTAAACACACATACATtmrTTACTCAAAAAATAC^ 

TATGTACAAGAACCCACGAACCTAATTCATTCAACTTTTXXrCTC^ 

TATTCCAATTTCAACTTTTGTAATTCTTCATCACTGATT^^ 

ATTTXXrrTAAATGTATACAAGTACACAGCTAACGGTATACTACn^ 

AAAAATGGAGCTCTTACTCTGTACAAGGCTGGCGXtSATTTGATGAGT^^ 

TTTCTTCATAACAAAGGATGTTAGTATCAAATGCTATCATTGT^ 

GTGCTCCTACTAATTTACCCATAGCTAATGATTATAATGTGGTTCTTTGATTAA 

TGTTACGATCTAGCTTTGTATTTTTTTTTTCTTCCC^^ 

AATGTATATGCAGTATTTTGTCCAAACAACAATACAAACATCGAGTATATGTTGATAGCATAAGA^ 
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CTCATTAATCTGTAATTAATACTTCCTAAiUUVTAGCAT^^ 
CAGGTTTTATTACCGGTTTTCTAGATTATATACAJ^^ 
CACGCTATCTTTTCTTCTTTGAGTAGCTTCCA^^ 
ACPATOTKUUtfrAAATTTGCTtt^ 

aagactcaatttaggaggcatacx:agcaattttcctaaacx^ 

aaatatcgagttaacagcaaaatacaaaataatagcagatgcaaaccct^ 

aacaacagtcatgacttttttcatacctgctgc^ 

AAOKSATGGCAOCAGCAGAAATAGCTTGTAATCCCAAATATGGATCAA^ 
CCCTTGATCAGAAAACCCTTCAACATTATGATTAI^^ 
TAATTGGACGGCAGGAAATAAAGTGGCTAATGTG6iUUU:A^^ 
A(XTCTCATTTGGTCAACTGTATCACCAGTCTTAAT1^ 

catcttagttqcattagatgatgctctgacatataatggaaacaa;^ 

AATAGTACCCCACCATGGTAACCCAGTATAAACATGAGTAACTTCTAATAATCTT^^ 

ccaaccttgagctagaccgatggaltgcaaatatcxxa^^ 

agcagaagtggtggtatcatcaaatgaagtcaatttatctt^^ 

gaatctgattgatgagtatattaaaggtgaccoggtggct^^ 

agaixx:tgaagttgcictaaatgagcgggtcaac^ 

agttcttagatttacagtttoatcaaaaaaatgaaai^^ 

AAAAGTCGTGTCTGGTCTTACACATTATTGATTGAGTGTT^ 

ATATAAGGTGATTT<3GTTTATTGACAGGATCAACTCATAGAA1^^ 

TACATTTGAGATTATATTCTCAAGOXSAAAGTTCCGT^ 

ATATTTTACCTCATTTTGTTCAATTACCAATT^ 

ATGTACAATTACAAATAATGCTATATXCTGAACTGGAT/^ 

AACATTTGCAATCAGAATTTATTCAGATATTTATTTAC^ 

CATTATTGCATCAGCTTrrACACGAAAATAAAGAGTTTC^ 

AAGTTTGTTATATXKSGGGATTATCTTGGGGO^^ 

AAGAAACAAGOTATTTAGTACAAACAAATAATCTAATGCCATTCTTG^ 

catatatatttagaaacaacaaagacgcgtcaosagttggtggcataatacagt^ 

ttttacgttcacaatatatttacaagtctttattgattt^ 

aacaatgtttaaaattatttacagcttttggatttaatcataatca^ 

aagcaggatgggagaatatacacaaiiK:gacatgaagccatccaaaccaatgagaatc 

caaaatatgatttggatattcaccagaatttattagctgaaai^^ 

atagaaatgtctattcttcatctaaaactggaca^ 

cagctttogaaacgttaatcactgaaaaagtggctacc^ix^ 

ctcatcaatcaattaatcttttcatagttgctggattatgcaatc 

tgaaaacattatcacatattttccccactatatcaaggaaaaa 

tacatgctacacaagatgtggaactcgccaaggaagtgatgaactattatcx5tcata 

atgttcaagtgttacaaocgtaaatacttgttttcttgtct 

gcttacaattgcttgaatcttaccaagatgttaaattotttc 

TAACCAAAAATACCAAAAATTATGACTTTATTCATGTACATAGTTAAA^ 
AAATGAAATATAATATAATAATACTACCACATACTTTTAAACGTCAAGTTCGT^ 

ctaggggcagacattttgtgaattttcactcctttatcatto 

ATAAAAATATTCTGTCATTTTGGATATCTCTTTAATTCT^^ 

gaatccatataaacatcaaactcatctaaacctctaatacgagaattcatcact^^ 
gcaatttgtgaaaatgatttttcaccaccagataalkyvtt^ 

ACATTCAATTGTAATGTTTTTTCGGCAAAATCAAAT^^ 

TCAAAAGTTCTTTTTGCCTCTTCAATTGAAGATTGGATTAT^ 

GCATTTAATTTTCTTGATGCAGAACTCAAAGATTCTAATOXrCCCTC 

TCTAGTTGGTCCAAGACTTCTTCCAATGAAGTTCCAAGAGCAC^^ 

TCATAATCTTGTX3CTATCGTCT(nTGGGTATCATTAGGGTATATGGTAACT^ 

GCTTTGGCAACAAATTCTTCCAATTTACGATTCCCTTCAGCAAGTO 

AATTCAGTTATCTTGTATAAATAACGTTTTTTAAGGTCCTCTTC 

TGTTTCACAAATTTTTCTCGAATGGTTTCATGTOT 

TCCTTATAATTTTCATTCATCTGAGAAAGATTTTCTAAT^ 

TCATTATTGTCTTCTATTCTTGCTTCCAATGTGGTGATATTO^ 

AAAGTACTACGATTTCTTTTCAATTGATCTAAATTTCT^^ 

TTGGCATCCAATTTCATTTTTATACTTCTGGCCCGTCr^^ 

TCACGTTGTAGATCACTGATCAAATCTGACATATTAGCGACCCCAAACTTGGCCATTCCAT^^ 

GGATCTTGTCTAAAGGTGTTGTTTTGATAACTCATTCTAT^ 

TGGACATTTCTTCTCCTGCATGAATCTCTAGCTTCAC^^ 



wo 02/064766 



PCT/EP01/i5398 



209/251 



ATATCAATCAAAGCATACAAAATCGTATCATTTTa:ACATOT 

GCTTTACCGGAAGCATAGTTCAMCTTTC^ 

AATCTGTCCAACCTACTTCTATCACCTTCATI^^ 

AACAAAGGTTTCCAATTATTGTATTGATTCTTO 

CAATCAGGATGTCTTTTAATCGCTTTTATCAAa^ 

TCTTTCTCTAATTGACGCTTTTGC^^ 

GATCTCAACTOKSGATCAGGATTATCTTGCATTTC 

TCATCAATTTCAGAGTTTAACnTTTCCAATTCT^ 

CTTCTTCTCTCCTGTTCTATCTTAGTCTCGGTCCTAGTAAT^ 

TTTTTCGTTTCCTTTTTATTGATTTCTAACTC 

TCaiCTATATCTTTTATTTGGCTTTCCACrrCCr^ 

TCAATTTCTTTTTCACAAACATCAATCTGGT^^ 

TTTTCTTGATCAATTTTTTTCrCGAT^ 

TTTCTTAATGCATCATTAGTTCTATGCGCATTATGAACTT^ 

GTGTATTCTTCAOCnTGACGGACanTATTAT^^ 

ATATCAGTGATAAATGCCCTATCaiTAAAATATTCATACTTGTTT^ 

GCTTTGTCTTGAGACAAGAAGGCGAGTGGATTATCAATGGT^ 

CTCTTTTTGTTTGACACTACTTTTCC^ 

CTTTCAATAATGATTTTOTrcarGAAAACGTC 

ATTCXJAGAAGTAGATTTCCCATCTTTGATTAAATC^^ 

CCTAACCOTACAGATATACCAGTTAAGATTGCACTCTTI^^ 

GGTCCCAATTTCAATTCAAATGAATOGTGGCACATAAAG^ 

GCCGGATCTGAACXauu:GTCATCATCATCATCCTCC^^ 

TCATCTGATTCCCCGTCAGAATCCGiUlTCAGCACCTGAAM 

CTACTAGGGGCTTGAGTCATT<mx:TTCGTTTT^^ 

TCTGACACGCCTTCACCACCATTTCTGGCATCGAATAAAGAATCCGCGTCATGTT^ 

ATTTGGATAATATTCAAAGTAACATAAAAATATAATACCACTTATACACCAAAGAAGT^ 

TGTTGCTGTTGTAGATAATTTGATl^TTTT^ 

AATCAAAAGAAGAAAAGAAAAAAATTTCGTGAACAACCAAAAAAAAAAAAGAAAAGAAAGCGCTT^^ 

GCGTCTCAATTACCAAAAAAAAAGATAAAAAAATTGTTTGAACGTGACAAGACAC^ 

TCAAAAAGTTTATTAACTTCTTTTCyiGAGAAAAATTATCAAATC 

GGAGCATACTGCTGTTAAGAGGGTTTTTTTTTTTGGTAGT^ 

TAATAAATTTCACAAGACAACTTACTACTTCTTGGTGGGGGGAAGGACCAACT 

TGTTGATGTTGGTTGTTGATGAACAAACAAAAAGAGGTTCCAT^^ 



CACTACTACTGAATGGTCTAATATTCCATTAAGATGATAACCTTCTTAATAT^ 

GTCTTATGTTACCCACAAGCCATTCTTTCTCATCAAATAT^^ 

GAGGAAGAGGCATGGACTTCAAAAGTTGATTTTCAACACAACAT^ 

AATGTTCATTGTACTTCCAATTTTGATATTTGTCAATTTAC^ 

ATAGCATTTTTAATTTCAAATTCAAAATTTGATTTCT^^ 

GATCCTGCTAAAGTAACCACTGGATCAGTGACATTTGCAAAATATGCTATACAAG^ 

GATTCTCGAGAATTAACTAACACGAATCATAAAGAAGGTTGGACTTC 

CCTCAAGATTACCCTGATTCGGTTTATGGTACTGAAGTITTTGAAG 

GAATTATCTCGTAAGAATGAAAAATTGTTAAAACTCGGTGATGACGATAATGTTAGT^ 

AGTCCTGCCAATAAAATOCCCACCATTTTAGCTTGTGAT^^ 

TTGAACGATTATTTTAGTAGTTATTCCCAGTTGATTACCAATAGTTCAGCAAACT 

GAAAATGCTACTTTGGAATCGTTTATTAGAGTTGCCAAAAATOGCTT^ 

AGAACAATTTCTAATTTTCTTGCCAAACCTAAAGATTTATCAATT^ 

AAAGGTGGTATTCAACATGCATTGGATAATTTCTATATroGTG^ 

TGGGATAGTTTATACAAAGATGGTCAATCTTTTAGAGCAGAGAATTATTTA^^ 

GGTCAAGGTAAAGATTTTGGTAAAGATTCTTATCACATCAGTTGAT^ 

ACACATATAAGTAACATACTAACAGATTTTGATAGAWtfXXnCATTCTAATCAC^ 

AAAAAAATTGTCTAATTTTTCATATATTGATTAATTAAACAGAACAGAATATAAT^ 

TTACTCAAACGGTTCATTTAGTAAACAAATTGAGATGAGACCTAAAAAGTTTCAC^^ 

ATCATCACAATTACACTAAGAACAGTACAATACCGTTACATTTTAAATGTATACTAAGTTGACTT^^ 

GTTCCTAATAATATTTAATTTCTTTATCTATTTGATGCCGTGCCTG^ 

TGCATTTCCCCGAAAGTGAGAAGTTTTGCCGTTCCATOtX;^^ 

ACAATAGTTTATCAGTTTTCCTATTTGGGAACAAAGCTATTAGGATTTGT^ 

TAAAGTTACAGTAATTTATTTACTAAAAAGATAAAGGAAATTACCCATTTAATAC^ 
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ACyUVTAATAAATCCiUVTTAATTATCAaUVTCTW^^ 

TTGCACATTAGATGATAAATACyVCACACACATATATATATATAAATAGATCTACA^ 
TCAGTTTCAAAAAGAAAACAACAGCTTTT(mmn^^ 
TTATa:ACTTTATTTACATTAGCCAauU:CATT«^^ 
OTGGAGAAAAGAGCCATTAATGAAACTGCATTAGCEG^^ 

tcatatcggaaaccatttgccatttatcaaccaaaao(^^ 

tggttaaaggctatggattttgttcataatattacx::atacx:gggato 

acaacaaattataccatttgtcaaatcactactggagaaggtg^^ 

actttaaatccattatttgatttaacgaaaacttattttra 

actaccattggtggagttacatttgctaaatatgk:g(mo^ 

tatcataaaactaatcctgattggatttccggttatai^^ 

aatgtatatggtacagaagtatttgaagi^aatcaaaaatti^^ 

catttaaataatgxstactgaacxstaatgctaaatttag^ 

aaagttgttaaatgtgattctttaactagtgataattattl^^ 

ttcacattattgatgactaatggttctgctacttatt^^ 

atgacaagattggctaaacatggcttggttgattatgatagaatcatgat^ 

agaccacctccatcaatgtcagcx^atgaatatrrc^^ 

aatttggttattgctcgtactccaattaticatgatatc^^ 

AAATATTCTTCTAAAAATTATGTTGGTGATATC^^ 

TTTGATACTGCTTAATTAATACCCCCTCCATGTTCTC^^ 

TTACATTTCTACTATATTCnm'ATTGTAAAACATTT^ 

ATAAATTATATTATCATTATa\CTTTCTATAAATACAAAAGTGAGCTOT 

TGAACTTTAAGCTCCTCTTCTTTACCAAAACCTTGAOCAATGAAAT^^ 

GTTCTTGTAGTGTCATCGGAAACTACTTTCGTAAGATGATCi^^ 

ATAACATTGTTCTTGCGTGGOGTXnTATTGTTATCTT^^ 

TCTCCCAATTTCAGATCCAaZTTTACATCAACATGTTakT^^ 



tcgtgttgacgttcgtgttgacgttcgtgttcgcgtt^^ 

ggtttgacttgaatttgaatatgatgttcatgttc^gg^^ 

tgttgactttcaatctcggtttctgaattttgtccc^ 

tcttctctatcatcaaatacttcgtgataattattaatcaatttttct;^^ 

ttaatcaaaatatccaaattactagattctgttaatgctgqcxx:tatcaccgtagcaatat^ 

TTATTAACTTCTTTATGTTCACTGATTTTATTCAAATGCr^ 

GGTAATGAATGTAAAATTTTTTGATAAGCATTCAAATC^ 

TGTTCCAACTTCAATTCATAAAATTGACTAATAGCATCATa^ 

GATTTGACAATACTGGTCAAAGCATGAGTATCATATCXXXXai^^ 

GTTTGTTTAATACTAGTCAACTCACTAATGGAAGAACTGATAaSATAJ^ 

TCAATTTCTTGGAATATGGCTTCCAAAAATTTCGGAACAACA^^ 

ACGCCAAAGACAAGATTATTCTTTGTAGTTTTGTTGTTAAQ^ 

TTTAATTTAATTAACCATTCATTCAAGTCAGTGTCyiT^^ 

GAATCAATrrTAAAACACAATGGCATAAGGTATACAGGGAAAATCOTTCTGT^^ 

GGCTTTTGCTTTGGTTCGATCGAATCTTCTGGATT^^ 

GTGTTTCCAGTTAAAGAAAATGGCCTTGATTTGGTAAATAAT^^ 

TTGTATGATAATGATTGACGTTTCAAAGATGTATTTGATGTTT^^ 

TTATTATTGTTGTTGTTGTOXsAAGTTGTTGTTATT^ 

GTGTTGCTAGTGCTGGCACTAATTCCACTATGAACATTACTGAAACTGCTATTGGT^ 

TTGTTTGTACCCTTAATGAGTCTTTTAGAATCTCTAATATGTTTCT^^ 

TGATCTTTCATAATTCTTTGGAAAATTTCAGCT^^ 

AATGATTCATCCAATTTCAATAAAAAGTCWUiCTCAO^^ 

CCTTCAAAATCTTCCACACTTAATTCCCTAATCAACTTATAAATC^^ 

TTAAAATAGGAAGGACATTTATCAGTTTCAATCAAATTCTCAAT^ 

GTCGATTGTAAATCATTGATAGTGATATTTGGTGGCAATAACAGTTCAACGCTAra 

GTTAATGTTTGAGCTX3CCCTTACCCATAAATTCGAAAATTTACGACTCTCGG<^^ 

GCTGTCTCAATACATGATGGAATATTACCACTACCTTCAAAAATAAATTCA 

ACTTCAGCCATTATCAATAATGTTTTCATTCTATCTAATC^^ 

ACCAACAAATAACTTTTGAATTTAAAGTACACTTTGAACAATTTAC^ 

AATTGACGTTCATCTCGAATGACrAAAGATTCAAAAAAATTGAATATAT^ 

ACTGTAGGTTTTTGTAAACTGAAATCrrAACAAGGCATTCTTT^ 
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acccaatcttcagtttttattcx:cttgtaaaa 

ttatgaacatttctatcacttggcaaatttctatt^ 

gaaatcaaatattcatcaaatttcagcacttcaact^^ 

ttataataagttaccaaactctx^aaatgatttctco^ 

atttcattactgaacaatttgagtaatttgattaatatgt^^ 

aaattatttatcaaaacaatcaacacttttaatatattgatc^^ 

cccaactcattcaaatctactgcagtatccaaattccagmx3qgaaattca^^^ 

ttaaaatttgcnrccattttcgtcttgtcccyvttcat^ 

gatatcacc<x:gtttcctgaatttataaac<n«tgagctaat^ 

ttgtagtttaataaaaaaacaaatctatattcagttaaai^^ 

agcaacaacaagtcaatcaacctctcuu^ggta^ 

tccatgcttaatttccttttattagatttggaattato^ 

gaattcaaaatatcatcaacatcaatacccaatcctogaac^^ 

tatccaccaccggctcx:aacagcaccaccaccagtaacagaactagtagagctattatc 

TCATCAATTCTAAACXmZAATTCATTGTCAATAACAAAATW 
TCCTTTTTATCACCIKyVTTTCATCAACTCATCATATTTGCX^ 
GGAATTCGAGAAGCAGGGTTAGATTCACTCAATGGAGTCTCATT^ 
GACAAATTAGATCTATTAATATTGCTTTTOUlTAATGTa^^ 

gtggtixx:atccaaatatgcttcaggaagttctggttc(^^ 

atcgaatcacaatttaattcaatcaagcgcaaaagcttati^^ 

ggtgatggtggattttcaagttg<x:tttcgtcac^ 

•itagaaaatataaatcccatagaatcatatcx3acgtaaaacatcxn^ 

gtcaagttggtcaaatagtcattccatctatcaaaggaataatttac^^ 

atatcaacactcttatcggtagtgttcccactgttgttgat^^ 

tcgttacctcctagatgggttgacttcx:catgatcaa^^ 
aacaagacaggtgaccaatogcttttcaacaatc^^ 

ctcaaaaccggctgtgataatataacagatgatataccxauux^ggatgacatgtta^^ 

catcctagatcaatccatttttccaataatctggctttxn^ 

ttttccacaaacaaatgatttaccaacaatcttgacaaataatgaatgtgataatc^ 

ttctttttatagaaaaaatctcgattagtgtcatcgctaatt^^ 

gagttccagttactaaaaaactttaaatcaatttcactaatg^ 

ataaacacagtggaattcaaatcttggaatx^rrtgaalo^^ 

aacacttgttgcttttgaagcattttgttttt^ 

AATACTTTCAAAATATAGGGGGCAATGTCAGATTTTAATAAAAATCCATC^^ 

ACCTGCAAAACTCTGGAGACAACCAATTCCAAGTTTGTKMX^^ 

TAAAGAGAGAAAAATTTCATGATTTTCCCAAAATCTGGTAAAATAGGC^^ 

cgggtatcx:aaaggatcttgattgaacaataaaaagtogaaaatggct^ 
aatggagctgaaaatcgatgtgtatcaaaatcatataataagtctggatgt^ 

ATGTTGTGCTCTGATATATCTATAGAAGAAGTAATCGGTAATGTAGGT^ 

ctactagaataaggtgtatgaaatacatttctattgactggaattctt^^ 
atccccaatggaggtggatgtgctgttggggtattttgaacaatggggct^^ 

TTCGTATCAATTAGAGTTGAAGCATTAGTTTCAATTGTTGCAT^ 
ACATTTTCATTAATGCTATTACTGTTAGCTAATGAAGTGGAACTAT^ 
TCATTATTATTCTTCATCATTGCTTCAACTTCTTT^^ 
AAATTTGOTGGTGCCTTGTAAAGATATAAATGTGATCCTTTTAA^^ 

ttgatttcagtcccattgaaaacaccattcacccacgaatgttttcc^^ 

aaggaattcaatttcacattaggtgcaactgacgattggaattogggac^ 

ccaccaccactaccactatttcctgtagctcctactcctctaatagat^ 

TGAGTATTATTCAGTGTTGCCAAAGTAGAAGCAGCJUnTUmx^ 

ttatctgataacgaatatggttgttcgtgtatggatgccatatcttcat;^ 

gactcagtgtggacaaggtggtgatgttggtgttggtggttocggtggtc 

tcagaatattgatccgatccttgttggtgtgattgtgtaggcaagt^^ 

tatatatttggtgaattagtatcgtgagaaacactctttcgttta 

atgatggttgattaaaatattagtttgatatatttgttaggtattaataat 

aaaaatggatatgatgtttgtaagatcccaatagatttataaagaacaaagacggaaggaaaga;^ 

aattaaataaatgaatcaataaagtgaactgaattgaagtgaagtgaactgaac 

gaaatgaatgaacaggttgtaagaaatttttaaaaaaacccaqgaagaatt^ 
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AAATTTAACTAAGAGTAAGAGAGACGGGTCGCCA/UVAAAAIUtflW^ 

TGAAAATTAAAAAGTAACGAGiUVTGAAATATACATiUUlAAACATi^^ 

TACCtWACCACCACCAAGAAAAAATCCACCACCCANCnXXXrr^ 

TGTTGCTGTCGTTCATACCTA' nT rTTTTTAAAAATA^ 

TTGTGCAATGGTATAGTCTGTTATTGCTTTTTCAAGTGC^ 

AAAAAGATAATACAAAATTATGACAAAAATTTACATACAGAAACAAATGGAAGAAAA^ 
GTTAAAACAATAAGAACTAAGAAATAATAATAAGAAATGCTTGATTC 
AACAACAAOSAATACTCATGCTCATATTAGGACCAATCCTCOT 
TGTA(yVGTATATACACATCTGGTTATCAATTTCGTTATTG^ 

GGGAGGGAAGGACGAGGACGAGAAAACTGGAATGGAAGGCGGACATAACTAAAGA^^ 

ATAAAAACAAAGT(n^ACAAAACCAAAAAAAAAAAA6ATAAAGAAGCAGAAC^ 

CGATTAATTATCGTCTAAAATCTTTCCAAATTTAAAACAATCGTT^ 

ATACAACTTGATAAAT1»ITTCTTGATTTGAAAAAATAAAATCX3^^ 

GAAGTTCTTCTCTTTTTCTCTTTTATTTTGTO 

TGGAATGTTAAATCAATACATGTGTAATTTAAAATCAAAAAATCAACA 

ATTTCAATATGTAAATTGACGTGTATTTTAACCCTAATAAAT^^ 

ATGTTTCAAAAATGACAGTTTATTTCTCGCT^ 

TAAATTGAGCAATAATGTAAGAI^TAATTATTTTTT^^ 

GCTGGTGGAGGGGGGAGATATTTGCGTTATCGATTAAACAAAAT^^ 

AATCTTGTAGATTTTCAATATCTGATCATTATTATTTGGCJ^^ 

AATATCTAATTCAAAGCCCATCAATCAGTCAATTCCCGT^^ 

TCAGTCAGCTGATTGTCATATGTAAGCTAGTGGGTGAATTCCT 

AATATTACTTTTTTCUITTTATTCTGGTTTAGACGT^^ 

CAAAAAAAAACCAATAACGCATAATGACATTTCTCATTAA^^ 

GGGTAAGAAACAAGAATTTCGTTTAACTCTAACTTTAACT^^ 

tatgaagaggaggaagagaaggaaataaacxttaatattcaaaagaggaacctgaaacac^ 

aaagttgctggcattctttcattactttactgactaataatatt 

cttatgtagacaaatcaagattggttaaattatcaaacacaataatgaattca;^ 

ttttttttaaaaaaaaaatgtcacattttt^^ 

ttatctatgtattatgacaacattgataatxkaattaacaaatcgtt^ 

tcaacaactctcaattataatcctgtttcctataataaatctaagc^^ 

cagagagagagaacttttcaatggagactatttcaaatacta^^ 

aaaaataaaatagtactgtcaaaaaaggggaaagtgtaaatcttto^^ 

ataacaatatcaaaagcxrrcaattaagccaattcttagcot 

tacacctccrigagtataaaaaagagacaaaaataaaacatgtatataaaagctataataaatctaataa 

aggaagacaaaattatcaaaaaaaaaaaaataagaagaaataaaaaaagtatactaataatagttgtagg 

ttaacttattaaacctttatttatcactttaaagtgactt^ 

agtcttctacattctgtatggtttgaatcx:aattgw 

tcaactaaagcaagttottgacctaaacataatcttggtccagt^ 

CTAGGTAAATTAGCCCATCTTTCAGGAATATATTTTTCTOGTTC^^ 

gaaaataatgggaaaataacttgttcaccttttc^^ 

ggtagcacggtatctctattagcagttctagtattaatgggtactggagga 

caccaacgtaaatattcacaattatgaatggtttcaaaagtgattgat^ 

tcttttttcaatttattccatacgggtttattttga^ 

gtatttctaccggctaataacacacttaataattcatctaaaatcact^ 

tgataaaggaaaacataatttttacttggatcatttaat^^ 

tggaatacaaattcatgtaaatgtttgacascatttto 

aatactaatcttttcgtcatatgatattgcataacatcaaaattaggtgcaaat^^ 

atggtagaaattgatgtttcaccaagaatcagttttaaacaato^c^ 

taatcaatagtaaaacaatggaataaatgttgtaaatcaaattctcct^ 

ttaattaacagttgaatatatgattccatagccgtgatttgtttaa 

ataattcgactatgtttccaactttctccttcacttgai^^ 

ggtctagtaccaatcgtccaattattcaaatcagcactactaovcat^^ 

atgatttgatttttccctaaaqcagtagttttcattt^^ 

tgataaaaatatccacttttggttagattactattatcaacaag 

/VCTAATGGTGCTTGTTTTACTGGTTGACAATCATATTTACGTTTO 

TAATAAATGCTGQCTGCTATAACAGCAATAGGTAATAAAATTAACATTTAATAATTTAGGGGAGTC 

AAATTATTCAATGTAAGGATGTTTTATATGAAATAAAAAGAAATGAGAGAT^ 

ATTTAAAATAATTrTOAAGAAATTCAATTTGATTTAAATAGTO 
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j^TACTTTOAGGAAiUUtf3GATAGAAGGAGGTTGGTGGGGA 

tagtttattctcattaccataataataatgaaaac^^ 

tattctttctkx:tc»ctttcaat^ 

aaaaaaaaaaaaaaaaatttcacgtggtgatgatttcatctaaatgtat^ 

aaggaaagattactactagtagtagttgtttaactgactaactaaa^^ 

agaaaaaaaaaaaacaaaacaaaacaagaagatcgttgagti:^ 

aatattatcttcggagttaatttcttctcx^ 

taaaattaaaagatgtaaaacgtgtgtctatggagcatttx^ 

cagaagaataaouicaacaacagcaacaacaatgaacaaogtttt 

ttcaactttaaaaaaaaaacgaattgacatguvaaaaataacgcatacaca 

ggaagaactaactctttttttcagatattgttatatagtt^^ 

ccacagtaagtgctacgttgtttacgaaaataagatcaattcaatg^ 

taacggattttacgatcrrttttgtttttcto 

ggtataattacttctcatcatttaaacaaatcatattaccata^ 

agtaaagacaaattaggtgttgtttgttattacttagata^ 

caacagggcwagtaaattataccatgcaagtatgttaogttgl^^ 

atagaactcttttcaaacatatcaaggcgggttttacttaaataat^ 

aaaaaagtctaaaacaaggggagtctattgttgttttxxx^ 

ttcttgggtttttctttttttttt^^ 

tgtttttatttcaacatgacaatcacaaacaaaaacagtgt^^ 

attgtttattcattgtattattatcatctocatgtgct^^ 

tttgaagttccgttgtaccttgtttttggaaaaataagc^^ 

tactaatgatattgtggccatttcctcgaaaa:aacau3tat^ 

gatcgaagtatagaatttgcagctttaaaaaatagttttagaatgcaactc 

tctctgtccatgagcaacattttctatcaaataagttt^ 

tatcaaagccacaattatagttaaatccataagcgttgttgttgtt^^ 

acgacaaattaaagttcatgttttttttttt^ 

acactiaagtatctatatctatgattgaagatcattgttaca^^^ 

attatatatgagcagttatcagtxgtctgtgatgcatgixx:^^ 

tgctattccoittcaatatggtgtcattgttti^^ 

tagtacactctattgatctaaataagagaagcaaagttgtgtaggaattagtcggt^^ 

atgaaaaatgaagaataacttctggttaatgcaaaaaaaaaaaataag^ 

tgttctatattataaatatatatatatgcttgtagttasttt^ 

attaattacatttgtttctccaaaaaataataaacaaatgggtatr^^ 

tttggatttatgacgaagtgatttaccataataatagaaaacaaat^ 

ccctaaaagtgtact1xx:ccatttaattgttaaattcgtaaa 

aaatgcagatctaataaatgtgttaccagcxiaaggcagtogc^^ 

gaaacatggtaagaaaatcaacattaacccattaccaacaaatgctigcaccaatgac^^ 

atgttgtgggtaattaccagtccaaccaagcca6aaaatacx:aat^ 

ttctaatcttttttcggggatgattttaccacx:attatc^^ 

aatcataccaccaccaatcaaaatcccaatcaacyvtgoccaaatatggtaatt^^ 

ATATTCACCCAAGAAAATCAATGGAATAGCAGTTAAAAACAAATAAAGCATACCATAAATAAAAGC^ 

ACTGACCAAAAACAAAATTGGTTCGGTGAAAAGCATTTTAAGTGGACGAGCAAT^ 

CATACTTAATTTCAATTCTTCATGTGGAGCATAAATCXXXXy^^ 

ACGTGTTAAAATCAATOGATGATGAGTTTCTTGTAATAAGAATGTAT^ 

CCCACAGAAATATGAAGTCCATCTCCAACCCAAAGCACTATTTTTCACAGTGAATG^ 

CATAGGTCCACCAAACAATAACATGGAGAAAATGGCAATTGCCGTACCTCTATAACGATTA^ 

CATAACGGCAGGAGCCACAACCAATOGAGCAGCACCAATAAACCCAGCAAAGAAACGACAAATCATAATTGl^^ 

AATATCTTTAGCAGTTGCCACGGCAAATGAAAAACACACATAACCTAAACATGA 

ACCAAATAATTCTGATAATGGACOITAAATAACTGGACCCGAAGCAAAC^ 

AGTTGCTGGAGTCCAACCAATATGATAAATTTGCATTATATCAGCACT^ 

GGATACCGATAAGGCAQCAAGACCAACAGATGCACAATATAAAAT TT TTTTCCAAGTTC 

ATCAGGATCATCGGGACCATCAAAGGCAACAACATAAGGATCTCGTGAACCAAGCAT^ 

TCCACCCATTGGTGGCAATGGTTTACTCGATTGAGATGCAGTACCT 

GGTGGCTCTTCTCGATAATTCAGTATTTGATTCTATTCTACTC 

ATTAGCTTCATAATCTTTGACATTTTGTGCATTAAAACTATO 

GGATTCAACTGAATCAGTAGGTCCAACATAGCTTTGTACMT^^ 

GTCATTAGAAACGGAAGTTGTAGTATTTTGAGTGATTGTTGCT^ 
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attgttattcattgttctatcaatttamaaaaaagaactaatgg^ 

aagaataaaaaaccccgaagaatttttttttttaaaot 

gtgggtaaaggaaaaaaacggaaaaataaaaaaattcatttk^ 

agtagtagctgttttattttccgtgcgatgggccxsgc^^ 

tttgcttttgttttgttttcatcctc 

occctccx:gtttgtctgattttctattagttg^ 

aattactagtaagatgttatttctttttattttattt^ 

ttaggttgagagtcgggttagtagcaaaaagggctgagcttcatcct^^ 

accggagatattattgaacatatttttcatattaaatcx:gaata(^ 

tttgttaccacaccagtttgattttgacagtatatcc^^ 

AGCATAAAACATACATCAAGGTTTTTGGAAAACTATTTGCAO^ 

aactattagtaatatcatctaataataox^tctaaagai^^ 

tccttcttttatcttatcagacgtcaaggtttagtgaaa^ 

caaccaacacgcatgcacacmxrraaactaaacatcggctattaatt^^ 

atatttggcatatacacgactagcattgtcatgtacaaaaatt 

gtcaagatttaatgtgtgatatatgatttccccaaaqggctatgtc^ 

ttatatccttgcggagtttagtatacgaaatagaatgaggggattttatct 

aatgcattaacttattaaccctgtagccgtgttgtttaagto 

cacaaagtatataactccagacattgottgtaataoctxx:gtag^ 

actaactagaaagtgacagaaaacttcactccarcaaaaaqgatggagti^ 

AAAAAAAAGGTTAAAAGCCTACCTGGCTACTAACTTTAATAATACAAAGATT^ 

ACTTTCTATATTTGGCTGT®3AGAAAGAAAAAAAGTAAAAATAAAGAAAT^ 

CATATTTATATATATATATATCTAAAAAATCTAGAAAATCAATCAATCAATTAATTC^^ 

CTTTTTTGAAATAAAACGAACAAAAAAAATAATAAATAAATATAATTGTAGTCGT/^ 

TAATGTCATATATGTACAGTATAATGTGAATATCCCCATTTAAACAACTCTT^ 

GGCCAAGGCAACAATCCCAATGACACCUUUrrAAAGCACCACAAATCCAA^ 

ATACCAAGCAATAATOGGGAa:ATTOCGGTAGAGATTCrrTGT(^^ 

AGCAGCTGATGGCATAACTTCOWGGTATAAGCATACATAACCCCATAA 

TCATGTTAATCCAACATTTTGAGCTCTCGTTClKyiCGGCAGTA 

ACCAATAAACAATACCCCCTTTCTACCTAAAACXXSGTAATAAATATAATAATAACCCAGCAATAATGG^ 

AACTGAACTCACATTAGAAATGACTAAATCTCGATATACTCCACTAGTGGTATCAGCAGA^^ 

AGTAGCTAAATATTCTGGTAAAAACGCTGAATATAATGGATAAGCAATACCTAAACU^GCCCAT^ 

CAAGGAAGTTGACa^AGCTGATTTTlTGGTTGCAAACAA 

ACCAAAACTGAAATGTTTCCTATAGTCATCATTACTTTC^ 

TGAACATTTAOGATTGTATTTGTGGGCAATTTCTTG^ 

CAAGAATTTAGGAGirTOnnrrCAATCTC 

agtataaaacacatatcn'ccaaccacgattgatatgagatggacaataatcagct^ 

taaaaatgcataagctaatgcaacagcaatagtttgaccaatcax:c^^ 

ttgatctttatgaggtaaatattccaaaaagacacaagtatccaaaactaaat^ 

taataatacaaataaacaataagatgccatattgcxx:atcatcccx:gtcatgatt^^ 

taatgataaattgaaagctaatcgtctaccaattaaatcagctccaaacccccatactaat^ 

cccaccggcataacattcattactaacggggaatttataaccaaattga 

ttcaagataagtcaacatacaatcagtacaataacxrcataccattcaagaaaa^ 

aaacccaarrtcatcaatggcatcattaattaattt^ 

AACCATATCAAATTCCAGCGATGTGGAATCTTCTAAATAGTTTTCCTTATG^^ 

ATTTCCATCATTGOTCATAGAATGGTTAGAGTGGTTTTGGTT^^ 

GTCTGGGGTAGTATTCTTTTCAAATAATGACATGATTAAGCAACTAAGTAAOT 

GTCAAAATTAAAAGAAAAAATGAAAAAGAAAGGTATAAGTAATATAAATAGGAACTTTTGA^^ 

AAAAAAGGAAAAAAAATCAGGGGGAAAAAGGGAAAAAACCGAAGAGTTAAATAATTAATTCT^^ 

TTGGTTTTGTGGGAGTGAAAAAGAAGAAGAAAAAAAAAAAAATTTTTCTO 

AAGAAAACTAAAATATGAAATATACTAATAAAGTACGAACCAACCAATTATTTGAAAAGC^ 

AAAATTAAACTTTTGAATTGATTAGCAATCAATTAAAAATGAAAACCACCAATAAACT^^ 

AGAAAGAAAGATCACGAAAAAATTTTTCAGTATTAAAAATAATATTAATTCATTC 

GTACATGCATGAATGCACCATCCACCCACTCACTCACTCACTCACCGCAC;^^ 

TGACTAAGTACTACATTCTCCACAAAATGTATAACCTTAACXrATAACCAACAACAAGGAA 

TATTTCCTAGTATTATAAAACCTCTATAGTAGTTTTTTGAAAGACACAGA^^ 

AGTCTTAATCAAGTGTAAAATAGTACTTGCGA6AGAGGG6G0GGGGGGGGAAGAAGTTAGACM 

TTTGGAATTATTATTATCATTTTTTTAATAACCnTCTCTCCCCTAT^ 
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TTACATCGTACTAGTATACTTTATTTATOQGAT^^ 

CAATCAATCAGTAGrrrCCAAGAAATTCACAAAATCAAGAAT^ 

AGCAACAATTGCAAAGCAAAGCAAAAAAAAAAAAGAACTGTCTTTOGT^ 

TiUVTCTTTTTGGATATTATATCTTCm'A^^ 

TCATCGCTCCAAATTTATTATTATCTAGAAGAAGAGTGAT^^ 

ACTTOTAACTTAGGOGGTCTTTTOATT^ 

ATGACCATTTGTGGTAGTAGCCAGTTCTTAGQGAGGAGGGGA^ 

GTACGCCGGGAAGTGCCGAGACrTTCCTTTCTTO 

TATAACACTTTAAGAAATCGATTTGACAATCTGTCTAGATCA^ 

GTTCTAACACTACTCTGTTAGCCACATGAGTAAGATACAO^^ 

CCCTGAACCATT' n " ri 'l"in'fTCGGTGA T A " i "I TTGTA^ 

TTGCTGATAAATATTATOX:CATAGAATAGAAACTTAT(n3^ 

TGQCTTAACCCCCTCACAGAAACTATAGAAGTTTTAA 

GTAAAGTACCTTGACTATTGAAATGAGTCTACATTTTGAAAS^^ 

TATCAATACAACCAGGTATAAATATATATATATATAAAACACAAACAAACACTATT^ 

TTGTCTCTVTTTCCATTACTTTAGTAAATAATGAAT^^ 

AACATCCCAATTTTT(X3ATAAATAAATTrcAAT^ 

TTGATTAATTAAATCAGGAGTTAATTTAGGAATTTTC^ 

AATATTAATAATTAAAGAAATATAATTTAATAATTGATTTATTGC^ 

ATTAATTGGATCAACACATAAATCTTTAGTTTTAGAACCT 

ACATAAATTATATAACCAATCCAATTCAATATTTG^ 

AATATCAATACTTTTAOSGATTAATGAATATTTCGAAGTA^ 

TTCTTCCATTGGATCAGGGAAATTATCAAAACATT^^ 

TTTATATAAAATCCCCTTTATATTax:CX:AATGTACACAI^^ 

T<X:CTCTTCTCCATAATAAGATTCAATGAAATATTTCATATAATi^ 

AGTATGTAAAAAATTCAATTTTGAAGCAATCATTAAATTAAOCC^ 

ACATTGAATATAATCATCAGCTAAATCTTTTAAATCTCTTGGATC^ 

AGAATTTTCAACTTCATACCATTTATTTTTC^ 

GAATTGTTGTAAAATTTCTCCTTCACCAATATTATATAATATAGTAAA 

TAAATCTTCAGGATAAATAATTAAATGTTTATCTTCTTGAOGAATl^^ 

TTTCCTACCCTTTTTATTATATTCAACTTTTTGTAAAW 

TAATGCATCTGATGTCGACATTAACGTGGTAGGGTGAGTTGTTGTAG<^^ 

TGCAGTAGTCATATCTCACTAACAAGCTAAGCTAGTTGAAAGAGTTTAACCAGATCAAG^ 

TATTAATAAATTGATGTGTGTCAATTTTTTTTTT^^ 

GGCAGTCAGTTAGTTAATTGTCGTGTTAGAGAATAGAATTTAGACGAGCAA 

TCCCGTCCGCGTCTAAAACAAAAAAAAAAAAAGAATACT0G6AAAGAATAATACTTC 

CAAGTACCAAACAACATCTCTTCCTACGTATTATGATATACACATAAGTA 

CATAAAAACATAATAAACACACAAAACTTTTAAACTTTTT^ 

TCTAATAACTCCACAACTCCCATCATTCTTCTAACTTGTATTGGGGAAAACAAT 

TAATGGTCATTCGCATAACCGCCCTATCATTATAACATTTCTTCATCGATATTAA^ 

TCTAATTTTACAGTATCATCAGTCATTCCAAAATAGTTTTC^^ 

AATTGTTGATGCTGCTGCrGCTGTTGTTGTG^ 

TACCCTTCAACTTCACTTTCTGGACTAATTATOUITOCACT^^ 

ATATTATCTTGTCCAGCATTATGATATATTGATTGTGGAGTATTTGGAGT^ 

AGTTTAAATGAATAATCTTCTAAACTACAATCTTCAAATTT^ 

TGTCTTAATGTACCCCAAGGAGTGATTTTTATTATACCACXM'C^ 

GAAGTAATTTGATCAGGTTTAGTTAAATTTTTCACTATACXnTCATCA 

TTGGCATTGGTATTGGTATCATCATGAAAGGTTAAACTGTTTTT^ 

GTATTAGTACTAGAAGGAGCAGGTGATGGTAATCTATAAGCAACXATAGGTAACA^^ 

GGGGTAGGAAGTGGGTATTAAAGTATTGAATAAACTAAAAGAAAAGAAAAAGAAAAGTAAGAAAGAAAGA 

GTGAAAAAAAAAAAAAAGAGAGAGAGAGAGAGCGAAGATTAAAATTTTGTTCACTTTC 

AGGAGTGTTGCAAGATTAAAAATTCTTCTTTAGTTAAGTAGTAGTAGTATTATC 

CATTGTGTGTAGTAATATGTGTGCTGCGAATTTTAGAGTCTCAGAACTTG/^^ 

CAAATTCCATCTGCTGATAGAAGACGAATTTACCy^CAAATATTATTAAACGCGTACTGA 

AATATTCATTCAACTTATTGTATATGCAATGCTGGTAGTCTTTAOT 

TTATTGAACGGTACTCGTATTAATCAACTTTAGCCAGCCGCCCCCCCAATT 

CCACCTAACTAACTAACGCGACCTGTAATTOGTGCACGACTTTO 

GCATGTACACATGTACACGACTAAATTTTAACACTCACACGAC^^ 

ACAACCAATGGCATTAACGACAACTTGOUUVTTCATATTAATCTATACT^ 
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CAGACATTAATCACTATCTTCATCAACACCiUUUlT^ 
TTGAACATTCAATCTAGGATCTAATCTTCTTCTCAATO 
TTCCTCTTCCCTATCytfXXTOATATCCTTGTT<^^ 

aggaggccaaggtaaattcaattgatcalcrt^^ 

aggtttaccgaatggtattaaccacatataaqgataacocaaaqcat^ 

ataaggaaatatcaaatcatcaatagtgaaattttgtgck^^ 

attaattaattcaacatcctcatccccatcatcatc^^ 

gkn^grtcaattcaggaaatggtttacctttatgtaat^^ 

acttgaccattgaagrtctaatctttcccattcccatat^ 

acatcgaatgaacaacaccaatatactagcaaagacaaaaaaatttaal^^ 

ttctgtcttgttgaataaatagtgtqgcmattcagati^^ 

cattaaatatcctgtaccccaaatgatccatcxiaagaaatctcatgaaat^ 

attcaatgtccaagggcaatgatgatoratttgtaaaacac^^ 

tggtttataattattacatttcttacaataccttatccat^ 

tagggtttcatcttctctagattctagacctaacccatcagaatcatcctc 

cgccaaagatggtttataattttttcqgactcgtccgg^^ 

catagtcacataaaattcataaatcaatttmctttc^^ 

ataagataatgaaaaaatgattatacaaggaataatcactocxau^^ 

tattcagtaaaagtattgtttaccatctaattatcaaj^^ 

tggttgtactaatagttatttagttaatctttaggagaaagtgj^^ 

actgaaccataaaaaaaaaaaaaaaccnttgaaaaataatctcagtggc^ 

cttttgtaatcattacaacaattcttatataactaatattct 

aaacacaatgcattgcz<:atgtatactaactgattt^^ 

tgttttctcaccaggtatgtaatcaaatcaaatt^^ 

ctaactatatatagatgggagaaattttcaagttgaatatgoc^^ 

tggtattaaatgtaaagatgggatagtattggctgtogaaaaaat^ 

aaacaaacgaattcaaactgttgatagaaacattggagtagtttattcc^ 

tgttaatagatgtcgtgatgaatgtcyiatcattcaaatcaatt^^ 

ggatagaatgggtatttatgttcaaaattatacttgttataattcagt^ 

tggtggagtagataatgaagatggggaaccatacttgtatatgattgaacctagtggtag^ 

tggtgctgccactggtaaa6gtcgacaaattgccaaatcagaattagaa 

tttagaagcaataaatcatgctgcaagaattattcatttgag^ 

ggaaatttcttggtgtagtaaagaacacactggaggtaaacatcaat^ 

tagaaaacttgctgaagaagaggaagaagaagaagatgatgatgaagaagaagaagctggtgct^ 

aatggctccataatgtgaatatataggttcaaattttgttto^^ 

tattattaacttactagatacaattaaatagaaatacaaactatcyuvtttg^ 

attgtatgagtgtaagaaagggggggggagtgtgtatg1xx3tggrc 

tctgaacgtgtaaaaaagtaaacaaatcaatttoatagtaaaagaaagaagttaacaa^ 

aaatcaaacgtctatatgtggaatagacaactaattrotatttt^^ 

gaaagctttttattttccatgtcaaatttatcyu^^ 

aataaaagtggtgctcaaagtagtactaatagtagtcctaatcntatto 

attcaattacaacaacaacaacaaggaactcaagaagatacaccagaagaagaagaagaagi^ 

gaacaaataacgcaattggaagttcaacaagaaaaccaaccagacactttatctl^ 

ccgaarrcaccccttgatgatataattagaccccaaogcacatct^^ 

tcttctcaagtagatatcaatatatctaatotacacaagagttt^^ 

gacaacaacaacaataacaacaaagtcaacaaaijucaaccctaccaatagtgat^ 

accatcgataatttcactccaagtagaatacaaccaaaaaacatatcgc<yitgga 

cgtggtagtccagaatcaacgccacggctgttgtttcaaaataaacccaatttc 

cctactaatggtagtagagatatggttacaaataatattgctacaacaaccaaatcaagagi^ 

aaacgaatagttaattataaaatccaattaaaattgatgaagaattttttac^ 

cttgatcctcatgaatttcacacattattaagaagaaacaataacaacatcat^ 

tcaacctcattgtcgcaaacttcaactttagaaattcaacatcaaaa 

gaattaaataaacaattgtacaacaaaatagaaactgcaaataaggaaatcagtgataagga 

aattatgaatcaagaatcaatttaattaattattctottgatgaatt^ 

aaaaataattattcccacggcggcagcaacaccactagcccgggtaaagaaactttacaacaatcca^ 

caattagaagttaaattgaatgttttgaaattagaattgatgactagat^^ 

aaaccacatgatttatttactccaccatacacatcatctgaatatggtgttagcaccaa^ 

aatgatttggaaggatatattcatattatcgaagatttgattaaaacggttgat^ 

aattacaaggcaaataagaatgaattacaaaatcaattagttgaacaaataaatgaatcgattcg^ 
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AATTTCCAAATTATGTCCAATAAATTTAATCAAmOGTC^^ 

GATGiUVTTTAGTAAAAACAATCACCMCAAaAaUlCIV^^ 

TATGAAAAATGTATTACAATATTACAAGATGAATTAGATCAATACAACX^ 

AACAACAAOU^CAATAACAATAACAATAATAACAGATCGTC^^ 

TTGAATGAATT6AATTTA(WyUVTCATTATOT 

CAGCTAAACAATGATTATAAGCTTTTCAATAGT^^ 

GAAAAATCAATTGAATTAAGAAATC»AATGGG(OTX3^^ 

AAACAACGGAAATATAATACTGAAAGGATACAAATCnXOTACAC^^ 

TTACAATTGAAAGTTAATAAATTGACTGATCTAATGACAATT^ 

ACAGCCACATCAACATCAACACXUUVCTCCACAAACGGC^^ 

CGAACTGCCTCAACGACATCATCTTCAACAACAACGCTAAATACTAATACCAAGAC^ 

AGCAGTGCTAATATTOAATTCGGAGTCAAGAAAATCTCT 

GATACTAATCAATTCAAAAGATTAATTGAAAGTTATAATAAAATAGCT<^ 

ATGAAATATGAAAAATTATTAAATCATATAACTGATATTAATAATAGTAATGGG 

ATTGAAAATATTACTTATATTAGAGATAAACATAAATCAATATTTGAATAT^^ 

ATCAATGATCATATCAAATrrGTTATTAAAAGAAAATGATGATTC^ 

AAATTGAATAAATTGATTAAAGAAAATGAATCATTGAAATCGGAATTAGAATTO 

CAAAATCAAAATCAAAATACTAATGTTGATCGAGATGATT 

AAATTAAGAATGAATCATTTAAGAAATAAATGGAAAGCAGAAAGAGAACGAAGAATTT^ 

AAAAAAAGATTTAAAGAACTAGAATTGGAAATTCAACGATTGAATGAAGCT 

AATAATAATAATAAACAAACTACAAATGATAACAACTAAAGGAATCAAGGTCCTA^^ 

TTTTAAAGTGAAAACCTACCTATATTAACTTGTATTTGAAAGAT^^ 

TATTTGTATTTTTTCTACTATTATGAGTTGAAATTC 

TTGTCCTAAAAGATTAAAGAGCCTTGTTGGTGGTGTTGGTGGTGGTTC 

TCAAAAGTCGTGTCTGATTGATTTGACCACAAGACACGCAC^ 

TAGAGTGAAAAATTTTCCTGTCTCTTmTTT^ 

ttttaagtaacaacaacaacaacaataacaacaaatcattt^^ 

acttgaaaaggaaatcaaattagatcacatt^tttttct^ 

agataattatattattgttgatggagctccaattgcacxaigaagctaaagt^ 

gaaattattttctcaagttggggaaattgttgaaggagatgaaggaat^ 

taaaggatatcttttcattcaatttaaatcaacagaactgg^ 

attggatcaaaatcatcgattattagttaataaattatct^tatggaaa;^ 

TGAAGAATTCATTGAACCAGAAATTGAACCATTTCAAA6TCA 
AGGTAGAGATCAAATGGTTTTACATTTTAGTGAAACGGTAGGAG^ 

accagtcattgaaccaagaaaagggtttacttctaaatatgctaaat^^ 

aattcatcctcaaggtattcaatcatggggtggagctaatttcaata 

tagattagttgatttttctccaaatgaaaagtttatggto 

aacggttgatcgtgctcaattcccatttggtcctgaaagtgaaggtc^ 

tggtgaaccagtcagaacatttgctttaccacctcatttagaa 

atggtcttatgat^taaatattgtgctcgtcaaggaccagatgcttt;^ 

ccaattattagataaaaaattggttaaagttgatggtattcaagato^ 

tcataatagtaaagckntgatggtaaacatgttt^ 

AGTTGCCTTGATGCAAATTCCITCGAGAGAAATTTO 

gcattggcaatctaatgggaaattattatgtgttaaagttcatcgtc^^ 
caattixkjaatttttcaaaactaatgaaagagatatcccagttgaaa;^ 
ttttgcttgggaaccaaatactgaaagatrrattactattagtagattagatgatggtaatc 
tccaaaaaataccatttcattctatgcaccagaagttaccaaaggtggagttaatcacaatctc 

TGGTGCCGCCATTGCTGCTGCTGTTGCTGCTGCTGCTATTAATAATt^^ 

AAGAACTTCTGGTGAATTGGAATTTTTCGATGT^^ 

TGTCAAATTATTAAAGACCGATAAATTTTCTGGAATGAOCAATATT^^ 

TGCTTGGTCAACTTCTTGGTTACATGCCATTGAAAATGGTTATAGACT^ 

agatgattcaattgatcaattcaaagattttgtttggagac^^ 

aaagaaggtcagatccaatttacgtgaatatagtgcacaatttgaagaa^ 

tgttaaagaaatcattttggctcgtagaaaggctttggaagaatggagaaagtactc 

acaaggtaattccaagaacgaagttcaagcagaaattattgaagaaattaaagaagagattato 

agaaattgttgaataaacgaattaccgacaaaagaaagttttttaatccatagto^ 

atatgtatatatattattattattatttacatgtatcatttataaattct^ 

tccatgccattttttaatttcatcttttaaaatttcato 
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GAATTTTTCyVCTTTCAATAAATATTGAAAAC/^ 
TGGATTCAATTCTTGTTGTAAAATATTATAAATTTT^^ 
AGTCGAATAGTTACGTTTCGAOKyvCAAAAACGGCGATATGGT^^ 
ATTACTCAAACGAKTATTTCTTATTATATTATTTCTAATC^^ 

aataaatogaaagagttattggttatctcttcm^^ 

agaattttttttttttttttgt^^ 

aatcttcttaaataaaacagttgcgaatggaaatgacttgattcaat^^ 

taacttaatggacaatggcatggaacagaacatatctacttaactgtcagl^ 

cctcatgaaagagttagaagtaattttgataactcataggacaagaacaacao 

tttatttatccaaccraatgaataattaacttatggmn^^ 

tgataagccaatgtcataaaacagtgagggaattttacattct^ 

cggtaaataaatcaocgagaccaacaaaaaaaaaactcocx»^^ 

ttgaattcaaaagtatatgtttattaacaatcatgoct^ 

cctagccaaaattctttaaccccacaaacacaaataattatgaaccx:gatgatcgag^ 

atttcccgcatcaattaaaagtx:atgtaaaattcaaagataatto 

agacagggagaaccattcattgatgaocagttatattggtattac^ 

ccccgaaacaagggtcacacgaaatatgtatatttctttgaaagaagggac^ 

atagaggaaaacaaataagcgattaaatgtaaaactgatgiuu:^ 

aaaaaagcctacaattactgatcaggtotogattawxxa^ 

atctaaacagtagctcatccatccttaaagactactctcggttgaaaa^^ 

cgaaaaccggtttctttttttttaaaaaaaaaaaaaagattt^^ 

atttatctccgaagaaaactctttgcacggggatactaaaaaaaaiv^^ 

aaattcattgccacaaaaaaaaaaagcgcatacttattatttgtcaa^ 

ttcaattctaccatttaatacttttcaaaatgatgi^ 

atcctaaagtctttttatttaagataagcagttgatttaaaag 

TTTTTCTTTCTTTTTTTGGTTTCATC^ , 
AATGCAAATTAAGTCTAACTCTACATTAGGAAT CTT TTT ^ ^ 

TATAGGGAAATACGAAAGGTGTAACTGAGCAWUlWiCAGATATATGTAGGGGAATGGGG 

GGATGTTGTTTCA^TAGTTAGTCCAACACCAATCAAATAATTT^^ / 
ATAAAGTTAATTCAACAAATATGAAAAAAAAGAAGTACrACTGTAAAAATTATAT^ . 
TTACGTCAGATCCAAAAGATCATTTATTTAGTAAGGTTATAAAAAGTAGAWUVAGT 
AAGATCAAATTTGCTTTTTTTGTTTGATTTGCGCGT^^ 

caac agcaacaaacaacaaac aacagccacaacaouuvgaagaatatt^ 

aggtcaaaactcaactaaaccaaactcaatcaaaaattgatatcat^^ 

tagtaatggaaagggtggaacagctatataaactaaat(x:acatctatatacataw 

CTAAAGTTCTAGAAGAGAATCTAAATTCCAAATTTTAATGAACTATTTO 

gcaatggaattccatttgctattacataactcctcaagcataagcataagc^ 

AATATAGATrATGTAATAAATTATAAAATCTCTTTGGT(n<y^AAAAAGAAA^ 

TATCCTAAGATAAGAGTTTATAAIXnxmXjATGATTGATTAATAGTTC 

AATTGTAGAGATTTATTTATATGAGTCATACTAAACAGTACTAATO 

AAAATTTTTTGGATAGATCTACACACGGCTAATTATAGAGATGGTGA^^ 

CGATTGGGATATTATGTTTTTGTGTCaSTGTGTATGl^^ 

/UVAAAAAAAAAATCCTAAGCAAATTACACAAACATAACAATOGACCCTCrc 

GGAGAAAATGATGTAATTGATAGATAAAATCTATAATAAATACAAACAGCTTTGAAAGT^ 

GTGGTGGTAGTGATATCTATAGAACTAACTTGATATTATCATAAACCTTACAGTTTT 

TTTAAAATCTCAATAGTTTCTATAGTGGTGGTATACCACrrACTACGACTGTC 

AATTGATGATAGTTGTTGATAATGTTTAGTGGTACTAGAATCATATGT^ 

TCAGTGAGTGAGTGAGTGAGCGAGTGAGTAAAGTCTATTTTTGATAAAAAAATAACATCCAA 

TTTGATAAAACATATCTTAGTTAGTATCAATTTAGATTATTAGTCAGTATAGCCTCC^ 

TTGTACTAACTTTTACACTTTTATAAGTTATACGTAJUnTTAAAAACTC 

GTTCAAAAAAAATAAATAAATAAATAAATAAATAAATACTGCAAACCTTATTC^^ 

AATTTTTGAGGAAAATTAAATTATAATTTATGGGATCATTTTAAT^ 

/UVTATTTTCAACATGGCGATCCGTTAAAGAACTTTTGACAGGGTTATCT^^ 

TTAACCGACCAGACCyiTACAGTAAGAACTACAAACATGTAATATAACTCTACTAGTAGTATTCT 

TGAAGTAATAATAATAATAATATTTCATTGATTATAATATGTCTAGACAAGATGAATC 

TTCAATIACTAAGGGTTTTTGATTGCAAAAGAAGAAGAAGAAGAAAAAAAAAAACAAAAAACT 

AGCAATCAAAATATAACAAAAAAAAAAAAGAATAGCGTATATCCTTATTATTATTC^^ 

TGGTGGTGAGTTCAAACTTCACTTTAGTTGCGTTTGACGTCAC^ 

GTTAGATGAGAAATTACTGCTTCATCAAACATCAAAAAGTTAGACATTTGGATAT^^ 
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ATATAGATCTACCTGTAGAGGGTCKSATTTTTGTCAI^^ 

ayUUVCAACCAATCTTGATTAGTTAATTAGTCTC^ 

CAAAAAACy^GTTAATGCAAAGTTAGACAACGAAACGAGATAOOTAGA 

cggataatcggttatacattcatcttcaggaacaatctacx^ 
tagtggttcttgttgttgttgttgtt(x:t^^ 

AAGAAGAAGAAGAAGAAGGTGTGCAGAATAGAGTTTAATGGAAACAAACC^^ 

ACTAGATCCAATCTAATWXn-ATTCTCAACTCAACT^^ 

TCTCTCTAAAAAAAAAACGGAGAACATTCTTAGAACAATTCnXXrri^^ 

TCTTCCACATACATAACTTCTTTAAATTAAAAAAAAAAAAATAAGATGATAATGA^ 

ATTGCTGTCAAAAAGCATAGACAAAGAATAGATAAACAAAATTTGTC 

ACATAACCATTCCATTTAGGTCTGTAGGTTTGAAACATATC^^ 

AAGTAATAACWlTAACAATAACAATAACAACAACAATAACAATaiTC 

GAACAAGGAGACAAAATAAGACAACCTAGTAATAGTTAATTQGTAAATAACATGAAGAA 

TATGAATAAATAACTCOGOGGAAGAGGAAGACAAGTGAGGTGGAACCGAAATAGAAGAAI^^ 

AAGAATATTTGCCGGATATAAAAATTGATTGGCACAATAAiriXa^^ 

TTTTAATCTCTTAGACAAAATTGCTCACTTTCTC 

GAGTAAGCAACAGACATACATACTTACATACACACGCACAOGGATAT^^ 

ATGAGTTCTTTTCTTTTCTTTTCTTT^^ 

GGGCAGTCTAGATCCGTCCGTTTTTTTTTTGTATT^^ 

CTTACAGCCGATATTACTCACTCACTCACTCACTTACTCAT^^ 

AAACTAAATAACTAAAOVACTAAACACAGACAACTCTTACT^^ 

TCCTTCTTTTTTATTTTGGGATTTTTT 

TTTAGATTATTAACCTCTTTTATTAACTTTACTT^^ 

ATCACCACTTCTGCAATTATGTCGCTGCTCCAACCTCAAAT^^ 

GTTAGATCCAAATTAACTAGAGAAGCTCAATCTCXn*AAATCT^ 

TTGGATAATATTATGGATTATATTAGTGATGAAACTAAAAGAAGAACTAGT^^ 

ACCCAGAAGAGTTCTAGTGGGTACCTCAGTCCTGAATCrr^ 

GCTTATAAAACTTCAATTACTGAATATGAAATTGATAGTGAr^^ 

GATCATGAAGATGATAATCAAGACGATTACTTTTATGAA^ 

GAAGATTCTGTTGTTATGGAACAAGATGAATTAGCTGOaiTT^ 

GAAGAAGAAGACAATTTATCTGAAACTTCATCAATTTATTCTAAT^ 

GATGAATATTATATTTATTCTGATTCCGATGAAATCATTGAAGAAAATA^^ 

AGAAATTTCAAGAGTTTATCGATTGTCX:CACCACCATCATCAACAAC^^ 

CCyiTTGCCATCAATTGTACGTTCTAATTCTACCXJCAATCACC^^ 

GAAATTGAAGAAGAAAAACAACX»GAATTGTTATTACATGAAAATAATCAAACTATA 

CATAATCATCCACAAAGTTTATATAAAAATCAAAACATTTCTTTA 

ACAC6ATATGGACAGGCTTATGATTACGATTACGATTTACAACTTGTTC 

TTTTTTTTTTTTTACTTTCGATGTTTATTTATTO 

TTCTACGGTTTTATTTCAATTCTTTTAGCAATAGTT^ 

TAACGTTATTriTTATTATTAGACTTTTGTAAATCATTAGAGAGGG<^^ 

AATGTAAAATATGGGGTCGCCATAAAATGAACAGATGAGATTATAAAGAGAAGTTTT^ 

ACGTTAGAGCAAGAAGATTTTGGGGGAAGAATCGGAAAAAAAAAAAAAAGAGAAAAATTC^ 

CGTGCGATGAATGGATGGATGGATGGATATGGGTGGGGATCXXnyUl^^ 

TGGGGCAGAGACAGAGAGATCATGGAGTTTGAAATTCGGGAATTOGAAATTC 

CTTGOnKXTTATACATTCCAAACAAATATAGATTTAAAAATCTTTTT^^ 

AATATGAGAGGGAGTCTATACAAAATTAAGAATTTGTTGGTTCGATTTC 

CGACAAGCAAAAAAAAAAGAAAAGCTGGTCATTTTGTATGTTGTTC 

ATCTAGATTGACATAGCCACAATCCCTATCTCTCC<^TATTATTATAAAATATTTCTTG<^ 

TTATATATATAAAAGGGAAAACGAGAGTAATACCAAGATTTTTCTTTC^^ 

CTTCCTTCCTTCTTCTAAGCTAAAAAAATATACTGGTCATCATCATCA^^ 

ACACAAAAAAACATAAAATATTCGAGTACAAAAATAAGTTATCXXyiCATAAGTAGAATTGAGCA^ 

GTGGTGATGGTGGTGGTGGTGTAGTGTTTTCTTGTAAGXt»GGGATAGATAGATAG^^^ 

TGTTGTTGITGATGTTGTTGTTGTTACAGATACATTATTTGAT^ 

TTCAATTCAATGCAATTGCAATTACATTTCAAATTC^^ 

TTAATAAAATAAGATTGACAGGTTAACAAACAAACGGGGT<MAGCACATTC 

AAAAAAAAATATAAAGACAGAAAGAAAGAAATGTCTCCAAGACAAGACAAGACAAGACAAGATAA 

TACTTACATTATGATGAACCATGTATTAACCCACAGAQGTAGTTTAATTTC 

GGATAATAAGAGTAAATTOTAAAATAAACAGCAAGTATOUUUVTGAGTCAAT^^ 

CCATCCAAATGACAATATTTTTTTTTTTTAAACAAATC^^ 
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ATTATTCATTCATCayUlCAACAACnTrGCTCTlXOT 

CCTTTTCCTTTTCCTTTCCTTT^ 

TTAGATTTGACACTTTTATTTTCTTATTm 

TTCAACTX:CACAAATCAAGTCAATAAATTTTAAATCTGT(^ 

CTGTAGTTGAAGGCTCATTTATCTGATAATGAAGCCAAAGCCACATAGAT^^ 

AGATATTTATTCTTGGTTGATAATCATACATACATACATACATACA^^ 

GTAAAATGGTGAACTAOCTAATAGATTCATCCAAAAGATATTG^ 

GGTCATTTCTGGAGATAATAAACATTOCATAAGCCTATGAATCCT^^ 

GTACCGGAATTATAATTCTTTCTATTATTTCXX3GTTATC 

CCATCCACAAATTATTGTCCCAAATCCTTATATATCTACATATCCGATAACCC^^ 

TTTCATTTGTTTTCGGAGTATAATCTAGTTTCTGGGC^^ 

ATTAATTGATTAAGTTAGTAATTAATTAGTTTATTTCTGGTAACTAi^ 

ATAGTATATATGTGTTATTCGAAATTTATCTATATCATTTATQ^^ 

GACTTGTTATTCTTGACAGTAGGCTACCAGCTACCACCAAAG^^ 

AAAAACTTTCTTATA(m:TTTTAATCCCATCAACAA 

CTTCTTCITCATCATCATCATTTTGATTAQCTi^^ 

GCATATTTTCAAATCTTTGTTTATCATATAATTCATAT^^ 

ACAGTTGTTTAGTAAGTTTAGTACCATGAAATTTTTTT^^ 

ATTCACATTGTTTAATGTTTAATTTTTCATTGA^^ 

AAATCATTGGTATACCTAAATTTAATTCACTTTCTTC 

TAGGATCAAATTCAATGGTTTCGGCCATATTTAAT^^ 

CATCACTGTCAarrrcATCACl^^ 

ATAATTCAGGAATTACTTCAGGATAAGTAG6AGGATATTTAA(^ 
GTGTATCTAAATCTATTCGAATGATGAAATGAGTATTATTAATTAAAGTCAATT^ 
ATACTTCAATCTCTTGAGCTTGTTCTTCTATTGGATC 
AAGGCGCCCTTGTTTGAAAAATTTTCTCTTTTTCT^^ 

TAGTTAGTCTCGTGTGAAATTGGTCAGAAATGACATGTTAGTTAGTTAGTTAG^ 

ACTTATCCCTCCCCCCCCCCTTCCCCCCCCTTCCAAAAAGTATTTCAAAATT^ 

AATTAATAACTTTTCTTAAGAAAAGTTTCATTTTGTTTGATC^^ 

ATAGAGTCOGCAGTTTTGTAGGAACTTCCCTAGAAAAAGAATACATTTGCA^ 

CACAAACATCAATCAATCAATCAATCAGTTCTCAATGTAAGAGAAAAAAAAAAAGAGA^ 

CATCCTTCTTTTTAATCAACAACAACATTATCAAGTTTTATOT 

TTCACATTTTATATATTACTTATATCCACATATAATACAGGTATATTGGTATCTTTT^^ 

ATTCTCCGTTCACTCATTCATTCATTCATTCTTGAGTC^^ 

TGTGTGTTGATAAATCACCTGAAACATATACTATTTAATCATTTGTTATT^ 

TACTGGTTGTCATTTTTTTGTACATTCATATAOXA 

ATTTGATTTTAACATATATTTTTTCTATCTTC 

GCATAAAGTXm:CTAATCATTAACTTCATCCnX:ATTTACATO 

CCTTTTTTTTTTGTTTTTTTTT^^ 

TTTGGTTTTTGTTTTTTGTTTT^^ 

CCCGAAACTCATCCATTTCATATTGGTAATTATCTTTTAAAATCTAAT^ 

TCAACAACATCATCCTCTGCATCATCATCATCAACTACTTCATCT^^ 

CATCACCATCACCATCACCATOICCATCTACCCAATAATCATATCACAAATTCI^ 

GATTATAATAATACTAATAATATCAAT6ACGATGACGACGATGACX3AT6ATAATGATAA^ 

GATGACGATTATGATCAAGATGAAATTAATTGTAAAGCAAGAGCAATATT^ 

GAAATATCATTAATTCAAGGACAAATCATTTGGATTAGTTATO^^ 

CCTATACTGGGAGAAAATGGATTAGTCCCAGAAGAATATGTTGAAATTATGCAAAATCTT^ 

AAGAAACATAAGAATAAGAGTATAAATATTAATGGTGATTATCAAGAATTTGGTCATCAATAT^^ 

AACAATCAAGATGAAGATCTTCCAAAAAGGTOTTTACCAGAAATATTTAATGAC 

GATGATAATGTGGATTGTGATAGTGAATGGGTAGATACTGATTATGAAGAAGAAGAAGA^ 

GAAGAAGAAGAAGAAGCAGAGGAA6AGCAGGAGCAGGAAAAGCA0CAACCACAAGAAGGAAAAGAAGAACCAAAA 
ATGGAGATAGCGAAACTTGAACAACCAGTCAATAAAGAAAGTGAAATCAATGGTGAAACAATAACAA 
GCAACAATTACTACAACAACCACTACAACGATTGAAAAGATCAATGCTATTGAAAAGAAATTA^ 
ATATGATATAATGAAATTTGTTTATTTTTAATGATGTTT^^ 

AGCTTATAGGGACAATTAAGTTATATTAATGTTGATTACGAATTTTATCAAATGTT^^ 

AGAGTGTATGTGTAAATGTATAGAAGAAGTGTATATGTATTTTGTATTATCAATAAATC(^ 

ATATTCTTCTTCTTCTTCTTCTTCCTCCGTTTTT^^ 

TATGGTTATAAGTATTTATATTATTTGATTGAAICTTCTTTCCATA^ 
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AATTTrcTTTGCTTTATCACAAOTGTTGTTGT^^ 
GAATCCAAAAGTCAAAAACyUUVTTTATGCCWTC^ 

AGGGCCAGGAAGGGTTCGOCCAACAGTCAACAACTAAAAGAGC^^ 

ATGGAAACACAATTAAATAAAGCTAAGMATTGGTAAGa^^ 

ATTTGACACTCAATTCCATTTTACGTAACAGAAACGTGATGAT^ 

TTGTTCTTCAACTGGAAAAAAAAAAAAAGACGCATCATCATTACAAAATATA 

ATCACATCACATCAAGCAACAATTCATAATGAAACTAGATAGAAATATATGATC^^ 

AAATTAATAACAAATGACAATCTAATAGAGAGTCTGCCGTCCAATAGCAATACCAATAGCAATAC 

YJR115W_homolog_l 63aa PathoSeg: 1..63(SBQ ID NO 660) 
TTTITTSAIMSSSQPQMSFAQTYIIJVSK\mSKLTRBAQSPKSSLRm#WQANMLDNIl^ 

YDL075W_homolog 513bp PathoSeq: 1..513(SEQ ID NO 661) 

ATATATCAATGATTATCATTTGGATTGAATGGATAGTAG(XAAAATC^ 

GTTTCTTTTTCATCTATTATACATTCTCACAAATAAACT 

TTTTTTAGTTACACGGTGTaVATTTCAAAAAGAGAGC^^ 

TACACATGGGTACCACTGATGTTAGATTAGACCCAAAATTGAACAT^ 

TTGAAAACAGAATGAGATTAAGAATTTCCAGAAAAAGAAATGATGAAGAAGATGCTi^^ 

ACGTTGAACCAGTTATTGTCCCATCTACTAAAGGTTTACAAACCGTTGTTC^^ 

GCTAAAATATATTTATATGAGTTAGCATTATTAATGTCATTTATTTAGGGGGT^ 

YDL075W_homolog_l 93aa PathoSeq: 1..93(SEQ ID NO 662) 

LHGVNFKKfUVPRAVKElIO^ATLHHGTTDVRLDPKLNIAIWKR^ 

PVIVPSTKGLQTWVEDD 

YDR064W_homolog 5975bp PathoSeq: 1..5975(SEQ ID NO 663) 

CCCTATTCATCTGTCTGAGGTTTTAAATGTNGGAGATCATAGGTACTAAATGTGTC 

GGACTCGAACTTTAATTCTTAGTAAAAGAAAAAATTATATCXSCATCTTGATAGAAGATTC 

TCAGAAATCGCAATCTTCAATCGCGTCATATCCCAATTTATTO^ 

ATGGTATGTATAGACAGACTAATCATTTAAAATTGAAATTGATTAT^ 

TAAGCCACCAAAAAAGAAAACGGAGAATACAAGTACCATTCTCAAGTTGAAAAGATAT 

AACGATTGAACCATCACACTCATTAGAGGATATCAAATATCaUlTTGTGTAATACT 

ACCTGCAATTCAAGACCTGGAGGTGAAGAACGAAGATGAAGAAGATATTGCAGTCCCA^ 

TGATGTGGATGAAATCAAGGAAGAAGTACAAGAOGAGTOGGCCATAACTAAGGTAC^^ 

GGCCTATCCAAAAGATTCAACTCAGOrrTATTOCAATAACTGGATTG^ 

ATTAAGTTTAAAGGATTTCGATATATTGGCTTTTGCATATGGT^^ 

TTATGAAGAAAACTAATTTAGAAAAAGTATAAATACGAAACAAGTCTATAGTT^ 

GATTTAATGAAGGTGAAGCAAAAAAGAAAGAATAACAAATAACAAATAAAAACAGGn 

TAACATACATGTACAACTAATGTTTCTTTOCACTTAA 

AGTTTCCAGAAGCAATCCTATTTTTGGATCTGGCTTTAGAC^^ 

GAGATGATAATGTTTCATTCACTGTTTTTGTTGTTGT^ 

TGTTGGTTGATATTGATCTCAAAACTCTCCAATCAGAATTATCCT^ 

CTGGTGAGCTTTGAATTATATCTTGOVTAGTGTTTT^ 

CTTCAGAGTCCTCAAAATATTTTCTTGGTTGTCCAGGAGACTC<^ 

AAGCACCACTCACCTTACGTCTTCTAATCGGGGTATTTATTACAGAAGAATCAGCA^ 

GTTGCAATTGCAATCTTTCTTTTCTTTTTGCCTCT^^ 

ACAAGTTGCCAATTAAAGGATCGGGTCTATTGTCTACTATCATTGTATGTCTCCAGCT 

GCAAGTAAAGCCAATGin^TTGAGGACCAACAACCATTCCTGGTCTCATCAT^ 

TGGCTGTAAATCCATGAGTGTATATGAGATGGGCTCCAATCAAACAACCGGTTCl^ 

GTACTGCAATTTTTCCACCTTTATTGATAATACACTCT^^ 

GACAAGTTCCATCATCGAAAATCATATCAATGTGCTTGATATTTCT^^ 

GAGAGTTTAATCTCACCACAAGCTGGACGTT6TTTTCCM 

ATCCTCCTCGCTTGCTTTGTTCAGGAGATGCAAATGCAAT^ 

CGACTCTTTCGTACTGTTCATACTCGTCTAAATCAAATTTGGCCAAGTCAATC 

ACATGGCATACACGACATCCTGAATAGTTATTTCATAATCCGCACTGCTATATCCTGCGTCTCTO 

AAGGTGGCGTGATTTGAGCAATAGGTTGCAAAACTTGATGAGGAGCCCAATTCTC^ 

ATAGTAAACATGCrAAATTGGCTCTTTCCTTAGGGGATGTCGAACTATATA 

AGTCTTCGTTrAATTTCTTGTGTAAAAGAAClXX;AAAACGATATAAATGCCCAA 
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TGTAAAATGCATTATATGGTAATGCGTCTTCAACTGTGAIA^^ 

CATAAGCGCCAAGGTATATTCTATCTGTAAATGGAATTGTTAG^^^ 

TTGAAGTAGATTTTCCCAACATACTTTTAAGAAACT^ 

AAGGTGTTTGTGATTATTAGGTAGTTTAGAACGGTATGGTAGAAAC^^ 

TACrTATATGTAGAAAATACAAATGAATGATAGACGTTGAGTTAATTC^ 

TTCAAAAAAGATCTCTTCCATCAAAATTTATGTTGTT^^ 

TTTCTTCTTTGAAATCGCTGAATGGAAGCGTAC^ 

ATATTGTGCACTACTGTAGCAAACCTCAATCCAAAAAAAAerCCAAATC 

TGTATTAATCCTTCATAGCAAAGGAAAGGAAAGCCATGGTACGTTCAGCATA^ 

CTTTACTAACCGGACCATTGATGATAGTCATCTTCQTTATATACATTT^^ 

AAGTTTAGATTTCAAAGTGCCAAAGTGGATAAAGTTC^^ 

TTTGCGATTGTTTAATTTTGAATACTAACATGT^^ 

AAGAAGATGAAATTATAGATTCCATAGAAGAATTGGTTGAG(^^ 

TATCATATCCCTTCAAACt^yVTGATGGGCGATTGAAAACACCATO 

GTGGACAAGAAAGTAGAATGCrCTATGCTGGTGCAGTTGAGCA^ 

TATTACAGGTAATTCTGCCTTTTAGCTGAACACATTAGTGTACT^ 

AGAAGAGGACTTTGATGATTTGAAAGAACyVATTGATTTAGAGGGG(^ 

TCAGCTTGTAACTQGTCTATCTATCATATAGCTCTCC^^ 

CATTTAATrrTTTGTTACAAAGTCGTGTGCATTACTAT^^ 

TCTTCCTCTTTAAAGGAAAAAAAAAAAATTTTC»TTT^ 

TCAATAAAATAAATCAGTCATOVTGGGTCGTATGCyiTTty^^ 

GCATCACATACTATTAACATGATAGTGGGAACAGGAGTTTTAAAGAAAAAAATC 

TGAAGAGGTCTTGCCTAAAGTAAACAATTCGTCTACGGTCGACAATAAACA^ 

GCTTTAGGTATTTGATACTTTTCTTTGATTATTt^ 

GTGTCTCTTCTTTGTCTTAAAATTTCAAATCTAAGTAATTT^^ 

TTGCTCCAGATGTTAATTGGAATTTTCrm 

AAAGGTATTTCCTOCTCCXX:TCrTCCATACTCAAGAAAC^^ 

GTTGAACAAATCATCAAATACXX:CAGAAAAGGTTTGAC^ 

GGTGTTTCTCAAGCCAAGGTTGTCACTGGTAACAAGATCTTG^ 

ATTCCAGAAGATTTATACTACTTGATCAAGAAAGCTGTCTCTGTCAGAAAGCACT^ 

aaagattctaaattcagattaattttgattgaatcaagaatcx:acagat^ 
gtcttaccaccaaactxsgaaatacgaatctgctactgcctcicctttagt^^ 

TATCTTGTCTTTTTTXTPATATATATAAACATGTATATTATra 

AAGTAATCGTTTTAAAATGATATGGTTCTCAAAAATTAATTGTAGTGT^^ 

ATTAGTTTGAAAAATTATAAGCACCCAAAAAAftAACACTX<rrGAAGAGT^^ 

TTAACACTCAACACAATTATGGAAGCCATATCCGATAGACTATTTAATGAGAATGC^^ 

AATGATGACCCATCATTATTGACTATAATACTAGATCTTTCy^ 

TCAATACAAGATATCACCAAATCATTACTAGTTTTCTTGAATGGACAT^ 

GCATTTTTAGTCAGTTCTACTATGGGTTCTAAATTTTTATATCCCGAO^ 

AGTGAACATTCTGAACATTTTCCTGACATGTATCGACTGTTO 

AACGAGTATATTGAAGAGATTATCAAATTCGAGACAAGGAATGAAAAAAAGGGTTTC 

ATCAGTATGGCTTTAACGTACACAAATAGAATGTTAACGTTGGATC^^ 

ATGACAGCTTCTACGCTTGAAAGTACATCCAACAACAATAATACTAGTGGCACTAGTTC 

TCTAGCACATCGATGAAATCAAGAGTTTTGATTGTGTCIXX^ 

ATGAATTGTATATTTGCTGCCCAGAAAATGAAAGTGTCTATTGACGTAGC^^ 

TACTTACAATAAGCTTCTGATGCCACCAAGGGGGTTTATTTACACATTGAAGATCCAAAGTC 

TTCTCAACCGCATTTTTTATAGAACCCAACCTACGACCATACATTATTT^ 

CGAGCCAGTTGTTTCATTACTGGGAAATCAGTAGATTTGGGATATGTC 

VDR064W_homolog 143aa PathoSeq: l..I43(SEQ ID NO 664) 

GKGISSSALPVSfWAPSWFKLSSDDVVEQIIKYARKGLTPSQIGV^ILRDAHGVSQAKVVn^GNKILRIL^^ 
EI PEDLY YLI KKAVSVRKHLEKNRKDKDSKFRLILIESRIHWJOIYYRTVAVLPPNWKYES AT/^ 

YKLl56W_homolog 2002bp PathoSeq: 1..2002(SEQ ID NO 665) 
ATTCCTCCCCAAAAATAAAAATAAATATGGATAGAATTCXrTATGATACATATTATATTACCAACTTT^ 
ATTCTTCTTCTTCTCTTTAATAATAGTTATTTCTTCATGCAAATT^ 
CTCTATTGTTGTGATTGTGTATGTGAGTTTTTTTTTCT^ 

TTCAGTCAATTTAGCTTTACCACCAGTTGGGGTACACAAAACAGTAGAACAAGAGTCAC^ 
AGCGTGACTGAAAACAGTGGTGATATTAAGACATCCTTGACATTTAACGTCCATAAAGAAAGATCT^ 
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AACTAAAGTTTTCAATTTGTGTTCnT^ 

taogaaaaaaaaataatagttagtattacatgttttat^^ 

aggagggttatattcxstttcgatgatttcagtaataac^ 

ttctgaggtgctaactttcatgctcattctct^^ 

gttgatcx:taattcattattcggtactacaatg^ 

cttattcaatttttatttcaattcaat^^ 

gatcatccaggaatatcccta:ataactcatggtaaatct 

tgtataattcaaaaactgaaatctattgaaaactgaaaa'm^^ 

ttcgtgagttaccaaaaaaaaaaatgcgatagtatggcaagagagaagaagatt^ 

gggggaagaagttagtttttttttgtttctgt(^^ 

caaacaattagggctattagggctcaacatttttto 

tgtcaagaatagcttttcaatggttgagccaatatt^ 

tcccaaggttgaattcttctactaccaatttgagatg^ 

cacattctaovcaatgcctacaaatgaaaaagtacto^ 

gcaccagagtttacatctatcgtaattgtaaatctttatcaaaot 

ggcaagtttcttaatttgacnxsgtctcatctt^^ 

aaacccttcttcctgaattttcaccgctctttgttc 

ataaatgtcttgattcaattgatacaatttgaatttaaj^^ 

tgtaacatcgaccaattcttgtttcaatttttc^^ 

cttgtc1ttatctttatccttctgtttccaatatcct(^^ 

atctttctccaattttgatttcttgtccgtgagtgt^^ 

tatggcattggcaaattgatcatctaataaatgttgtggac^^ 

VKL156W_homolog_l 81aa PathoSeq: 1..81(SEQ ID NO 666) 
VLVQDLLHPSPATEAKQHKLKTLVQQPRSPE^VKCQQCIiNITTVFSHAQTAVTCDS 

CSFRRK * 

YLR038C.hoinolog 8469bp PathoSeq: 1..8469(SEQ ID NO 667) 
ctgaatcaacattagaaactgaatatagtaaccaatcauultc^^ 
acaaggacaacataaaagtggttaagatcccgaaaaatgattcaatc^ 
ctattgaacaagataaactaatacttttaactggattatcgaattcaattg^ 

tagtx:aaacaaaaacagaatgaacaacaacaacaacaacatgaaccatcacagaaattagatcaatataaca;^ 
ttctacatattgatagtacagtaaatcctagttataaacccm'accggagaaagaaaac^ 

AACAATTGGAGAAAGAAGCTTTACAAGAAATCAAAGGTCC(»AAATC^ 

TAGGTAAACATTCAATTGTGTCAAATATAGAGTTAGTTAATTGGACAAAAC^^ 

AGTATATAGCATTCCCATCCAATACAATTCGAGTTAGAOOGACAGAAAAGAGAGAC^ 

aataagtaaattgacaataatgatgtgaagctggtqggtag^^ 

gtacacatcttgtaatctggacactacctaccaattggaattctgcttttat^ 

gtagtgtxksrrttgcaacaaccaatgaaaattcagt^^ 

aagatggcaggaaaactctttaaaggaagaaagaagaaaaaaaaaaaaaactvcgcccactatcaagaatact^ 

TTTCATATCCTTTTACTTATTAAACATATTCATAavrAAl^C^ 

CACAATTTGAOrCAAGATTCCCAAACCAAAAOCAATCCAAACATT^^ 

GTGTCAATGTGAAAGGTGAAGAATTTGAACCATGCAAAATCTT^^ 

ATTGGGTCGAAAAATGGGATGATCAAAGAGCTGCTQGTAAATTCCCAGTCAAC^ 

TCCTTTCCTTTTGTTTTTGTTTTTT'AATG^ 

TTTTTTAGGTGGGATATATATTCTTTTAATTTCTTTT^ 

aagtccctccccaccccgtcatttttggctttattttttatatatacacata;^ 

CGATTATATACAAAAAGAGAGAATGAAATAAATGATAAAAAGAAAAGAATATTGAAAGGTTTTTT^ 

gataatgtacatattctatgaagaatgaaatcaccagaaactatcitcgg 

ttcactagcaaacaaatcagcatacgggtcagcattttgttt^^ 

ggcctctctttcttcttgtttcctctcattagaulto 

AATAGGTACTTCCnTCTTTGTCTTATTTAACTTATTGATGAT^ 

CACAAGCTTATTGTTCITGAAAGTGACTGTACCTATAT^ 

ATATATGATAGACACATTATTTAGTTTATTACCCTTTATTGAATTAGCTTTA^^ 

CAAACCTTCGTCTATTTGGAAACTCTCAAAAGATTTGAAATTTTTAATT^^ 

ATGTGCTGACGAAAGCTTGTCAACATGAAA<XAAATATTTTTGGGATGAGiUlTC 

TACTTTATCTCTTCCCATATATATGGTAQCTT(X3TCCGCTT^ 

GTCTTTAGAGGTTACTTTCGCCGTAAAGTAGTACACCATGATGGGAAT^ 

ATGAAGTGGGATTGAAAGAAAAAAAAAAATAGTACAGAATAAACATAATGAGACACACGAT^ 
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ACATTACAGTGATAATCTACCTACAACATCTA(aiTAATCIUy«^^ 
TCGATGATCGATTTCTCAATITCTACAAGCTTI^^ 

ATATAAATCTGGTAGCTCCGAGTAAAGAGAAGAACTTGTAAGTCACAAC^^ 

CTCACTrrCTCTTTCTATATTTCATOUlTCTACAT^^ 

TTTGTGTTGCATATACACATCTATTCATGTGTAGGTATTT^^ 

AGTAAAATTTTTTCTTCTTCTTTGAT^^ 

CAGACACAGACAACAACCAAAACTTGTTTTATTTGAAT(^ 

TGCATTAGAGTATATATTGACTACTGATTAGATCTTATATAOaU^ 

AAAGTTATAGATTTAGATCATTTTTTTTATTTTCCCAAC^^ 

CCTTTTTATCCGTTTGATTGATTTATATTCCTATAGTTGAT^^ 

ATCATCAATTGAAAAGAAAAAAAAATCACCTTGAACTAACACCTCAACT^^ 

AATTTATTATCGTGTCTTCATCACCAGTAAACGCTAGCCC^ 

TCGAAAAAGAGCCATXTTTATAGAATAGAGAATCCCGAATTAAOaUUl^^ 

TAACAACTGCTCATWCGATAATTTAGAATXyvOlTTAC^ 

ACCCTATTGTTATTAACAATTATTACGAAAAACTTCTTAGTTTT 

taacatccattgaagaattattttctagagaacrrgaa<^ 

ttattcarrtatccaagttatttgacaccaaagccattgatatt^^ 

caatcttatcctttatatttttagtcaacx:ttgctgata 

AGAATTCCATCGATTTATTAAAATClTTAAGATCnx:AAGAATTC^ 

attgtatattaaacactccatttttcccattaittcata 
caactattgaacccgtcaacaaatixrratcaaaatatat^^ 
gtccagaaaacttattaccagaaaaattgttaccaagcrmttgc^^ 
tagcattaatattagctgaaatattgatacx:tgggtctcaagggttatcccaagg^ 

TGCCAGGCTCAAATGCCAAAGGCGCTCAATTACAAGCMXmr^^ 

tcaactggtacgaagtgtttaatcacgtgcatcaatatttatttgac 

TTGGCAGCATTACCCAGTTTTTATCGTCATTAGATTTCAAACAAGAACC^ 

ggtggttcaataagacgttgttgtatatattgcactcactggatgcatc 
tgcctaatttagcttattgttttgaggaagataaaaccactcc(x:aaacaag^ 
atgtgggtaaactagaaatccaagtgataaccaaaatacaacagcaacagcaacag(^^ 
aacaacaccaattgagtgagcaagataagaaactaaacgcgtttttaaatcaattgt^^ 

TGTTCCCAGAATATATTTTGGCCGCTGCATTAACTGTCGTTGAGAAATCCCAAW 

cgttgttttatttgttggtagatagcgctagtccttcgttg^ 
ttgccgctatcaagttggctgattactataagagcagaaaaaccatt^ 
catcaagttttggattgacccaagaaatattggatatctttt^^ 
tggtagaatccagtctttttggatatgactacaaatctgto 

CATCCATCTATCAAGCATTOTGTGAAGCATTGGACC^^ 

agcaagcacaacaacttcaacagcaacaagcgctcccara 

tacttgaaaaaatcaaatcgagtaatcgagttgttgatgct 

caacctatccaaggttaatcaatttcggaaatggtcatgatgaagccat^^ 

tcttcccaccttctgttgaaatggaaatgaaagcttattattcgaaaa 

aaattgttgacatgttgactcaaatgaaggccagcgatgatctccacagtcaaga 

actctttattggacgagtataagtttttctcagagtatcx:attctx^ 

gtx;cacttttagaaaaggatttgattcaaggtacgacttti^^ 

accaaccgcaagattoicatttgttcaaattt^^ 

atccaatttattgtaaacacttcttogaatgtcgtxcaot 

atgcagctaatggtattccatgtaccactggtgcagctcctactca^ 

atcagtctattaattatgttgatagaactataggttatgcaacxx:aagaagaaccaccagagtc 

agttattattcagtgtcaacaatatgacaggtgaaaatcttagattatctgagatccaagaagtato 

gttatttcgcatggttttcagattatttggtatcagacagac^ 

ccaagttxx5tcaagtcgttagcaaatccaatcttttttg^ 

ATATTATCCGTAATTTTAAGGATTCAAGAAGCGAAAGAAACCAACTAAAGAAT^ 

TCACATTAGCCAATGATAAACCATTGAGAAGAGATTATATTOCCTTGAAGTTTTC 

TCAACTCGTTGCCArrcATTCTTCCGTTTGTGTGTAAAATCTTGGACCAG^ 

CACCAAACCCTTGGGTTGTTGGGGTTATGAAGGTTTTAGCTGAGTTGTATGAA 

TAAAATTTGAAATTGAAGTGTTGTTGAATTCATTCAATATGAAGATCAAA 

GAAATCATAATCCTGAACCAACTGCATTAGCAAGAATGTTTGGTATCAGTTCACAATCA^ 

AAATGACAAGATTGTCTTTAGAGGGCTCGCAATTGGGTAATAATATCCAAGCACCATTCCCACAA^ 

AATCTAAACAGTTCCCAGGAATCTCCCAACCACAGATGCAAAATXM"^ 

AACAACAGCAGCAACAATTACCACCGCAGCAACAGCrrCCAGGGCAGTTGCCACCTCAAC;^^ 
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CTTTGGATACCAGTTTCAGCACGTTAATTGGGAACT^ 

AAGCATCTTTATCTCGTGCAGTTAGAGAATGTACTCCAC^ 

CCACCAAAGCTTTAATCACTAAGGATTTTGCTACGGAACXn^ 

TGGCATlXX:T(mxnCTCATXXaUlTGGTGTC^ 

TCTTWAGTTATTGQGCWiCAATCCAAATGAI^ 

GTTTATGTGTTGATATTGTTGATGTGTTGGTAGGT^^ 

AAGTGTTTTTGCGTGAACATCATACTGCCACAGCTCC^ 

CGTTGAGATTACCAAATCCTTTAGGATTAGCACnTACC<X3AT^^ 

TTGGAGAAGCAAGAGTGGATCAAATTGTACCTCCTCCAGGAAGTACCGGTATA^ 

TAGCACCATTACAACAGCAACAACAGCAACAGCAACAGCAACAACO^ 

CACCAGCQCCACCACAACAACAACAACAACTGAAACAACGCATTGCAC^^ 

TTTCGTTTGAACAATTGTTTACTCCTATTACTOC^^ 

AAACCAAGTTAGCAGATTTGCCACCAAACCATTOCArrATGGK^^ 

ccaatgccataaaatatcx:tgagttgctattaaaggctg^ 

acgaaaacccaatgagtaatgaaatctaikotxotattt^ 

aagatgctatttggtggcttotacactcatctgatc^^ 

aagttcaattaatccagcx:aattaaattagatttatctat^^ 

tagtaaagtttgctgctagtttgtrrgacgaatatttot 

AATTTGCTAATACATTAGATGCCTTATCTAAATACCAAGC^^ 

AGGCAACTAGTACATTGTTCAAACTCTTGAGTGAGGCAGCACCCGCTT^^ 

ATATATTTGCTGAATGGGTAAGATTGTTGACTCATGGAGAOG^ 

AGGGATTGATTCAATCTGGTATACTTAATAATCCTGAATATGTAAAGACT^^ 

CCATTACATCGTTTGCCACTGAACATGAATTACGTTCAAGAACTCAACA^^ 

TGGCTATGTTGATTGTTCGAA 

YLR038C_homoLog_l 74aa PathoSeq: 1..74(SEQ ID NO 668) 
DPATPKFETPQFDPRFPNQNQSraCAQAYVDYHKCVNVKGBEFEPCKIFFlCrFTSr^PIiDW^ 

YNLl31W„homolog 15251bp PathoSeq; 1.. 15251 (SEQ ID NO 669) 

tttaaatcaccaaaaaatgtatcaatattttctgaacagatagaacaacaac^ 

atattaatcaaattgatattcattttagtagaattgat^gaaaaagaaatc 

ttaaaaatatatctataactaatgataccaataaagatcxxaultcctagtaatggtttaat 

aagaattagatttaacatttgttgattctgctaattl^^ 

tacttcaacatcttcaatcagttacaaattcoggtcattttc^^ 

aattacaacgtaaagaaaaatgtatcaatttgaataaaattgaacrra 

ttggatgttatcaaatatcatcaactaaacaatgtaaaattcgtttag^ 

atcctgtgaaaccagatattaatattaaaccaaaattaccaatcx:attgt^ 

tcccattggaaattaattataaaaatcctcatcatcatgtaaataaacaaactt^ 

ccccaagtactgctactactgctactaatgatgtggttgctattaattgggatg^^ 

taaatttaatcaatttacaagaaaatgataatattcatacattatatatt^ 

atttaAatattgaattacaaacttatactgaaaatgaaaatgaaaatggaaatgaaaat^^ 

aggacgaggatgaqgatgaggatgaggacgaggttgtggtttatgatatt^ 

caaagccattttcttgtcaatatgttataactccagatttccgtgataa;^ 

TATTACCTAATAAAACTXy^TCATAATATGCCTATTGCXXOTAGATTATGGGAA 

aatataaagaatttatggaagaaagtttaagaaataaagaacaacaacaacaacaacaaca^ 

TTGATATTGAATTTAATATTGTTTCTAAAAATCCTGAATTAATCAT^ 

ctattgaaaatcaac»atttataacaagaagtaaaagtggatttagtcataga 

ctattattaaatggaaacgtaggaatcataatgataatgataatgatgatgatgaa^ 

ctccagaatgggaaatcactttaccattatctgaaccaaga(ntin'att^ 

AAGAGCAAGAGCAAGAGCAAGATGCTAAACACAATAATGGTTATAAATTACyUlTATATT^ 

CGAGAGTATTTACATTTACTACTCAATTGACTGATTATGAAGATCAATGGATATTCAAC 

TTCCCTTGATCCAACCTCCATTCCCCGTATTACCATTTAGTCGACATTATATGGATTTC 

CAGCACTGGAAGGTATGAGTGATTCTAATTCCAATTTAGGGTGTGGGTCTGAGT^ 

AATTACCTAAATTTAAAGTATTTGATGTTCAATATAAAGTGACACTTCCA^ 

CCAGCATACCTAAGAATACTGGGAATTTATATTACAAACCAAAATAACTAAACTAATAATTCTCT^^ 

ACATTTTCTAGAAAAATAAAATAATTACACATATATTTATCAATAGTGGGTC 

TTGACCATTAACACCAAGTAATTCAACTTCGAAAACAAGAGTTTCATTAGGACCAATAAT^^ 

TGGACCATAAGCCAAATTTGGTGGAATAGTTAAAATTGCTTTAGT^ 

ACCTTTACCATAATTGTTAGTTAAAGAAATATCCCAACXrrTTAATAACTT<^ 
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TGGTTTACCTCTTTl^TTGATCmATCTUlAT^^ 

ATCACCTGGCTTAGCAAATGTGGTGTTATCACCTTCTTGAA 

AATTTAATCTAATTTAAGTTAATGAAATAAT^^ 

GCAATTAAAAC^IilTGAATGAATGAATGAATGAATGI^^ 

TTAGrrGAACGGAAACGGAGCy«:GACACACACACACACAC^ 

AAAAGATTCATTGCCACCATCAATAGCCCGAATTTAAAGAATATAATGGAAGT^^ 

TCTTTCCTTTTTTTCCAATCTACAATAAC^ 

TTTTCTATAATATrcATCGGTTAACTCTTTTTTGACC^^ 

TTTTTTTTTTTTTTTTGCAACTAAAC^ 

TATTTCTATTATGATGGATTGAATAGTTATTGTATAATACTCT^^ 

TTGTTTAACTTGCGTTGTAGGTGATAATACTCACTTTATTAAGT^ 

TGTTTATCTAATAATGCCATATGCAACAAAAACTGTTTCAA^ 

TAAGGGGAGGTTATTTACyVGAAAGAAATCTTTAATATATATTTAGTTGGCT 

GGCTTACACTAACCGCAGCAGCAGOVGCAGCAGCAGCAGCAGCAGCAGGAGTCACTAC^ 

CATGACACTAACTATTAACTAAATAAAATAAAAAATTGGTTAACaWSTAAACTTAT^^ 

ATAAAAGCAACAACAGCAACAGCAACAGCAACAGCAACAGCAACAACA 

ACC<XTTAACTTCTTATCATTTATCATCTATCA'm 

CTTTTTAACTTAATATGTCCGATGTTAAAATTGAAJOTXSAT^ 

ATATTATTAAAGGAAATGTCACATTAGTGGTTACTAAAQCCATTACOT 

GTGAATC7VACGACGCAATTACTGATACCTAAATTTAATAACAATAAG 

AAGATATTCATAAAGTATTATATGATACAACAATAGTTTTCC^ 

AAGAArrTACTTTAGCCCCAGGQAATTATTCATATCCOTrK^ 

AACGTGGAGGGATCACAAACATOATTCATATTAATAAGAAAACTTT^ 

ATAGTGATTTTGTTAAACATAAAGCTCAAAAGTATTATAAA6ATT 

AACGACCAGAAATGCCT<X:CCTGCCAAATGAATTACCTTATCATG^^ 

GGATGGGGAATTTTGCTAATATTAAATATTATGTCAAAGTGAC^ 

TACGAGCTTTTGATCCATTTACATTTTTACCATTAGATCT^ 

AACAATATAAAGAAGCATTTGTAAGAAAAGAAATTATAIOTATGAATAAAATTCCATC 

TACCACAGAAAACACAACTAGTATCACAGGCATCACAGGCATCACAAATACAACCTAAAAAGC^ 

AAAGATGGTTTAGTTCTGATTTAAGTTATAATACACCCAACAATAATACT^ 

AACTGATGAAATATCCTAAGATTACACCAGTTAATGTTCCATTTTCA 

TTTTAACTCCTGGGAAACTGCCAACTTTTAAATTATATCTTGTAT^ 

ATAAATATGGTXyUlCCAGAAGAATCTAATGGATTAGGAGTTGTTTATTO 

CTACAACATCTATATCAATTGTGGAAAATGATTCTGGTATGAATGi^^ 

TACCAATTTGTGATAATTCTTATTCTAATTTGAAATTTCATTT 

TAACAACAACAAGAAATTCCAATGATGCTTGTATTAATAATAAACCAGTGA^ 

TCCCACAAAAATATTTTGCTAATTGTATATTACCyVGAGAATTTACCACCA;^^ 

GTrcTTATGATTTAATAATAACTGCTAAATTTAGTCCTGAAAAG^ 

CAACAAATTCCXSCCAGTAGTAATATGAAAGAAGTTGAATTAAGATGTTCA^ 

ATTTTGCTGGTGCTCCAATAACTCAACGACAAGCTAGTGTGATA^ 

TAGCACCAGCAGCAGGATCAAGGTCAGGGTCaiGCAjCXXOTGGCAGAA;^^ 

AAAGTGAATCGTTCACAAATGAAGGAGATXjAAAATTTACCAACTTATGATGA 

aagatataagtgaacatcaaagagccagaagaagatatctuigaatttggtat^ 
gggaggggcgaatttatatattatagtttatatgaatgacgtataacaatcaaa^^ 

TTGTTGTAAGTTGTTATGTCAAGTAGTAGAATTTAATCTATATTATAAT^ 

attaatggtctattttacactaccactcctaaatttttaagtttgctgtgt^^ 
acgtcctccaatttgttctttcgctttcgcttgttcc^^ 

TACAACGAATAGTCTATTCATTCATTCATTCATTCATTGACAATACTTATC 

AATCCAATTCTTATAACATCCAACTACTATTGAAAGTITmTTl^ 

TTCTACATTTATTTTTTTATTTTTTTTTTT^ 

TACCCCTTCTCCGCTCCAACTTAACAATCATGTCATCAGATAATT^^ 

TGACTGCATTGACTGCATTCTCTGCAGCTGGTGCTTATTATTATTACAC^^ 

ATTCATCTTCAAAATCAAATAAATCTTCTAGTGAGGAAGGTAATACTTCCACT^ 

AGAAGAAATCAAAGAAGTCAAAGGGAAGTGCTACTCCaiGAAOCAACCAATTC 

CTACTACCACCACTACTACTTCTTCCTCTGACAGCAAATCAACITCATCTAAGAAAATCAAA 

CTGAAGGATTACCTGAATTAACrrCCGATATTATTTCTAAATTATCAGAAACTC 

AATTAAAAGAAGATGGGAATCAAGAATTTAAAAATAAAAATTTCAAAAAAGCTATTG^ 

TAGAATTAAAACAAGATCCAATATATTATTCTAATAGATCAGCTTGTTATGCTGC^^ 

TTATTAAAGATACTACTGAAGCGATAAATTTAAAACCAGATTATACTAAATGTATTTTAAGAA 
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TTCAAGTTTTAGAAAAATATGAAGATCX:CATGT^^ 

AATCAATTGAACAACnrrTTAGAAAiSAGT^ 

TGATTTTACCATCAGCTGCTACTATTGGATCATTT^^ 

ATGAATCTCATGAAAATGAAGGAGTTAAAGCATTATATACTGCT^ 

GTTATGAAGAAGCTGATGAATTGATTTCTAAAGCTGTTACT^ 

TAAAACCAGTTTTGGCAATTGCTTTAGAATATTTAGCT^ 

CTGAATCAATT<aVAAAAGCCATTTCATTAAAACCAA^ 

ataaatcatcttatgaagca(x:attaaaagattttaaiij^^ 

TCTATCATTTAGGTCAATTATTTTATTTAACTGGTGATTTAACT 

AATTACATCCAGATAATGTTTATGCTTATATTCAATTAGCTTGTATC^ 

CTAATGAAAAATTCACTGAAGCTAAATTAAAATTCCCAACT^^ 

TAGCTGATAAAGGTGATATTCAAGGTGCTTGTAAACAAriTCi^ 

GATTTTCTGTTGGAGCATTACCATTAATTAATGAAGOU^ 

AAGCTGAAGAATTATTAACTAAAGCTTGTGCTraAGAT(XAAAA 

TTAAATTACAAAAAGATGAAGTTGATGATGCTATTGTATTATTT^^ 

AAGAAAAAATTCAAGCTACTTCATTTGCTGAAGCrACTAAAAT<^^ 

ATAATAAAATTGCTGAATTAATGAGACAAAGTGGTGCC^^ 

CTTCCTTCCrTCCTTCX:TTCCTTCCTGAGAAATTCT^^ 

GTTAATTGTAATTTCCCCCTTTATTTTTTGTAAAGAAGAAT^^ 

TAGTTTTTTTTGTAAATTTAAATTACTTACOT 

TATATTATTTGTTATTATTTGTAATAAACATATTTTAT^ 

ATGATAAGTTAACCCCCTTGTGATOITATGTTATTTATTA^^ 

AATCAATATTATGATTCATCAACAAATTTAAAACTTGATTTA^^ 

GCACCTGTAACAAATTATATTGAATCATGGTATCGTTATCCTTTAAAT^ 

TATGGATCAAATTGGCATATTTTCAATTTTCGAGGTGAAT^^ 

GTTAGTCATTATCCATTTCCCXSATCATTATCCACCXrACT s 

AATTTATTACAAGTTTTCGGCGATAAGACTAATGTTGTTG^ 

GGAACTTTATGTTGTOCATATTTGATCTATCAAAAATATC^^ 

ACTCTAGAGGATATTTTATTGATTTATAOUVCTAAGAGA^^ 

ATATCTCAAAAAAGATATCTTCAATATTGGTATXaOTATATT^^ 

TGGTTAAATATTATGAAATTTATAAATTTAAAAATCATTCGAATAGGTGGATTGA^ 

TTAAATATATCAATTCTGACATATATTACAAAAATAGAAACTGACACTAGTGGTAATAGTAATAATAG^ 

ACAATTGTTAAAGAATTAATACAATTAACAAATGAGAATTGTGATAT^ 

TATTGGATAACTTATAATATTCATGATTTGAAGATTTTOCAATT^ 

AGTTATATTTGGTTTAATATTTTCTTTGAATCA^^ 

AAGGTTTTATTCAATTGGGATGATGATATAGATGGATTrA^^ 

GAAATAGAATTACAATCGGATGTTATCATCACCACCAAAAGTACAGATATATAT^^ 

ATATATATATATATATAGAAGCTTTTAAAAAAAAAAAAAAATAATACAAGATATAATAAQGTTTACTC^^ 

TTCTTTAACCTCCACGTTTTTCATTATCAATTTCTAACCAAAAT^ 

GTTTTTTACCATTTTCTTTAATGATTTGTATATTT^ 

TAAATATAATGATTTCTGATTGTTTAGTAGAT6TAGTTGAATTATTGCCA 

CATATAATTTGACAAGTCTATTGAATAAAAGAGTIXaUUVTATTGGATG^ 

GTTGTATTGGTTGTATTGGTTGTGGTTTATAATTATTGATTTC^^ 

TTATAAATTCCAATAATGTAGATGCAGATGATGAAGAAGAAGAAGAAGATGAATCCGATTTATTATO 
TCCTTGAAAAAGGTGGTAATACTTGAATACTTTTAATAAATG(XGTATTTATA^ 
TGGAGTTTTGTTTATTATCATTAATATTGGTTTTAGTTCTAATAATTATA^ 
AAATTTGACCAATTATTATTTGATCTAATAATGTTATGATTTTAACTTT^ 

GAAATGACATGATTTGTAAAAGTGTATAAATTGTATTAAGTAAGTAAAATAAAAATTGACT^^ 
TTGAATTGAATTGAATTGAGCTGAGTGGTTGTTGTTGT^ 
TTAAATATTTTCAGAATCAATAATTAATAATAATCTTGTAATAAC^ 
TTGATTCTATTAATGCAAAAATTGTAAATTGAATAGTAATTAAATATTAAGAAAT^^ 

TTAGAATGAAGTGATAGGTCGGATAGGTGGGTGATAAATAAGGAAAGGGGAAAAGGGAAAAGGGAAAATT^^ 
TCAGTTCAGTTCAGTTGAGTCAAACTTTCAACTTTCAAATTAAA^ 
AGAGAGATCAACCACCACCATCACCGCCAATGGAGTTTTCAGTTAGTGCGAAC^^ 
AGCTAACACGATTGGAATGATTACTTTGCACCAATGTCTGGCCATATCTAGTAOT 

ccaacctaacctctcccgactacacgacactacactactcacacgacacgacacgacacgacaaattt^ 
cttcttggtgtcgtgtaaaattataaaacttcctttttgttt^ 
actacattaattcaacttatattaatggtcacctco^cl^^ 
attgataaattagaagatcaaatcattgatcatxx:tgatgcttctactaaaaaag^^ 
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GAAACATTTCAAAAWVAAITAAACGCCAGAGCTC^^ 

TCCACTAGACAACAATCTAIUUXm:AACATAGGAAT^^ 

TCAGGTGCn'ATCAATTATCAATTTCTTATTACTAAATCA^ 

GAACAAGAAATTTGTGAATGGTTTTCAATAAATGATOT 

TATACTAATGACCTTAACAACAACAACAACAAAGCAACn'ATAAC^ 

AAAATI^ATCATCTATCTACTAATACATTACAAACAATATTATATTATAGT^^ 

TCTAAATCAGATCAACTTGATAGTATTAAACGAAATAATTTACAAC^ 

ATTAATATAATTCAAAATTTCTTTAATGATAGAATATCTCAT^ 

ACATTATCAATAAGACAACAAGAACCAATTTATTTTATTATACTTAC^ 

TTATCAATTGATCATGATAACAATACTATTATTAGAAGTGAGTT^ 

ACTTCATTATTAACATTTATTGAACATTGGAAATGOCATO^ 

ATGCTTAATAAACTCATTTTTTTAGAATrGGGX^^ 

TTACATCACGTTAAAAATAAACCAAC»AAAGAATaiCT^^ 

GTTTTCCGACAAGATTTAATTGATAAATATCCACm'ATGATGAAAC^ 

TTAAAAAAGTCGTTGGATAATGATGATGATACTACAAGTGACACATCA^ 

GAAGGAAAGTATAAATATTTTATGGCATTACACAATTCATCX:^^ 

ACTAATAAATCACATACTATTTTCGGTCAATTACCTACTOU^ 

ACTTTGGCAGCATCAGATTATATGTCTGGTGGAGAAAAAATT^^ 

ATGATTTATCCTATTACTAACAATTATAACGGTGATGGOG!^^ 

TTGAGAAAATCTATTTATGAAAGTTATTCTATTAAAAGATTATGGA^ 

CGGOGATATGCCGATGGGTATGATAAAACTACCAAAAATGATGATGATGATGAT^ 

GATTATAATTTTAATGAATTGAGACAAAAATATCCTGAAAAAACnXrr^^ 

ACTTTATATTCACAAAATTTATGTCGATTGAATACTATAGTTGAAGT^^ 

TTAGATTATAATTTAAATTTTGCAGAATTGGAATTAAATTCAA 

CAAAAAAAAATTGAAATGGTATTAATACTGCAATTGGAAGTTAATAATGCCAAAGAATO 

TCAAGTTTAATTTTAAATTTATTAAAATGGTTTAAAATAR^ 

TTATTTGATCAACAATTTTTTGCAATTTCTTTAGJ^ 

ATGATTACTACTACTAATTCTAGACAAAAAAAGGATGAATTAACTGAATATGAAATATT^ 

TTAATGAATCCCAAAATATCATTACCAAATGGGAATTTTTlXXyiT^ 

GAAGTTAAATACAACGATTTTAATTTTATTAATAAAATTTTCATACTGTC 

AATATTAAACATGTTTATATTTCAAATTTTAATGATAATTT^ 

AACAAAATATTAATTAAAAATCAATCACAACGAATATTTACATOTAATGATT^ 

ATGATATTAATTAATTATGATTGTCAATCATTTAATAAACCAATATTGAAAA 

CAAGGTCGAAAATGGAAATCTTCTAATATGGATTTAATTAGTCAAATT^ 

GATAATTGGTTGAGTGGTAAAGATTTAGAAAGTGATTTCAATAAT^ 

TTATTACAATTTTATAATATGAGAAATTATCCTTTACAAATGAATi^^ 

ATGAATATTCCTCAATTGGATTTAAATGATATGAATATATATGATGATG^ 

GATTATTATGAAGAAGATAATGATGATGATAATAATACCAATACTAATACTAAT^ 

GATAATAGTATTCAAGATGGTGAATTCATTTAGTTAACTTAGTG^ 

GCCCAAAAAAATTTTTTCTTCTTTCTACAATTTGTGGG^ 

TTTGTTTGTTGAATTTATAAAAAGTATCATCA^ 

AATTAACACAAATTGACGACGAAACTCAACAACAATTTGAAAATCA^ 

ATGAAGCTAGTTCTGAAGAAGAATCTGATGATGATGATGAATCAGATC 

CTTTATTAGAAAGAATTGTTGCTCTTAAAGATATTGTTCC^^ 

CAACTATAGGAGATTTATTTAAATCAAGTGTTCAAAATGGTGGGAAATT^ 

TATTATTAGGAGTTCCTTTAGCTTTAGCAATTTTATCCGAAACTCAAT^ 

TAGAAAAATCTGCTCAAGATGTTTTAGCTCCTGGATCTGAAGCTGC^ 

AATAGAATAGAATAGGATCCAATCCAATCCAATCX:AATOCAAAAjGC^^ 

ATAAAGATCTTTTTTCAAAAAATTCAAAAAAAAAATAATAATAATATACATC 

TCTAAAGTAAAATGGTAGGATTAAACAAAAAAAAAAAACACATAATGGTAAGTAAACAAGO^ 

GCAACTAAACAAGCAAACAACTAAACAAGCAAGTAACCAAACAAAAOSTATCTCTCTCTAGTTO 

CTTAATTGATAATGCATAAATATCTAAATAAGTAGTGATTTCAGTAATCACTTCAGCAA^ 

ACCTAAAGTTATTCCACAACCTAACCAACTAATGGCATGTAACACTTTAGCAGTACCATAACC^ 

TAAAATTTTACTCAAAATCAATTGACCAATAGGGACAAACATTGGATATTGAAT 

TAAATGAGCCAAAATAATTCTTCCAACAGAAAATGCAATAGTACAACCAATAGATATCACTAAT^ 

ATCATAAAGAATTTGTGGATAAATCC 
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YNL131W_homolog ISOaa PathoSeq: 1..150 (SBQ ID NO 670) 

MVKLTQIDDETQQQPraiQSVAKNNHIIDEASSEEBSDDDDBSMJJDFDFENElTliLER^ 

SIYNLSSTIGDLFKSSVQNGGKPlA^LTSSSLLlXSWLRLlUn^ 

AFGNENKK 

YHRl61C_homolog 4220bp PathoSeq: 1..4220(SEQ ID NO 671) 

ATCCAGTTTACTTAAATTTAAATGGACAATTATCCT 

AAACTTAAAGGTGACAATGTCCAAAATTTTATTCra 

CATG(M-raiCAAATQGTWai^ 

QTCATATiUUVAGGCTOTTATCATTATCCTGCA^ 

ATCAGAATAAAATAOUlGATATTGTTTTCXMriX^ 

TCTTGCGTCGAATTCyiTGATATAACCGATTCCAAAGTAAAGACTTAT^ 

TGTTACACGGGGGCTTCACAAAATGGCAAGAAGAATATGOGAAC^ 

AAATATGGGAGTTTGGATCCTAGTGATGTAATATGTGTATATTGTGT^^ 

GTATTAGCAATATCGGGTTATATTTTAGATTGATATAGATGTGTATATAAATAT^ 

TGTGTACATGCATGTACTACTTCaiGCAATCAAATTAAGCa^^ 

AAAATTGTCTTTGAGCTTCTTGTTGGGTCTCCGGGAA^ 

TTGCTTGTGGTTTCAATTGTTGGTGTTGGT^^ 

TTTGTGATACTTTAAACGGATTATTGCCAGTTGCGTTAGCT^ 

GTGGTTGAATTGATCCATTATCCAATGTGAATGCTCl^ 

GGTTAGTTGATTGTGCTTGTAAAGGTTGTGGTTGTTGAT^ 

GTTGTGAAACTTGATGTTGACCTGTTGCCATACTT^ 

GTTCTCGTTGTTGTOGITQCTGTAATTCCC^ 

GCGGCTGCGAGCCATATCCTCCAAACCCAACACCAGTAAATGTAC^^ 

GCAATTGTGAAAACAAAGTCTGTTGCTGCTGCTGCTGTGT^^ 

GTTGAGCCTGTTGCAATTGAACTTGTTGCTGCyUlTGCn^^ 

GTTGTTGAGCTTGGTCTTGTTGCAGCGGATCCACAAC^ 

AGGTCTGTTGCACGACCAATGAACXOTGTCTATTCAAAOX:^^ 

TTGGTTGTTGTTGTTGTTGGCCCGGTTCATTCCT 

TATTGTCTTTCCCCTTTTTTTCTGCTAAATATl^^ 

CCAAAGAACTTGTCAAAOCTGTAGGCXX^GTGTTTGATAi^^ 

TAGCTACTCTCAAATAATCAATGACAAACTTQGTTTGATCT^^ 

CATCAATTTTCGACATTTCAAAATAATGTTCCAAGATGTTO 

ACAAATCATTGACCAATAATCTAAATGCAGTTAAGACAATGTCATTAT^ 

TCAATAAAGAATCAATTTGTTTCTGGACACTTTCAACTT^ 

ATCTACCACCTTGCTGATTGGTATTGTTATT1X5ATCTTT^ 

GCTTGACTCTGGTGTGTAAATACTTGGCATATCTCGTGtflTAAATl^^ 

TGATGATGTTATTATTGTTCAAATTTAAAAGATTTGGCX^ 

TATCCCCTTCCCTAATCATCAAATGAATCACAATOUUSGCrT^^ 

GTGCCTGTAATGTTCTCATTATAGTGTTGAAGTTCTCCTTAGAAATAA^^ 

ATATGGGCTCAATATATTTTGGTTTAGGGGCAGCXZACCTT^ 

TAGTCATTGTCTAGTGTTGTTGAAGTAGAAATATTTGAAAACAAATAAT^ 

TAAAAAAAAAGACCCCAAAAATAATTGAAAATGTGGTACAGATAATTCTATO 

TGATCCTTGCAAAGAGTTCTGCTATTTCTTCAATGAATTAA^ 

TGGAAAATATTTAATAATAGTAATGTGTGTTTGAAAATTAGTATAAT^^ 

ATAAAACCTCAACTCAATAGTTGTCGTCGGCTGTTTCTC^^ 

TCCATGTAACGTTGCCGGAGGCTGTACAATTOATAACnXXXXT^ 

ataatgactcgttttaagtcaattgacactatacatttcagaatatttaatgat;^ 

tcatcgactatggggtgtattctcattcgtgtgaaaaccaatctcgga;^ 

tttttgaaattgtcttttttctatgagcagtattaatag^ 

aatatcaagtacatatacttgcttattattgaacattaggcacataatgtagatat^^ 

aaataaaactcaagacacactattcactctgaaacggactttatgtctgtttt^ 

aattcaccggcccattcatgtggcattgctcgatagacgtaaacttc^ 

tcaccatcaacaacatatcgtttaccaccaacattttgttctaa^^ 

acaactgacgtatgatctggggcacctgcagattgtgtgacacx:agtact^^ 

aactgtaaaatgtcacctcttcttacctcatcgagttgct^^ 

ttcccaatttgtaatattggataaccatggaltotataacatgatacgaatgc^ 

aatgcttcttttgccaaatcccaacactcacctcgtcx:aaca(hcttacctci^^ 

ATATACTCCCCGAATCTTTGATGGTTAGCAATGAGTTCTTGTTT^ 

tatttctcaataaccacatttacgttactaatgtcattattactgtat^ 
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TCTTTAAGTCTCACAGTTAAAGTTCTAGTACCCTl^^ . 
TTGATTCCATGAAATACTTT 

YHR161C_homolog 609aa PathoSeq: I..609(SBQ ID NO 672) 

im*YEK]:VKGIlTK\aCVIUU»KPKYIEPILMATSl^ 

GDKNVTLDYLSNQASFNLLmiNI^IXiaYSNSFNSDIKPITO 

GIU«RLLDVDKGIXRE\^SVQKQIDSLLKNNFMEE9BINNDIVLTAFiaiL^^ 

IDAERSLKIYKKFXmQTKFVIDYLRVAKHLBYATKLHVPTIi™ 

DNIVLKPTQSIL^«aCSKNEPGQQQQQPREQQQKlJQ<?^SSD^JmHSSLWQ 

QQQAQQQAQQQAQQQALQQQVQLQQAQQQALQQQATQQATQQQQQQTLFSQLPSISQGQTi:^ 

QPQQU2AQHTNPFIQPTPQLQQPQQP(K}PVGLQRSimiPFSSMATGQHQVSQQQFAQPYSQL!m^ 

TNPFAm'RFASTSHTTAFTLDNGSlQPQQQQQQQNQKIQANATra^ 

QATAGGLBH 

YDR544C_hoinolog X700bp GeneSeq: l.,1700(SEQ ID NO 673) 

CTAAAGTCCAAAGTTGGTTCAATTTTTGGCAGAAAAAAGA^^ 

AAGATGAATCATTATCTX5AGGTTTCTTTGCCACCTA 

AACTAGAAGATCTTTTATTGACCGCTTCCATAGAGATC^^ 

CAGCAGCCTTTGAGTGATCXrTTTGCCTCACGCIUSAG^ 

AGGCCAAATCACTAGAGCCTGTATCAGAAGTACTAAAAGAACTCTTOrCACCT 

AGGTGAAAATCAGCAGTCGAGAGTTGATGTATCCTCTCAAACXn^^ 

GGTGGTTCTGTTAAACCATTACCAGAACCTGTTGATTCTCa^ 

CTACAGAAGAACGTAGAGGCTCGTTACTTGAAAAACACAATTTAGAAGTACAACCT^ 

TCAACCGCCAGCACCreTGCCACAAGAATCCAGATCTAGACAAAGCAt^^ 

GATGATTCCAACCCAATCTCGGCTACTCCAAGATCC6AQCAW\AT^^ 

CTCCTGAAAAGACTCTTGCTCCACCAOCACCAGCTTC^^ 

TTCAGCTCTTTTCCACAATTTACCTGCTGCC^ 

GACAGGGGTCATTCGTTGTTGAAAAATGATITCAAACACXaUUy^^ 

TTGCTGAAGTCATCAATGCCAGCTTTAAGGATGGACAGTTGArrAAAT^ 

TTATAATGGTAATGCTTCCGATCCACTTGTGGTCACTATTCCTAATAGTT^ 

TTTATTGAGGATTTAGGTCAAAGCAAGTATAAAGTGAACCCAACTTCAATTACG^ 

AATATCTTTTGAAACCAACACAGGTACOIGTGATAATTCAACAAATAT^ 

GATGGCTAGCATTCGTTCAACTACACCTTTGGTATTGGAAAAT^^ 

GAAGCAACATCTGCTTCCTCAAAGCCTCAAGGTGCGTTTAATAAAGAGAAAAACAGAAT 

AGTCCCTCGCATTGAATGGTGTAGAGCGTTTGATAGCTAGATTT^ 

TGGTGTGCAGATTAAATTTCAAGTTAAGGATCCACAAGTCAAGT 

ATTCCTACGTTTAGAAATTTGGTTAGCGGTAGTTATAGTGGTCATCTTTi^ 

TGTTGAATTGAAAAAAAAAAAAACGTGA 

YDR544C.honiolog 548aa GeneSeq: I..548(SEQ ID NO 674) 

LKSKVGSIFGfUUCKKEKPTCADSIAEDESLSEVSLPPTRTRNSSyLSRSNSTRRSFI 

QQPLSDPLPHAEKPQPBIPQSPEAPQAKSLBPVSEVUCBLPPPMQNGSBRKGENQQSRVDVSSQTLSF^ 

GGSVKPLPEPVDSPNVIKYNDSDDSSTEERRGSLLEKHNLBVQPVSSPFTTQPPAPVPQESRSRQSSDGIYSFBA 

DDSNPlSATPRSEQNVFGQMPDPNLSPEKTI^PPPPSRKVLHHEBPTVRDSALFHNIiPAASHSGR^ 

DRGHSLLKNDFKHE^^aASTI^LSSSIAEVINASFKDGQLIKSaWGEVAFNTO 

FIEDLGQSKYKVNPTSITSKTLGGLKYLLKPTQVPVIIQQIWKPEPHQSSLW 

EATSASSKPQGAFNKEKNRITWRYPQSUUiNGVERLIARFmVGLGSEHESGVQIKF^ 

IPTFRNLVSGSYSGHL 

YHR094C_hoinolog 1653bp public: 1..I653 (SEQ ID NO 687) 

ATGTCATTAGATAATTCAACAGAAAACCGTGATTTGGAAGAAAAGGAAGAAATTCCAAAGAACG 

AACGAACAAGGCGAACAAAACGAGAACAATGAGCATATACCTACTTTGGAAGATA 

TATATTGGTATTAGTATTTTGTGTTTCCTTATTGCCTT^^ 

ACCATrrCTGGTTTCATTAACATGACTGACTTTTTAGAAAGATTTGGT^ 

CTTTACTTTTCCAACGTTAGAACTGGTTTATTGATTGGTl^^ 

TTATTCTTGTCTAAAGTCGGTGATATGTATGGTAGAAGAGTTGGTATCATC 

ATTGTTGGTATTATTGTTCAAATTGCTTC^ 

ACTGGTCTTGCTGTTGGTATGTTATCAGTTTTGTGTCCATC^ 

TTAAGAGGTACATTAGTTTATTGTrrCCAATTGATGATTACCTTGGGTATT^ 

AGTTACGGTACTAAGAAATATTCTGACTCCAGACAATGGAGAATTCCATTGGGTTTATGCTT^ 

GCCTTGTGTTTGCTTGGTGGTATGGTAAGAATGCCAGAATCTCCACGTTACCTTC 
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attgacx3atgctaagatttcacttgcx:aai^ 

GAACTTCAATTAATCCAAGCTGGTCTTGAAAGAGAAAfiAT^ 

ATCACTGGTAAACCAAGAATCCTTGAAAGAGTTATl^^ 

ACTGGTGATAACTATTTCTTCTACTACAGTACCACXIATT^^ 

GAAACATCTATTATCCTTGGTGTCATCAACTTTGC^^ 

TTGGGTAGAAGACTCTGTTTATTAACIWTTCCGT^^ 

ATTGGTACTCAACATCTTTACATTGATCAACCAQSTGG^ 

ATTTTOITTACTGCACTTTATGTTTT^^ 

TCTGAACTTTATCCATTAAAAGTCAGAAGTAAGGCTAT^^ 

GGTTTCTTGATTTCCTTCTTCACTTCATT^ 

ATCGGCTGTTTAGTGTTTTCCATTTTCTTTC 

GAGGAAATTGATGAATTATACTCTACCAAGGTTGTTCCATGGAAATCAGCO^^ 
GACGAAGAAATGGTTCGTGCAAAAGGCTATACTCGTGATATCCACGCAGATO 

YHR094C_homolog 550aa (SEQ 10 NO 688) 

MSLDNSTErmDLEEKBBIPKNEHNEQGEQNENNEHIPTLEDKPLKEYIGISIIiCPLIAFGGF^ 

tisgfinmtdflerfggtkadgtlypsnvrtglliglfnvgcmgalflskvgdot 
ivgiivqiasqhawyqimigriitgiavgmlsvuiplfisevspkhlrgtlvycf^l^ 
sygtkkysdsrqwripi/3Ix:fawalcllggmvrmpesprylvgkdriddakisijikt^ 
elqliqagvereriagkaswgalitgkprilervivggmlqslqqltgdl^ 

ETSIIIX5VINFASTFVGIYAIERIX5RRLCLLTGSVAMSICFLIYSLIGTQHLYIDQPGGPT^ 

IFITALYVFFFASTWAGGVYSIVSELYPLKXmSKAMGFANACNWLWGFLISFFTSFITDAIHFy^ 

MGCLVFSIFFVmMYETKGLTLEEIDELYSTKVVPWKSAGWPPSDEEM\mA^ 

YBL099W_homolog 1344bp public: 1..1344 (SEQ ID NO 717) 

ATGGCTTTGAACTTGGAAGCTGACCAAGTCGGGGTTGTGTTGT^ 

GGTCAAACCGTC7VAGAGAACTGGTCAAATTGTTTCCGTO 

GTTGATGGTTTAGGTAACCCAATTGATGGTAAAGGTCCAATCAAGGCT^^ 

GTTAAAGCTCCAGGTATTTTACCAAGAAGAT<X»TCCAOGAACCAATGCA^ 

GATGCTTTGGTTCCAATTGGTAGAGGTCAAAGAGAATTGATCAT^^ 

GCCGTTGCCTTGGATGCCATCTTGAACCAAAAGAGATGGAACAATGGTTCTGACXSAAAA^ 

TACTGTGTTTACGTTGCCGTOGGTCyUUVAGAGATCX^AC^^ 

CACGACGCTCTTAAATACTCTGTTATTGTTGCTGCPACTGC^ 

GCTCCATTCACTGCTTGTGCTATTGGTGAATGGTTCAGAG^ 

GATGATTTGTCCAAACAAGCTCTTGCTTACCGTCAAT^ 

GAAGCTTACCCTGGTGATGTTTTOTACTTACyVTTCCAGATO 

GCTTACX^GTGGTGGTTCTTTGACTGCTTTKXZCAGTTATTC 

ATTCCAACTAACGTTATTTCCATTACTGATGGTCAAATTTTC 

ATCAGACCAGCTATTAAOSTCGGTTTGTCCGTCTCCCGTGTCG^ 

AAACAAGTTGCCGGTTCCTTGAAATTGTTCTTGC^^ 

GGTTCTGATTTGGATGCTTCTACCAAACAAACCTTGAACAGAGGTGA/^ 

CAAAAACAATACAACCCATTGGCTGCCGAAGAACAAGTTCCATTGATTT^ 

TTGGACAATGTTGCTCTTGACAGAATTGGTGAATTCGAAGAAGCTTTCT^ 

GAAACTGGTATCTTGGATCCTATTAAGACCAAGGGTGAATTATCTAAAGATGAATTAGi^^ 

AAAGTCACCGAAGAATTCGTTGCTTCTTTCTAA 

YBL099WL.homolog 447aa public: l.,447 (SEQ ID NO 718) 

MAIiNLEADQVGVVLFGSDRLVKEGETVKRTGQIVSWI6PELIX3RV\mGI^ 

VKAPGILPRRSVHEPMQTGLKSVDALVPIGRCKJRELIIGDRQTGKTAVALDAILNQK^ 

YCVYVAVGQKRSTVAQLVQTLEQHDALKYSVIVAATASEAAPLQYIAPFTACAIGEWFRDNGRHALIV^ 

DDLSKQAVAYRQLSLLLRRPPGREAYPGDVFYLHSRLLERAAKMSDAYC3GGSLTALPVIETQGGDVSAY 

IPTimSITDGQIFLEAELFYKGIRPAINVGLSVSRVGSAAQVKAMKQVAGSLKLFLAQYREVAAFAQF 

GSDLDASTKQTI^GERLTQLLKQKQYNPLAAEEQVPLIFAGVNGFLDNVAI.DRIGEFEEAFLGHLKSN 

ETGILDAIKTKGELSKDELEKLRKVTEEFVASF 
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YEL032W homolog 2637 bp public: 1..2637 (SEQ ID NO 719) 

ATGGATGAACX5 ATTTTTCAATCCACC^ : 

ftTCTTTGGTGATAGAGTCAGAAGATTTC 

TACAGATCTATTATC^AAGATATGTTGATCAAGAGTAAGTTO 

AGAGAGTTTGACAGAGAATTTTGGTTGGGGTT^^ 

AGAGCTITCAGAGACACAGTTTTAGCrATTTACGACX:^ 

GACCCTAACCAGCAATACTATTTATCATTCAAGGGAGCAT^^ 

ATTGATTCCAGCTATCTTTCCAAAATGGTTTCTAT^ 

CCAAAGGTTATTAGATCGGTTCATTATGCTGAAAAAAC^^ 

CAAACAACATC(nTTGATGCAATTGCTACKX3^^ 

TTAACCACAGAGTATGGTTATTCGACATACAGAGATTACO^GAAGAT^^ 

ACAGCTCCTCCAGGTCAATTGCCAAGATCGGTTGAiXrreAl^^ 

AAACCO^GTGATCGTGTACAAATTGTTGGTGTTTATX^ 

TCTTTCAAAACGGTTATCTTAAGTAATTCTCTOT 

CAAGAAAAGTTAACTXSATCAAGATAOTAGAAATATAAATAAACTTGCAAAGGAT^ 

ATTTTATCCCGTTCTTTGGCCCCTTCAATTTATGGGT^^ 

ATGATGGGAGGTGTTGAAAAAAATTTAGATAATGGTACACAT^ 

GCCACTACTCGTAGAGGATCGTCAGGTGTAGGTTTAACAGCT^^ 
GAAAGAAGATTXK5AGGCTGGTGCAATGGTATTGGCTGACA^^ 
AAAATGTCAGATAIXXSACCGAGTGGCCATTCACGAAGTTATGGAACAAC^ 
GCTGGTATTCAOVCXnHZATTGAATGCTCG 

TACGATGTCCATAAAGATCCACATAAAAATATTGCXTTGC0CX5AT^^ 

CTCTTTGTTGTTACAGATGATGTCAACCCAACAAGAGACAGGGTO 

CACAGGTTTGTTCCTCCTGGATTGATGGAGGGAGAGC^^ 

GTCGGAGATGATGAAACCAATGAACAAGAATTATTAGAACAGCCAATGTTTGA 

TTGCATGCTGGTATTCAAAACAAAAAGTCAAATAATATACTTT 

CAGTACGCCAAGCAAAGAGTGCAACCAGTGTTGACCAAGGGTGCATCCGACTACATTGTTACTAC^ 

TCCTCCTTAAGAAACGATTTGATAGGCAACAACCAAAGAAATACAGCTCCAATAACTGCTAGAACTTTA 

GAAACTTTGATTCGTTTAGCAACAGCTCATGCAAAAGTCCGTTTATCCAAAACTC 

GCAAAAGTTGCCGAAGAGCTATTGAGATATGCATTATTCAAGGAAGTAGCCAAAJ^ 

CAAAAAACTACAAGTATAGTGGACTCAGAAGAGGAGGAAGAGGATGAGTCTGATCCAGAAAT^ 

TCCGATAACGAAATAATGCCCAGAGAAAGTACTAGAAGAACCAGAGCTACAGCACAAACACAGCCTCCA 

CAACAGCAACAAGCATCTCCTTCACTAACACCCGAACOGCCACTT^ 

GATGGAGTTGGTGAAGAATTAGAACAATTCCATTTGTCATC 

TTGCAACCATTGACTGAGAGATCATCAAGTAACATTGTAraVTCTA 

GAGAGATTGAATATTTTCAAAAGAATACTAGCCCAGGTGTCACGTTCT^ 

GCTKXTGGCAAACTATCATGACGTTACTCGTGCTATCAATGAACAGATGG^^ 

GAGCAAGAGTTCAGTGCTGGATTTGAAGTGATGAGTTCTGAAAACAAGT^^ 

ATTTGGAAGATTTAA 

YEL032WLhoinolog 878 aa public: l..e78 (SEQ ID NO 720) 

MDERFI^PPPTADQDDTWQPLDAIFGDRVRRFQEFLDRIDSim;iDYRSIIKDMLIKSKFRLSVSI 

REFDREFW.GLLNQPADYLPACERALRDTVLAIYDPQDPSFPHDSYDPNQQVYLSFKGAFGGHSLTPRS 

IDSSYLSKMVSIEGIVTRASLWPKVn:RSVHYAEKTGRFYAREYRDQTTSFDAIATPAIVl>Tm 

LTTEyGYSTYTU}YQKISVQEMPETAPPGQLPRSVDVIU)DDLVDLTKPGDRVQIVGVYRALGGAAN^ 

SFKTVILSNS\miLHARSTGVASQEKLTDQDIRNINKLAKDRKIFDILSRSIAPSIYGFDYIKK^ 

MMGG\^Kl«iDNGTHLRGDINILMVGDPSTAKSQVLRFVLNTASLAIATTGRGSSGV^ 

ERRLEAGAMVLADRGIVCIDEFDKMSDIDRVAIHEVMEQCyiVriAKAGIHTSI^ARCSVIAi^ 

YD\mKDPHKNIALPDSLLSRFDLLFVVTDDVNPTRDRVISEHVLRMHRF\^PGI^ 

VGDDETNEQELLEQPMFEKF»rrLLHAGIQNKKSimiLSIPFLKKYVQYAKQRVQP\n^TKGASDYX^ 

SSLRNDLIGNNQRNTAPITARTLETLIRLATAHAK\mLSKTVD\na)AKVAEELLRYALFKEV;^ 

QKTTSIVDSEEEEEDESDAEMENSDNEIMPRESTRRTRATAQTQPPQQQQASPSLTPEPPLGHRDDGDD 

DGVGEELEQFHLSSSQQQQQQQYLQPLTERSSSNIVSSTATNAISVERLNIFKRILAQVSRSALFANDQ 

AAANYHDVTRAINEQMEQEDIFSEQELSAGFEVMSSENKFYLESDKIWKI 
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YHR135C_hoinolog 148B bp public: 1..1488 (SEQ ID NO 721) 

CATTCAACTTCATCTTCAJ^ 

GGGAAAAAJVATTGGTCAAGGTTCTTTTGGT^^ 

GTXXX:CATAAAATTTGAACCTAGAAAGACTGAAGC^^ 

CATTTACAAQGATXnXSAOGGAATTCCTAATGC^^ 

GTCATTGATTTATTKXXmXriT^ 

ACCGTGGTACAAGTTXKrrATACAAATGTTGACTOT 

AGAGATATCAAACCCGACAATTTTTTAArKXJ 

ATTGATTTTCGTATXKSCCAAGCAATATCGTGATCX!^ 

AAATCTTTGAGTCGGACAGCTAGATATATGAGTATTAACACTCATTTA 

GATGATTTAGAAGCATTGGGTCATGTATTTTTTTA^^ 

AAAGCTCCCACCAATAAACaO^GTATGAGAAAATTTOTG^^ 

TTATGTGATGGCTTACCTCAACAATTTGCTGAATATO 

GAACCTCCATATGAAGAATATAGAATGTTATTATTGTCAGTGTTC^ 

GGAGATATGGATTGGATGCATCTTAATGGTGGTAQAGGTTGOT 

TTGCACGGTTATGGACATCCTAATCCACCAAATGAACGTGAAAGAAGAC^ 

AGACAACATCAACAACTGOUICAAGTACAAC^ 

CAACAATTACAACAAGCACAACAGGCACAAOUVCaU^ 

GCCCAGTTACATCAACAAAAATTACAGCATTTGGTTAATCGACCAOT 

CAATCAGCAATACAAAGTGGTAATQGACATCATGAACrr^ 

GGAAAACATGAAGGATAOVGTTCACGACCAGATCaUlTATC^^ 

GAAAACAAAGGGTTCTGGTCTAAATTGTGTTGTCATTAG 

YHR135C.homolog 495 aa public: 1..495 (SEQ ID NO 722) 

MTTNPALAAAQASHNNIPTKQMNHSTSSSNGNGSNMSSWVGIOT 

VAIKFEPRKTEAPQLIU)EYRTYKHLQGCDGIPNAYYFGQEGLHNILVIDLIiG^ 

TWQVAIQMLTLVEEVHRHDLIYRDIKPDNFLIGRRGATDENimiLIDFGMAKQl^ 

KSLSGTARYMSINTHU3REQSRIU>DLEALGHVFFYPIJIGQLPWQGLK^ 

LCDGLPQQFAEVT^TDSVRSLPFDAEPPYEEYWlLLLSVLDDMQACDGDMDWMHIiNGGRGW^ 

LHGYGHPNPPNERERRHRDQRRTRQHQQSQQVQQQQLQAQAQAQQLQQLQQAQQAQQQQQSQQHQPLSA 

AQLHQQKLQHLV^mPLPPIKQESQSAIQSGNGHHEl:XNNNI/^ 

ENKGFWSKLCCH 

YJL060W_homolog 1362 bp public: 1. .1362 (SEQ ID NO 723) 

ATCTTAAGACGGCTCTTTCCAATACGACAATTGTAaiaU^ 

GACCCAACTAGTTOXyiTAATCCGTATTTCT 

AACGAAACTGCGGCCCAGGCACAACAAGAATCCGGOTAGCCAATTGTCAAT^^ 
TCCTACAATCCTCCTGAGTTTGCGATTAATOCTGTTC 

TATGCyVCATGCTCGTGGAAACCCAAACTTATTGAAACAAGTGGCAGAGCACTAT^ 
CGTGCTGTGGGGGTTGACGAGGTCCAAATCACCACGGGTGCAAATGAGGGAAT^^ 
GGTTTCTTGACCCCGGGOGATGAAGTCATTGTGTTTGAAC^ 

GAAATGACAGGAGCCAAGATCAAGTACGTTCAAATCAAGTATCCCAAGAAATTTGACAACGAG^ 
ACGGGCCAGGATTGGGAGATTGACTGGGAAGGATTGAATAATGCCATTACCGAC 

gtgataaataccxx:acacaacccaatcggcaaagttttcaccgagaaggagttgt^ 

CTTGCCGTGGAACACAATTTAATCCTTGTCAGCGACGAQGT^ 

ttccctcgtccagctgcattaccacagttgcctcaattggctgaaaggacg^^ 

GGGAAATCATTTGCTGCCACTGGTTGGAGAGTAGGCTATATCCAGGGCCCTGCCAAT^^ 

gtaacagcggcccacaccagaatttgtttctcgaccccagcaccati^ 

tttgagcaggctcagaaatcaaactattttgagaacac^^ 

ttcaccaaggtatttcacgacttggggttacx:otacaccgttcccgj^ 

aacttgctgaaagttaagatacccggagattatgagtttccx:ggaaccatc 

gatttcaaattggcgtattggttgatcaaagaaattggggt^ 

accgaatcgaatagaaaggggaacggcttagaaaattgtgtcagatttgc^ 

gttttagaagacgcggttgagagattgaaaaaattaaaagactatttataa 
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YJIiOeOVOiomolog 453 aa public: I., 453 (SEQ ID NO 724) 
lttJUU^FPniQLYTTri»MASKSTDPTSUmPYFYQKPGQKDIWSLINETAAQAQQESGEPI^^ 
SVWPPEPAINAVEBALTKPQFNQYAHARGNPOTAKCn'ABIffSRSYGIUVVGVDEVQITTGI^^^ 
GFLTPGDEVIVFEPFFDQYIPNVEffl^AKIKYVEICTPKKFDNEVAmSQI^ 

VnKTPHNPIGKVFTEKELYKIGKIAVEHNLILVSDEVYENLYYTDKFPRPAALPQLPEIJVERTLT^ 
GKSFAATCWRVGYIQGPANLIKFVTAAHTRICFSTPAPIKMAVSQGFEQAEKSNYFENTRKEYEH^ 
FTKVFDDLGLPYTVABGGYFVLVNLSKVKIPAOTEFPGTISDRGTLDFKIAYWLIKEIGVVGIPPT^ 
TESNRKGNGLENCVRFAVCKDDSVLEDAVERLKKLKDYL 

YML028W_hoinolog 591 bp public: 1..591 (SEQ ID NO 725) 

ATGGCTCCAGTOGTTCAAOVACXyVGCTCaUMSTTTCAW^^ 

GAAGTCACTTTAGAACAATACAAAGGTAAAlXMXSTOnN^^ 

GTCTG(X:CATCAGAAATTATTXX?rrATTCCGAAGCTGTAAAGAAATTTGC^ 

TTGTTTGCCTCTACTGACrcCGAATACACCTOGTTG^ 

ArroGCAAAGTCGACTKXXaGTCTTGGCTGACACC^^ 

ATrcAAGAAGAAGGTGTTGCCTTGAGAGGTATTTTCTTGATTGATCCAAAGOT 

ACCATCAATGACmx:CAGTCGGTAGATCTGTTGAAGAATCCTTGAGAT^ 

ACTGAAAAATACX3GTGAAGTTTGTa:flGCTAftCTGGCItf;CC^^ 

gaagcatcx:aaggaatacttcaacaaagtcarcaaataa 

YML028W_boinolog 196 aa public: 1..196 (SEQ ID NO 726) 
MAPVVQQPAPSFKKTAVVDGVFEEVTLEQYKGKWVI.LItf'IPLAFTFVCPSEIIAYSEAVKKFAEKDA 

LFASTDSEYTWIAVmmWOXWIGICWFPVIJUnmSLSimYGVLIEEEGVALR 

TINDLPVGRSVEESLRLLEAFQFTEKYGEVCPANWHPGDETIKPSPEASKEYFNKVNK 

Y0L100W_homolog 2835 hp public: 1.-2835 (SEQ ID NO 727) 

ATGCATAAATTTAGATATTCTTTGCACCAACACTATAGCAAACGCAATTCAAGTGACAAATCCAAAGAC 

AGTCCAATTAGCCAAAACAGCAATGAAGAAAATGATTCGACTAAATTAAGTTOUVGTAGTCT^^ 

TTACATGATGATCTCGATGATATTTATAACAACTATACTTTAGCACAGGGTACCAATAACAACAGTGTA 

GATACATTGGATTCTGAAAATAATCAAGCTATAAATAAGTTTATTGATAAACCTCCAGCAATTCATC^ 

ATGGAACCACAACTACaSGTGATGCATOTTTCTTCACXSATTATCTT^ 

ACCGGTGAAAGCATCGCCAAAAGTGCACCAGGAACTCCGTTATCTTCACATTCATTTGAT^^ 

CATCATCCTCGTGCAGTAACAAACTOVTCrCWyUVTGTATTGTTAGACA^ 

TTCAATCATTTAGTOGATXaUVACACCACCXIAATGAGTOGGTAGAAAGGriT^ 

GTGGACAATACAGAAGAGGWlGAAAATAATGATGATACAGAC<auyVTACaUVAATCCGAAACATTGAAA 
CAAAACGAGGAGAATTGGGAAAAAAAGGGTGCTGCAGTTAAAACTATCAAGACTATGGATGGAGAAA^ 

aaaactatto^kigaaatgttacrgatttcaaatttggtaaagaattgggt^^ 
gtgattttagcx:actx3ataagattactggtaaacaatatgctgtaaaagtacttgataagcgac^^ 
ataaaagaaaagaaagtcaagtatctcaatatagaaaaaoitgcattgaatogattaagtaatagatt^ 
ggggttatttcattatatttcaccttccaggataaagattcgctttat^^ 

AATGGTXy^TTATTGACATTGATCAAGAGATACAATACTTTAAATGAGGAATGTACTAGACAT^^ 

GCACAAATATTAGATCCrATTAAATATATGC»T6ATAATGGTGTTATACATCGAGACCTAAAACCAGAG 

AATATATTATTAGATCACAAAATGAGAATTCAAATTACa^TTTTGGTACTGCAAGATTATTAGAGA^ 

AAGAATGATGAAAGTGAAGAATACCCAGTGGATGTAAGAGCAAAATCATTTGTTGGAACCGC^ 

GTATCCCCTGAATTATTAGAAAATAAGTATTGTGGTAAACCTGGAGATGTTTGGGCTTT^ 

ATATATCAAATGATTGCTGGGAAACCACCATTTAAGGaU«:TAATGAATATTTAACGTT^ 

ACGAAATTGCAATTTGCGTTTACyroCAGGATTCCXrrAaUVTTATTAG^^^ 

gtgttgcaaccttcacgacgt^caccattccagaaatacaaaaacattactttttccaat^^ 

tttaaagattttgatctgatttggttgtctgatcctcctgaaataggaccttataa^ 

tccatgatgiuvagtaccggaattgaataaggcacctataa(x:acagtcattaagaagaatgtgaaga^ 

tccacaaactcaaattcaaatacx:aacaatgtcgccactgctgttggtggtagtagtagtaacggacat 

aaagggtcatcaccgactcctgagaaagagccgagcccagctactattaataacaagtccacagaaaaa 

gttagtgccgctagtgtagctgcatatgttttaaacaaaccagctacaaaccaaaattccagtacatcc 

GAGGATTCATCTAAGCGTAGCAGCAACTCCAATGAAACTaX:AAACTTTCATATTCACAACAGGATTAT 
ATTCCGGGAACAAATATTTTACGTCCACAGATTAGTACTAGACXX3TCAGTAGGATCTTATGTGAAAACC 

acaccatcaaaqgatagaaaaacattaacx:aaggt(xx»ctcaatatccatcaacaacaagaaaaagtg 
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AAA(XGAAAGTAATGGAAGTGAAGa:AGCAACTACA^^ 

OIAGATGAi^GAATACTTCGTATTGGTCCAGTTA 

AAGAATAAAGCATCTTTACATATATWCCTTT^ 

AGTTTACTTACACAAATTGTAAATGAAGTAAACAATAAC^^ 

GATG/ATCACTTGa:ATTATTGAACCACAATATAATATG 

AGTATCGATATTGAAAGATCTGCATCTACTT^^ 

TTGGQGTTTAGTCATTTAGAAAAAAATGATAGTGAAGAATC^ 

CAAACTTGTACATTGGTTGTTACAACTCAT^^ 

AATTATCTTTTAATTGCTCAAATCAAAT^ 

CAAACTAAATTTTCTAAATTAGTACCATCAGTCGGACTAl^^ 

ATTTTTGAAGTAGAAAAATTTGAAGTGAATCAATQGA^ 

ATATAA 

YOLlOOVOiomolog 944 aa public: 1..944 (SEQ ID NO 728) 

MHKFRYSLHQHYSKRNSSDKSKDSPISQNSNEENDSTKLSSSSLQDLHDDLDDIYN^ 

DTLDSENNQAINKFIDKPPAIHGMEPQLPVMHVSSRLSSIXamWETC 

HHPRAVTNSSLNVLLDTPNVSSEFNHLVDQTPPNESVERFDD^^ 

QNEaWEKKGAAVKTiraMDGEMKTIRIWVTDFKFGK^ 

IKEKKVKYVNIEKHAMmLSimLGVn:SLYFTFQDro 

AQII^AIKYMHDNGN^HRDLKPENILLDDKMRIQITDFGTARLLEKKNDESEEYPTOV^^ 

VSPELLENKVCGKPGDVWAFGCIIYQMIAGKPPPKATNEYLTFQKITKLQFAFSAGFPTI 

VLQPSRIUlTIPEIQKHYFFQSVDFia)FDSIWLSDPPEIGPYKMTAKSMMK\^ 

STNSMSOTTONVATAVGGSSSNGHKGSSPTPEKEPSPATIMmOT 

EDSSKRSSNSNETRKLSYSQQDYIPGTOTIOTQISTRPSVGSYVKTTPSra 

KPKVMEVKPATTLEAAWEPyLTHPDERILRIGPVIAHKBPTEPFEKK^^ 

SLLTQIVNE\mNNTSELKKVEMADESLAIIEPQTOMK^ 

IXSFSHLEKNDSEESNGPSLTEKPQTCTLVVTTHGRALLFIRNDIESNYL^^ 

QTKFSKIiVTSVGVFVISSIDNSLIFEVEKFE\mQOTEAIiAKSKYN^ 

YJL166WLhoinolog 288bp Pathoseq: 1..288 (SEQ ID NO 729) 

ATGGCAGGTGCACCACATCCACATAfOTATATGGGCTGGTGG^ 

TATATTACTCAATATACTATTTCTCCATATGCTGCTAAACCATTA^ 

TTCAATACTTTTAGAAGAACCAAGAATCAATTTC^ 

ATTTGGACTAGAGCTAGAGATTATAATGAATACTTGTACACTA^ 

GTTAATGTTTAA 

YJLl66W_homolog 95aa PathoSeq: I.. 95 (SEQ ID NO 730) 

MAGAPHPHTYMGWWGSU5SPKQKYITQYTISPYAAKPLKGAAYNAVFNTFRRTKNQFLYVAIPF\A^ 
IWTRARDYNEYLYTKEGREELERVNV 

YLR038CJhomolog 252bp PathoSeq: 1..252 (SEQ ID NO 731) 

ATGCCACmrGATCCAGCTACTTTTAAATTOSAAACTCX^ACAAT^^ 

CAATCCAAACATTGTGCTCAAGCCTACGTTGATTACCACTyVATGTGTC^ 

GAACCATGCAAAATCTTTTTCAAAACTTTCACmXZATTATGl^^ 

GATC»iVAGAGCTCKrKX»TAAATyrcCCAGTCAACAT^ 

YLR038C_homolog e3aa PathoSeq: l..e3 (SEQ ID NO 732) 

MPVDPATFKPETPQFDPRFPNQNQSKHCAQAYVDYHKC^raVKGEEFEPCKIFFKTFTSIXPLDW\^K^ 
DQRAAGKFPVNMDA 
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Human homoloques 

>YGL080WLhomolog, CDS: 1-330 bp(SBQ ID NO 675) 

ATGGCGGGCGCGTTGGTGCGGAAAGOXSCGGACTATC^^ 

AGTACXKTACrTCTGGGGCCCAGTAGCCAACTGGGGT^^ 

TCTCCAGAGATTATCAGTGGGCGGATGACATTTGCCCT^^ 

GCCTACAAGGTACyiGCCTCGGAACTGGCTTCTGTTT^ 

ATCCAGGGAGGGCGGCTTATCAAACACGAGATGACTAAAACXX^ 

>YGL080WLhomolog, 109 aa(SEQ ID NO 676) 

MAGALVRKAADYVRSKDFIU)YmSTHFW6PVANWGLPIAAINDMKKSPBI^ 

AYKVQPWOWLLFACHATNWAQLIQGGWilKHEMnCPASA 

>YGR243W_homolog, CDS: 1-384 bp(SEQ ID NO 677) 

ATGTCGGCCGCOGGTGCCCGAGGCCTGaSGGCCACCTACCACCGGCTC^ 

CTGCCCGAGAAATTCAGGCCGTTGTACAACCATCCAGCAGGTCCCAGAACAGTT^ 

ATTATGAAATGGGGGTTGGTGTCTGCTGGATTGGCTGATATGG^ 

GCTCAATCTGCTGTTTTGATGGCTACAGGGTTTATTT^ 

AATTGGAGTCTGTTTGCTGTTAATTTCTT^ 

AGATATAACCAAGAACTAAAAGCTAAAGCACACAAATAA 

>YGR243Wjhomolog, 127 aa(SEQ ID NO 678) 

MSAAGARGLIUVTYHRLLDKVELMLPEKLRPLYNHPAGPRTWFWAPIMKW^ 

AQSAVLMATGFIWSRYSIiVIIPKNWSLFAVNFFVGAAGASQLPRIWRYNQELKAKAHK 

>YGR183C_homoIog, CDS: 1-399 bp(SEQ ID NO 679) 

ATGGCGGCCGCGACGTTGACTTCGAAATTGTACTCCCTGCTGTTCCGCAGACCTCCACCTTCGCCCT 
CCATCATCr-'GGGCGTCATGTTCTTCGAGCGCGOCTTr * A 

TCAACGAGOwJAAGCTGTGGAAACACATCAAGCACAAG^'ATGAGAACAAGTAGTTCCT^^ 
ATCCAGGCCAGAAGGACCAGGTCCACCCAGCAGCTGTTTGCCCAGAGCTGGAGCCT^ 
ATGCTCAAGGTACTCTTCATGGACCACCATTCGCTGTTGGC^ 
TCITTACCTTCTGCTGTGTTTGAAGTATGTTTAGTCAGCAT^ 

>YGR183C_homolog, 132 aa(SEQ ID NO 680) 

MAAATLTSKLYSLLFRRPPPSPSPSSWASCSSSAPSIKARTLSTTTSTRGSCGNTSSTSMRTSSSLEAP 
IQARRTRSTQQLFAQSWSLSLKMMLKXOjFMDHHSLLARNGFTYKTDSLPSAVPEVCLVSML^ 

>YBR009C_hoinolog, CDS: 1-312 bp(SEQ ID NO 681) 

ATGTCTGGCCGCGGCAAAGGCGGGAAGGGTCTTGGCAAAGGCGGCGCTAAGCGCCACCGTAAAG^^ 

CGCGACAATATCCAGGGCATCACCAAGCCGGCCATCOGGOGCCTTGCTCGCCGCGGCGGCG 

ATCTCCGGCCTCATCTACGAGGAGACTCGCGGGGTGCTCAAGGTGTTCCTGGAGAACGTGATCCGTC 

GCCGTGACCTATACAGAGCACGCCAAGCGCAAGACGGTCACCGCCATGGATGTGGTCTACGCGCTCAAG 

CGCCAGGGCCGCACCCTCTACGGTTTCGGTGGTTGA 

>YBRG09C_homolog, 103 aa(SEQ ID NO 682) 

MSGRGKGGKGLGKGGAKRHRKVO-RDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVn^I^ 
AVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG 



wo 02/064766 PCT/EP01/153M 

237/251 

>YGR209Cjiomolog, CDS: 1-318 (^(SEQ ID NO 683) 

ATGGTGAAGCACaiTCGAGAGKZAAGACTGCTT^^ 

GTAGTTGACTTCKaiGCC^ ^ 

GAAAAGTATTCCAAOGTGATATTCXrrTGAA^^ 

GAAGTCAAATGCACXXrCAACATTCCAGTTTTT^ 

AATAAGGAAAAGCPTGAAGCCACCATTAATGAATTAGTCTAA 

>YGR209C_hoinolog, 105 aa{SEQ ID NO 684) 

MVnCQIESKTAFQEALDAAGDKLVVVDFSATWCGPCKMINPFFHS 

EVKCTPTFQFFiOCGQKVGBFSG/VNKEKLEATINKLV 

>YPR028WLhomolog, CDS: 1-594 bp(SEQ ID NO 685) 
CCGAGCGGCGAGACGGTCCCCGCCATGTCTGCGGCCATGAGGGAGAGGTTCGA 
AAGAACTGOlTGACTGACCmnX^ 
CTTGGTGTOVTCGGACTGGTGGCCTTGTACCT^ 

ATAGGATTTGGCTACCCAGCCTACATCTCAATTAAAGCTATAGAGAGTC^ 
CAGTGGCTGACCTACTGGGTAGTGTATGGTGTGTTCAGCATTGC^ 
TCMWOTCCXXnTCTACTAC^^ 
AATGGGGCTGAACTGCTCTACAAC^^ 

AGTGTGGTCyUVGGACXTTAAAGACAAGGCCAAAGAGACT^^ 
GCTACCGTCAATTTAiCTGGGTGAAGAAAA^ 

>yPR028WLhoinolog, 197 aa(SEQ ID NO 686) 
PSGETVPAMSAAMRERFDRFLHEKNCim)LIiAKLEAKT(^ 

IGFGYPAYISIKAIESPNKEDDTQWLTYWVVYGVFSIAEFFSDIFLSWFPFYYXLKCGFLLWC^^ 
NGAELLYKRIIRPPFLKHESQMDSVVKDLKDKAKETADAITKEAK!^^ 
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Figure 4 
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Met Asp Gly Ser Gly Glu Gin Leu Gly Ser Gly Gly Pro Thr Ser Ser Glu Gin He Het 
I ATG GAT GGT TCT GGT GAA CAA TTG GGT TCT GGT GGT CCA ACC TOT TCT GAA CAA ATC ATG 

tys Thr Gly Ala Phe Leu Leu Gin Gly Phe He GXn Asp Arg Ala Gly Arg Met Ala Gly 
61 AAA ACC GGT GCT TTC TTG TTG CAA GGT TTC ATC CAA GAT AGA GCT GGT AGA ATG GCT GGT 

Glu Thr Pro Glu Leu Thr Leu Glu Gin Pro Pro Gin Asp Ala Ser Thr Lys Lys Leu Ser 
121 GAA ACC CCA GAA TTG ACC TTG GAA CAA CCA CCA CAA GAT GCT TCT ACC AAA AAA TTG TCT 

Glu Cys Leu Arg Arg He Gly Asp Glu Leu Asp Ser Asn Het Glu Leu Gin Arg Met He 
lei GAA TGT TTG AGA AGA ATC GGT GAT GAA TTG GAT TCT AAC ATC GAA TTG CAA AGA ATG ATC 

Ala Asp Val Asp Thr Asp Sec Pro Arg Glu Val Phe Phe Arg Val Ala Ala Asp Met Phe 
241 GCT GAT GTC GAT ACC GAT TCT CCA AGA GAA GTC TTC TTC AGA GTC GCT GCT GAT ATG TTC 

Ala Asp Gly Asn Phe Asn Trp Gly Arg Val Val Ala Leu Phe Tyr Phe Ala Ser Lys Leu 
301 GCT GAT GGT AAC TTC AAC TGG GGT AGA GTC GTC GCT TTG TTC TAC TTC GCT TCT AAA TTG 

Val Leu Lys Ala Leu Cys Thr Lys Val Pro Glu Leu He Arg Thr He Met Gly Trp Thr 
361 GTC TTG AAA GCT TTG TGT ACC AAA GTC CCA GAA TTG ATC AGA ACC ATC ATG GGT TGG ACC 

Leu Asp Phe Leu Arg Glu Arg Leu Leu VaX Trp He Gin Asp Gin Gly Gly Trp Glu Gly 
421 TTG GAT TTC TTG AGA GAA AGA TTG TTG GTC TGG ATC CAA GAT CAA GGT GGT TGG GAA GGT 

Leu Leu Ser Tyr Phe Gly Thr Pro Thr Trp Gin Thr Val Thr He Phe Val Ala Gly Val 
481 TTG TTG TCT TAC TTC GGT ACC CCA ACC TGG CAA ACC GTC ACC ATC TTC GTC GCT GGT GTC 

Leu Thr Ala Ser Leu Thr He Trp Lys Lys Met Gly {SEQ ID NO 2) 
541 TTG ACC GCT TCT TTG ACC ATC TGG AAA AAA ATG GGT TAA (SEQ ID NO 1) 
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glucose galactose 



GALlP:synthCaBAX 



GALlRGFP-synthCoBAX 
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Fig. 11. 
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